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O (54) Title: OLFACTORY AND PHLROMONLS G-PROTLIN C OUPLLD RLCLPTORS 

(57) Abstract: Die present invention is related to an olfactory or pherom one G -protein coupled receptor having an amino acid 
sequence which presents 95 r /c sequence identity with the sequence SLQ ID NO. 1. 
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OLFACTORY__AND_PHEROMO^ 

^^-^-^^^^ , n is related to newly 

10 [0001] The present invention is related 

interact with said receptor) ana 

j fn-referably human) receptors as 
ligand G-protem-coupled (preferac y 

„ f-v,^ ran be made of said 
15 well as to the various uses that 

reCSPt0rS ' • . is also related to the 

ro002] The invention is also 

^.nucleotides s^ces encodin 3 said <Prefera b ly ^ 

2 0 Too'r 5 ' Tne invention is further related to .ethods 
receptor polypeptides and polynucleotides applied 
I dla 9 no S t iC and treatment in r eceptor- m ediated disorders. 
'...« The invention is further related to l.gand- 

Leening -tnods usino. the receptor polypeptides and 
25 ynuclltides, to identify agists and ^ 3 onists used 

I Lproved flavours or perfumes, as .ell as the prevention 

and/ or treatment of — d^ ' agonists 
moo 51 The invention furtner euo * 

... based on the said olfactory and pheromones 
and antagonists based on lgotides and biosensors 

30 receptor polypeptides and polynucleotides an 
comprising said receptor polypeptides. 

£0006] The invention is further related to 

procedures for producing the receptor polypeptides and 
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polynucleotides according to the invention, preferably by 
genetic recombinant methods . 



Background of the invention 
5 [0007] G-protein coupled receptors (GPCRs) are 

proteins responsible for transducing a signal within a 
cell. GPCRs have usually seven transmembrane domains. Upon 
binding of a ligand to an extra-cellular portion or 
fragment of a GPCR, a signal is transduced within the cell 

10 that results in a change in a biological or physiological 
property or behaviour of the cell . GPCRs , along with G- 
proteins and effectors (intracellular enzymes and membrane 
channels modulated by G-proteins) , are the components of a 
modular signalling system that connects the state of intra- 

15 cellular second messengers to extra-cellular inputs. 

[0008] GPCR genes and gene products are potential 

causative agents of disease and these receptors seem to be 
of critical importance to both the central nervous system 
and peripheral physiological processes. 

20 [0009] The GPCR protein superfamily is represented 

in five families : Family I, receptors typified by 
rhodopsin and the beta2 -adrenergic receptor and currently 
represented by over 200 unique members ; Family II , the 
parathyroid hormone/calcitonin/secret in receptor family; 

25 Family III, the metabotropic glutamate receptor family, 
Family IV, the CAMP receptor family, important in the 
chemotaxis and development of D . discoideum; and Family V, 
the fungal mating pheromone receptor such as STE2 . 
[0010] G proteins represent a family of 

30 heterotrimeric proteins composed of a, p and y subunits, 
that bind guanine nucleotides. These proteins are usually 
linked to cell surface receptors (receptors containing 
seven transmembrane domains) . 
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rooll] Following ligand binding to the GPCR, a 

■ i change is transmitted to the G protein, 
conformational change 

v. -ii- exchange a bound GDP molecule 
which caused the a-subunit to exchang 

^ and to dissociate from the By-subumts. 
for a GTP molecule and to 

-, <->!<= ™ B and v-subumts 

j. rool2] The GTP-bound form of the a, p ana y 

typically functions as an effector-modulating moiety, 
lling « the production of second — 9 e K - « 
Imp ..... * activation o £ aden yl cyclase,, d.acylgiycerol 

or inositol phosphates. 

create, than 20 different type, of a-subunrt 
re ,no„n ,n humans. These subunits associate with a small 
pool of P and y subunits. Examples of mammalian a proterns 

P ^ c oroteins are described 

• i x a ri Go Gq, Gs and Gt . G protej-u* 
include Gi, Go, Molecular Cell 

extensively in Lodish et al . , 
15 Biolo^ (Scientific American Books Inc., New Yorfc, N.Y. 
^95, the contents of which are incorporated herein b y 

70™'' -own and unsown GPCKs constitute now ma.or 



, araets for drug action and development. 
,0 CIS 

20 1 , , u , , f ..xists well over 1000 

and it is generally assumed that at ex.sts we 

snch receptors. Mechanistically, approximat ely 50 60 . o 
al l clinically relevant drugs act by ■ ^1^ J 
functions of various GPCRs (Cudermann et al . , 
25 Vol. 73, pages 51-63, 1995)- 

. „ry of the invention 

— The present invention xs related to new y 

ola ed and purified identified -=r S of olfactory 

30 To a !/- 1) - P— s/ligands <S E C XO - 1 to 

to polynucleotide sequences including 

^j^o^rihpd hereafter, 
encoding said receptors, described ft 
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[0017] The present invention is also related to 

non-described nucleotide and/or amino acid sequences 
homologous to the sequences corresponding to the receptors 
described hereafter. 
5 [0 018] Homologous sequences mean sequences which 

present a high sequence identity (which present an identity- 
higher than 75%, 80%, 85%, 90% or 95%) with the complete 
sequence described hereafter. 

[0019] Another aspect of the present invention is 

10 related to a specific active portion of said sequences or a 
libraries of said active portion (ligand binding) of these 
sequences. Said portions could be partial or deleted 
receptors which comprise modifications (punctual mutations) 
or deletions upon the complete nucleotide or amino acid 
15 sequences and which still maintain the active site(s) 
necessary for the binding of a specific ligand able to 
interact with said receptors. 

[0020] Homologous sequences of the sequences 

according to the invention may comprise similar receptors 
20 which exist in other animal (vertebrates, preferably 
mammalian) or specific human populations, but which are 
involved in the same biochemical pathway . 

[0021] Such homologous sequences may comprise 

addition, deletion or substitution of one or more amino 

25 acids or nucleotides, which does not substantially alter 
the functional characteristics of the receptor (s) according 
to the invention in order to form preferably an hybrid 
polypeptide with another transmembrane protein, suitable 
for rapid ligand screening . 

30 [0022] Thus, the invention encompasses also a 

receptor and corresponding nucleotide sequence having 
exactly the same amino acid or nucleotide sequences 
(derived from olfactory neurons or olfactory epithelium) as 
shown in the enclosed sequence listing, as well as 
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mo lecules which differ, but which are not retaining the 
basic qualitative binding properties of the receptors 
according to the invention. 

[0023] The invention is preferably related to said 

5 human receptors characterised by the complete nucleotide 
and amino acid sequences described hereafter, agonist and 
antagonist compounds or inhibitors, preferably antibodies 
or specific hypervariable portions thereof that bxnd 
specifically to said receptors (i.e. that have at least a 
X0 10 fold greater affinity for said receptors than any other 
naturally occurring antibody) and specifically antibodxes 
made by a process involving the injection of a 
pharmaceutical^ acceptable preparation of such amino acid 
sequence into a animal capable of producing antibodxes 
15 directed against said receptor. 

[0024] For instance, a monoclonal antibody to the 

receptor according to the invention is obtained by 
injecting of an expression plasmid comprising the DNA 
encoding said receptor into a non human mammal and than 
20 fusing mouse spleen cells with myeloma cells. 

[0025] The present invention is also related to the 

polynucleotide according to the invention, possibly linked 
to other expression sequences and incorporated into a 
vector and host cells transformed by such vector (plasnud, 
25 virus such as an adenovirus, liposomes, cationxc 
vesicles , . . . ) - 

[0026] The present invention is also related to the 

recombinant, preferably human receptor according to the 
invention, produced by such host cells according to the 
30 method well known by the person skilled in the art. 

[0027] The present invention is also related to a 

transgenic non human mammal comprising a partial or total 
deletion of the genetic- sequences encoding the receptor 
according to the invention, preferably a non human mammal 
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comprising an homologous recombination 11 knock-out" of the 
nucleotide sequences (polynucleotides) according to the 
invention or a transgenic non human mammal overexpressing 
above natural level said nucleotide sequences 
5 (polynucleotides) . 

[002 8] Said transgenic non human mammal can be 

obtained by methods well known by the person skilled in the 
art, for instance by the one described in the document 
WO98/20112 using classical techniques based upon the 
10 transfection of embryonic stem cells, preferably according 
to the method described by Carmeliet et al . , Nature, 
Vol. 380, p. 435-439, 1996. 

[0029] Preferably, said transgenic non human mammal 

overexpressing the polynucleotides according to the 

15 invention or portions thereof comprises said 
polynucleotides or active portions thereof incorporated in 
a DNA construct with an inducible promoter allowing its 
overexpression and possibly tissues and other specific 
regulatory elements . 

20 [0030] Another aspect of the present invention is 

related to a method for the screening (detection and 
possibly recovering) of (odorant, pheromones or inhibitor 
thereof) compounds which are known or not known to be 
agonists, antagonists or inhibitors of natural compounds to 

25 the receptor according to the invention, said method 
comprising : 

contacting a cell or cell extract from the cell 
transfected with a vector expressing the polynucleotides 
encoding the receptor (s) according to the invention or 
30 active portion (s) thereof, 

possibly isolating a membrane fraction from the cell 
extract or the complete cell with a natural compound 
binding to said receptor under conditions permitting 
binding of said compound to said receptor, possibly by 
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the activation of a functional response (resulting in a 
detectable signal) and 
. detecting the presence of any such compound by means of 
a broassay, preferably a modif.cation in the production 

_ ^-r^aoe in the receptor 
5 of a second messenger or an increase 

activity in the presence of another molecule (or 
compound, wording as an agonxst. antagonist or inhibitor 
of a natural known compound to the receptor according to 
che invention and thereby possibly recovering and 
10 determining whether said molecule (or other compound, xs 

. . ,r,(- a nnni st or inhibitor or 
able to work as an agonist, antagonist 

* ^ ifq receptor, preferably the 
the natural compound to its recepto y 

second messenger assay comprises the measurement of 
intra-cellular CAMP, intracellular inositol phosphates 
15 intra-cellular diacylglycerol concentration, arachinord 

acid concentration, MAP kinase (s) or tyrosine kinase (s, 
pathways or intra-cellular calcium mobilisation. 
[00311 The present invention is related to sard 

* a nrpfprablv pheromones or flavours, 
molecules or compounds, preferably p 

20 including possible toxic .olecules identified by said 
screening (identification and recovering) method and to 
their pharmaceutical, cosmetical and industrial (production 
of detergents, soap, shampoo, fragrances, odorant 
fingerprints, appetite surpressant compounds, etc.) use 
25 [0032] Such molecules or compounds may be used also 

for obtaining in mammal a modification of its taste and its 
physiological reactions to odorant, phe—s or flavours^ 
L00331 The present invention is also related to 

-n ,nrav for controlling appetite 
(preferably nasal) spray ior 

■ ■ ^ identified compounds or molecules by the 
30 comprising the identities r 

m ethod according to the invention in a suitable <=«««• 
[003 41 Another application of such receptor rs 

trapping of odour by usrng the receptor, the cell or 
me mbrane according to the invention wherein the desrred 



WO 02/24726 PCT/BE01/00162 

8 

odour ligand is absorbed by the binding of the odorant 
ligand to the odorant receptor. 

[0035] The present invention is further related to 

an odour trap, using said method for trapping odour. 
5 [003 6] Preferably, the tested odorants or pheromones 

upon the receptor according to the invention are 
advantageously selected from different body secretions such 
as sweat, salivary, urine, vaginal secretions, sperm, etc. 
The tested odorants or pheromones upon the receptor are 

10 also advantageously selected from the group of 16- 
androstene family, such as the 5a-androst - 16 -en-3cc-ol , the 
5a- androst-16-en-3-one, androstadienone , a human pheromone 
described previously (Grosser et al . , 

Psychon&uroendocrinol ogy vol . 2 5, pages 289-299, 2000) and 

15 other androstenol derivatives; the group consisting of 
estrene family, such as 1 , 3 , 5 ( 1 0 ) , 16 - estratetraen- 3 - ol and 
other estradiol derivatives described in PCT/US92/00219, 
PCT/US92/00220 and EP0562843 ; the group consisting of 
progestin family such as the human pheromone pregna-4,20- 

20 diene-3 , 6-dione (Mont i-Bloch et al . , J. Steroid Biochem. 
Mol . Biol. Vol. 65, pages 237-242) and other progesterone 
derivatives , the group consisting of small fatty acids 
such as acetic acid, propionic acid, butyric acid, 
isovaleric acid and isocaproic acid that compose the 

25 putative human vaginal pheromone copulin and such as the 
trans- 3 -methyl -2 -hexanolc acid found in human sweat, cyclic 
organic compounds homologs to known animal pheromone such 
as dehydro-exo-brevicomin and such as nepetalactone , and 
human homologs of the murin protein aphrodisin. 

30 [0037] Other examples of such compounds are 

molecules present in vapour emanating from narcotics, like 
cocaine, marihuana, heroin, hashish, angel dust, gasoline, 
natural gas, alcohol, decayed human flesh, explosives, 
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plastic explosives, fire arms, gun powder, toxic fumes, 
noxious fumes or dangerous fumes, etc. 

[0038] Said molecules or compounds could be used 

also for promoting or suppressing chemical communication. 
5 Every stimuli involving the emission by an organism or an 
exogenous source of chemical compounds able to modify the 
probability of response of another organism or a part of 
another organism. 

[0039] These molecules or compounds could be used in 

10 the treatment or prevention of various disorders affecting, 
for instance, cell migration, cell death, cell growth, 
psychotic and neurological disorders, including anxiety, 
schizophrenia, maniac depression, depression or mound 

modification, etc . 
15 [0040] These molecules or compounds could be used 

also for improving contraceptive medication, treatment 
promoting axonal growth, neural connection and nerves 
regeneration, in modulating male and female endocrine 
functions, or may effect the menstrual cycle. Indeed, it is 
20 known that several of said receptors can be present at the 
surface of spermatozoids and can then find contraceptxve 
application or could be used in the treatment/prevention of 
sterility/fertility, these receptors are also present in 
various neurolf actory neurons and can improve their 
25 connection, especially upon the olfactory bulb or upon 
other tissue comprising said olfactory receptors. 
[0041] They could be also used for the treatment or 

the prevention of various animal or human behaviours, 
such as stimulation and/or suppression of appetite, 
30 stimulation and/or suppression of motivation and sexual 
attraction, stimulation and/or suppression of aggressivity , 
stimulation and/or suppression of alarm and defence 
behaviours, stimulation and/or suppression of territory and 
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trail -marking, stimulation and/or suppression of social 
regulation and recognition, stimulation and/or suppression 
of mother-child recognition, etc . 

[0042] The screening method according to the 

5 invention could be performed by well known methods to the 
person skilled in the art, preferably high- throughput 
screening, diagnostic and dosage devices based upon the 
method described in the International patent application 
WO00/02045 performed upon various solid supports such as 
10 micro-titer plates or biochips according to known 
techniques by the person skilled in the art. 

[0043] The present invention is also related to the 

molecules characterized and possibly recovered by said 
method, including the pharmaceutical composition comprising 
15 a sufficient amount of said molecules and a 
pharmaceutically acceptable carrier or diluent for the 
preparation of a medicament in the prevention and/or the 
treatment of specific diseases. 

[0044] A last aspect of the present invention is 

20 related to a biosensor or any technical device comprising 
the receptors according to the invention for the detection 
of the specific above-mentioned compounds or molecules. 
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CLAIMS 

1. Pheromone G-protein coupled receptor 
having an amino acid sequence which presents 95% sequence 
identity with the SEQ ID NO. 1. 
5 2. G-protein coupled receptor having the 

■ -■ c-an tti NO 1 or a specific active 

amino acid sequence SEQ ID no . i UI - a p 

portion thereof . 

3. Polynucleotide encoding any of the amino 

acid sequences of the G-protein coupled receptor according 

10 to claim 1 or 2 . 

4. Agonist, antagonist or inhibitor of the 

receptor or the polynucleotide according to any of the 

preceding claims. 

5. Vector comprising the polynucleotide 

15 according to the claim 3. 

6. Cell transformed by the vector according 

to the claim 5 . 

7. Non-human mammal comprising a partial or 

total deletion of the polynucleotide according to the 
20 claim 3 encoding the receptor according claim 1 or 2 , 
preferably an non-human mammal comprising an homologous 
recombination "knock-out" of said polynucleotide or a 
transgenic non-human mammal overexpressing above natural 
level said polynucleotide. 
25 8 . Compound selected from the group 

consisting of agonist, antagonist or inhibitor of the 
receptor or the polynucleotide according to any of the 
claims 1 to 3. 

9. Method for the screening (detection and 
30 possibly recovering) of compounds which are known or not 
known to be agonists, antagonists or inhibitors of natural 
compounds to the receptor according to claim 1 or 6 , sard 
method comprising : 
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- contacting a cell or cell extract from the cell 
transfected with a vector according to the claim 5, 

- possibly isolating a membrane fraction from the cell 
extract or the complete cell with a natural compound 

5 binding to said receptor under conditions permitting 

binding of said compound to said receptor, possibly by 
the activation of a functional response, and 
detecting the presence of any such compound by means of 
a bioassay, preferably a modification in the production 

10 of a second messenger or an increase in the receptor 

activity in the presence of another molecule (or 
compound) working as an agonist, antagonist or inhibitor 
of a natural known compound to the receptor and thereby 
recovering and determining whether said molecule (or 

15 other compound) is able to work as an agonist, 

antagonist or inhibitor of the natural compound to its 
receptor . 

10. Compound identified by the screening 
method according to the claim 9. 
20 11. Pharmaceutical composition comprising an 

adequate pharmaceutical carrier and a sufficient amount of 
the receptor according to claim 1 or 2, the poly-nucleotide 
encoding said receptor according to the claim 3, the 
agonists, antagonists or inhibitors according to the claim 

2 5 4 or the vectors according to the claim 5 or the cell 

according to the claim 6 . 

12. Use of the agonists, antagonists or 
inhibitors according to the claim 4 or the compound 
according to the claim 10 for the improvement, elimination 

3 0 or substitution of an existing taste and/ or a fragrance of 

(or in) food and/or cosmetical products. 

13. Use of the agonists, antagonists or 
inhibitors according to the claim 4 or the compound 
according to the claim 10 for the preparation of a 
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medicament in the treatment and/or the prevention of a 
disorder affecting a mammal, including a human, such as 
disorders in cell migration, sterility, psychotic and 
neurological disorders, including anxiety, schizophrenia, 
5 maniac depression, depression, for promoting axonal growth, 
nerve cell connection and nerve regeneration, for 
modulating male and female endocrine functions, hormone 
production and menstrual cycle, for the prevention or the 
treatment by stimulation of several mammal (includxng 
10 human) behaviours, such as stimulation or suppression of 
appetite, stimulation or suppression of sexual motivation 
and sexual attraction, stimulation or suppression of 
aggressivity and for promoting or suppressing chemical 
communication between organisms. 
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SEQUENCE LISTING 



<110> ChemCom S.A. 

Veithen , Alex 

<120> Olfactory and Pheromones G-Protein coupled Receptors 
<13 0> P . CHEM. 01/ WO 
<160> 548 

<170> Patentln version 3.1 



<210> 1 

<211> 1188 

<212> DNA 

<213> Homo Sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

(1) . . (1185) 



<400> 1 

atg act cac act ctt tac cct acc cct ttt get ttg tat cca ata aat 48 

Met Thr His Thr Leu Tyr Pro Thr Pro Phe Ala Leu Tyr Pro lie Asn 
15 10 15 

ate age gca gec tgg cat ttg ggg cca eta cca gtc tec tgc ttt gta 96 
lie Ser Ala Ala Trp His Leu Gly Pro Leu Pro Val Ser Cys Phe Val 
20 25 30 

tec aat aaa tat cag cgc age ctg gca ttc ggg gec act acc ggt etc 144 
Ser Asn Lys Tyr Gin Arg Ser Leu Ala Phe Gly Ala Thr Thr Gly Leu 
35 40 45 

cgc gtc ttg gtg gta gtg gtc ccc cag aca cag ctg tct ttt ctt tea 192 
Arg Val Leu Val Val Val Val Pro Gin Thr Gin Leu Ser Phe Leu Ser 
50 55 60 

tct ctt tgt ctt gtg tct tta ttt eta cac tct ctt gtc tct gca cac 240 
Ser Leu Cys Leu Val Ser Leu Phe Leu His Ser Leu Val Ser Ala His 
65 70 75 80 

gga gag aaa ccc acc aaa cct gtg ggg ctg gac cct aca eta ttc cag 288 
Gly Glu Lys Pro Thr Lys Pro Val Gly Leu Asp Pro Thr Leu Phe Gin 
85 90 95 

gta gtt gtt gga ate ctg ggg aat ttt tea etc tta tat tat tat atg 336 
Val Val Val Gly lie Leu Gly Asn Phe Ser Leu Leu Tyr Tyr Tyr Met 
100 105 110 

ttc ctt tac ttt agg gga tac aag cca aga tec aca gat ttgattctc 384 
Phe Leu Tyr Phe Arg Gly Tyr Lys Pro Arg Ser Thr Asp Leu lie Leu 
115 120 125 

agg cac ctg act gta get gac tec ttg gtt ate eta tct aaa aga ate 432 
Arg His Leu Thr Val Ala Asp Ser Leu Val lie Leu Ser Lys Arg lie 
130 135 140 
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cca gag acc at g gca act ttt ggg ttg aaa cat ttt gac aat tat ttt 
Pro Glu Thr Met Ala Thr Phe Gly Leu Lys His Phe a p ^ 

150 

- 2 2 - S 2 - S 2 S - S S 5 S 2 

165 X/U 

• ^ ^ raa ata ate acc ate aac 

att gga age acc tgc etc ttg agt gtc ttc cag gtg ^ ^ 

lie Gly Ser Thr Cys Leu Leu Ser Val Phe Gin ^ 

2 5 i 2 s s s 1 £ 2 s 2 s s s 2 

£ S 2 2 - S 2 2 3 E 2 2 S 2 2 2 

g cc l «t r .« «« «. act g? c a,, « Jjc aac aac aac ate 

Ala He Phe Pro He Tyr Tftr inr * ^ 240 

2 3 0 

225 

^ _ ^ 0 , at tct qcc cca ctt agt gat gaa 

aca aag aaa gga gat ttg gga tat tgt tct g ^ ^ ^ 

Thr Lys Lys Gly Asp Leu Gly Tyr Cys Ser ax ^ 
245 z * v 

gt c ac» ,» 9 tea f a t« J=. J» «, aca tec «= cjt ,t £t «, 

Val Thr Lys Ser Val Tyr Ala Aia « ^ 
260 265 

- 2 m 2 2 - - i s 2 2 £ ss 2 ss 2 

- SI 2 2 2 2 S 2 2 2 2 S 2 2 2 2 

290 295 

S 2 2 2 2 S 2 S E 2 2 2 2 2 S 2 

305 

gtg age acc ttt gca tta tgt tac gec ctt tec ttc ate acc tac gtt 
Val Ser Thr Phe Ala Leu Cys Tyr Ala Leu Ser Phe ^ 
325 330 

2 2 S 2 2 2 2 2 £ 5 2 2 2 2 2 E 
2 2 1 £ E 2 2 2 2 £ 2 2 2 2 2 2 

tgc cgt Z r s s - 2 2 2 £ £ 2 2 S S 

Cys Arg Asp Pro Ser Arg ser *rg i^u y ^ 

370 375 
aat aga cga ttc ttt cat gat ttc agg aaa atg tga 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1152 



1188 



2 
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Asn Arg Arg Phe Phe His Asp Phe Arg Lys Met 
385 390 395 



<210> 2 

<211> 395 

<212> PRT 

<213> Homo Sapiens 

<400> 2 

Met Thr His Thr Leu Tyr Pro Thr Pro Phe Ala Leu Tyr Pro lie Asn 
15 10 15 



lie Ser Ala Ala Trp His Leu Gly Pro Leu Pro Val Ser Cys Phe Val 
20 25 30 



Ser Asn Lys Tyr Gin Arg Ser Leu Ala Phe Gly Ala Thr Thr Gly Leu 
35 40 45 



Arg Val Leu Val Val Val Val Pro Gin Thr Gin Leu Ser Phe Leu Ser 
50 55 60 



Ser Leu Cys Leu Val Ser Leu Phe Leu His Ser Leu Val Ser Ala His 
65 70 75 80 



Gly Glu Lys Pro Thr Lys Pro Val Gly Leu Asp Pro Thr Leu Phe Gin 
85 90 95 



Val Val Val Gly lie Leu Gly Asn Phe Ser Leu Leu Tyr Tyr Tyr Met 
100 105 110 



Phe Leu Tyr Phe Arg Gly Tyr Lys Pro Arg Ser Thr Asp Leu lie Leu 
115 120 125 



Arg His Leu Thr Val Ala Asp Ser Leu Val lie Leu Ser Lys Arg lie 
130 135 140 



Pro Glu Thr Met Ala Thr Phe Gly Leu Lys His Phe Asp Asn Tyr Phe 
145 150 155 160 



Gly Cys Lys Phe Leu Leu Tyr Ala His Arg Val Gly Arg Gly Val Ser 
165 170 175 



lie Gly Ser Thr Cys Leu Leu Ser Val Phe Gin Val lie Thr lie Asn 
180 185 190 



Pro Arg Asn Ser Arg Trp Ala Glu Met Lys Val Lys Ala Pro Thr Tyr 
195 200 205 
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rv. Trp Ala Phe His Met Leu Val Asn 
Ile Oly Leu ser Asn He Leu Cys Trp 

210 

p Xle Tyr Thr Thr Gly hys Trp Ser Asn Asn Asn He 

Ala He Phe Pro He Tyr ^ 
225 

, v Pro Leu Ser Asp Glu 

Tvr Cvs Ser Ala fru ^ 
t . r^/ AsD Leu Gly iyr w ° 25b 
Thr Lys Lys Gly ^ ^ 250 

Tb-r ser Phe His Asp Val Leu 
v.1 «r W. « v.1 Tyr «. U. £ ™ 

260 

„ „r Ser He Val Leu Val Leu 
cys M » sly L- »« «> £ S " S " 

275 

^ „ B18 WB «. «. 5 - - - - s - - - ~ 

5 I - - - s- - " a Ile ~ s 

Z „ * « - - - - - s s " phe Ile Thr ss val 

325 



e ^er Trp Trp Leu Val Asn Thr Ala 
t m Phe Asp Asn Ser Ser Trp up 
Tyr Leu Ala Leu r 345 

340 



ai , _ s Ile m c ~ 5 - =- - - a - - ~ 

370 

„ « 3 « « - f 9 = « ~ LVB ss 

385 



<210> 3 

<2H> 1° 74 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (D..(10 71) 

<223> 
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<400> 3 

atg ttg aaa ttg gtt att att gag aac atg gca gaa att atg eta ttc 

Met Leu Lys Leu Val lie lie Glu Asn Met Ala Glu lie Met Leu Phe 
15 10 15 



48 



tea tta gat etc ttg ctt ttc tec aca gat ate ctt tgc ttt aat ttt 
Ser Leu Asp Leu Leu Leu Phe Ser Thr Asp lie Leu Cys Phe Asn Phe 
20 25 30 



96 



cct tct aag atg ate aaa ctt cct ggt ttt att acc ata caa ate ttc 
Pro Ser Lys Met lie Lys Leu Pro Gly Phe lie Thr lie Gin lie Phe 
35 40 45 



144 



ttt tat cca caa gec age ttt gga att tea gca aac acc ate ctt ctt 
Phe Tyr Pro Gin Ala Ser Phe Gly lie Ser Ala Asn Thr lie Leu Leu 
50 55 60 



192 



ctt tac cac ate ttc acc ttt gtt ttc agt cac agg tct aag tec att 
Leu Tyr His He Phe Thr Phe Val Phe Ser His Arg Ser Lys Ser He 
65 70 75 80 



240 



gac atg ata att agt cac ctg tct etc ate cac ata ctg ctg etc ttc 
Asp Met He He Ser His Leu Ser Leu He His He Leu Leu Leu Phe 
85 90 95 



288 



act cag gca ata ttg gtg tec tta gac ttc ttt ggt tea cag aat act 
Thr Gin Ala He Leu Val Ser Leu Asp Phe Phe Gly Ser Gin Asn Thr 
100 105 110 



336 



cag gat gat ctt agg tat aag gtc att gtc ttt tta aac aag gtg atg 
Gin Asp Asp Leu A^rg Tyr Lys Val He Val Phe Leu Asn Lys Val Met 
115 120 125 



384 



agg ggc etc tec ate tgc acc ccc tgc etc ctg agt gtg etc cag gec 
Arg Gly Leu Ser He Cys Thr Pro Cys Leu Leu Ser Val Leu Gin Ala 
130 135 140 



43: 



ate ate age ccc age ate ttc tec ttg gca aag etc aaa cat cct tct 
He He Ser Pro Ser He Phe Ser Leu Ala Lys Leu Lys His Pro Ser 
145 150 155 160 



480 



gca agt cac ate tta gga ttc ttc ctt ttc tea tgg gtc etc aac atg 
Ala Ser His He Leu Gly Phe Phe Leu Phe Ser Trp Val Leu Asn Met 
165 170 175 



528 



ttc att ggt gta ate ttc tgc tgt aca ctg egg eta ccc cca gtg aaa 
Phe He Gly Val He Phe Cys Cys Thr Leu Arg Leu Pro Pro Val Lys 
180 185 190 



576 



egg ggc cag tct tct gtt tgt cat aca gca ctg ttc ctt ttt gee cat 
Arg Gly Gin Ser Ser Val Cys His Thr Ala Leu Phe Leu Phe Ala His 
195 200 205 



624 



gag eta cac cca cag gag act gtt ttt cac act aat gac ttt gag gga 
Glu Leu His Pro Gin Glu Thr Val Phe His Thr Asn Asp Phe Glu Gly 
210 215 220 



671 



tgt cac ctt tat agg gtt cat ggt cct etc aag agg eta cat ggt gat 
Cys His Leu Tyr Arg Val His Gly Pro Leu Lys Arg Leu His Gly Asp 
225 230 235 240 



720 
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„ <_ ai - rtc a at qcc ttc aca cag cca 

£ III i" £S S III S £ S i - - - s - 

245 2bU 

<-r. i-ra rca qtq aaa aga gcc tec cag get ate tta 
gec tgt ccc cga gtc tea cca gtg 9 9^ ^ ^ ^ Jle Leu 

Ala cys Pro Arg Val Ser Pro vax uy a 

260 265 

2 2 S £ S !S 52 S S 5 « 5 £ = - = 

2 B 0 * 

t r S & s s s - s e ss - - - - 

Phe Ser Gly G±y vax o 00 

9 Q c 3 v> w 

cag gtt att gtg gec aat age tat gee gca att agt cct ttg atg eta 
Gin Val lie Val Ala Asn Ser Tyr Ala Ala lie Ser ^ 
305 310 3 

<-t-n act eta caa atg tta tgg ttt 

att tat get gat aae caa ata ttc aag act ctg ^ ^ ^ phg 

He Tyr Ala Asp Asn Gin He Pne bys ix 

325 JJU 

- r 2 s s i" s - - - " - » - «" " 

Lys Tyr Leu Ser pro 350 



ggc agt act aag aag tga 
Gly Ser Thr Lys Lys 
355 



768 



816 



864 



912 



960 



1008 



1056 



1074 



<210> 4 

<211> 357 

<212> PRT 

<213> Homo Sapiens 

<400> 4 



t v«1 Tie lie Glu Asn Met Ala Glu He Met Leu Phe 
Met Leu Lys Leu Val lie lie AS > 15 

1 5 10 

ser w» Asp ,.u «■ «- If «P II. -» Cys Phe «, ». 

20 25 

35 40 

« m*, ai* q^r Phe Gly He Ser Ala Asn Thr He Leu Leu 
Phe Tyr Pro Gin Ala Ser pne uiy j-j- ^ 

50 55 

Leu Tyr His lie Phe Thr Phe Val Phe Ser His Arg Ser Lys Ser lie 

65 



70 



Asp Met 



lie He Ser His Leu Ser Leu lie His He Leu Leu Leu Phe 
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85 90 95 



Thr Gin Ala He Leu Val Ser Leu Asp Phe Phe Gly Ser Gin Asn Thr 
100 105 110 



Gin Asp Asp Leu Arg Tyr Lys Val He Val Phe Leu Asn Lys Val Met 
115 120 125 



Arg Gly Leu Ser lie Cys Thr Pro Cys Leu Leu Ser Val Leu Gin Ala 
130 135 140 



He He Ser Pro Ser He Phe Ser Leu Ala Lys Leu Lys His Pro Ser 
145 150 155 160 



Ala Ser His He Leu Gly Phe Phe Leu Phe Ser Trp Val Leu Asn Met 
165 170 175 



Phe He Gly Val He Phe Cys Cys Thr Leu Arg Leu Pro Pro Val Lys 
180 185 190 



Arg Gly Gin Ser Ser Val Cys His Thr Ala Leu Phe Leu Phe Ala His 
195 200 205 



Glu Leu His Pro Gin Glu Thr Val Phe His Thr Asn Asp Phe Glu Gly 
210 215 220 



Cys His Leu Tyr Arg Val His Gly Pro Leu Lys Arg Leu His Gly Asp 
225 230 235 240 



Tyr Phe He Gin Thr He Arg Gly Tyr Leu Ser Ala Phe Thr Gin Pro 
245 250 255 



Ala Cys Pro Arg Val Ser Pro Val Lys Arg Ala Ser Gin Ala He Leu 
260 265 270 



Leu Leu Val Ser Phe Val Phe Thr Tyr Trp Val Asp Phe Thr Phe Ser 
275 280 285 



Phe Ser Gly Gly Val Thr Trp He Asn Asp Ser Leu Leu Val Trp Leu 
290 295 300 



Gin Val He Val Ala Asn Ser Tyr Ala Ala He Ser Pro Leu Met Leu 
305 310 315 320 



He Tyr Ala Asp Asn Gin He Phe Lys Thr Leu Gin Met Leu Trp Phe 
325 330 335 
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w . Tyr «« - Pr. « «■ »« "» ^ - - « «» 

340 



Gly Ser Thr Lys Lys 
355 



<210> 5 

<211> 981 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • - (578) 

<223> 



<400> 5 . . aac cta atg aat gtc tct gag 

S S » ^ - - ^ S & « »n V.X s r C 1U 

«■ r r~ s e ss - - - - - - 2 I* ~ re 

Pro Asn Ser ber i^xie « ^ 30 

20 

ttc etc ttc tea etc ttt act aca 

HI If, fl S S u. SS jU ». - «- « - »• Tta Thr 

- ir s s s: s s - % s s s £ ?s s 

Thr Tyr Ala Leu rar xxe j-u. j 6Q 
50 55 

^ «r act ccc atg tac atg ttc ctg gga aat 

s Ss s s s ^ - *» « *r Met phe Mu Gly r 
1 « «« «. - .« « - & - m s & s s 

Phe Ser Phe Leu Glu He irp ±y* 95 
85 ^ 

^ a aac ate tec ttt get gga tgt 

ttg gtc aac ttc ctt tea gag aaa aaa aac ate ^ ^ cys 

Leu val Asn Phe Leu Ser Glu Lys Lys Asn ^ 

100 ±KJ=> 

s s a s £ ss - i s 2 * = s E 5 

S S £ S2 S K S S 2 ~ S S S ~ S " 
S £ S S =S S 2 £ 5 S i - K - 2 S 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



145 150 
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at a ctg tgc tgg gtt tgt gga ttt ctg tgg ttc ctg ate ccc att gtt 528 
lie Leu Cys Trp Val Cys Gly Phe Leu Trp Phe Leu lie Pro lie Val 
165 170 175 

etc ate tct cag atg ccc ttc tgt ggc cca aac att att gac cat gtt 576 
Leu lie Ser Gin Met Pro Phe Cys Gly Pro Asn lie lie Asp His Val 
180 185 190 

gtg tgt gac cca ggg cca cga ttt gca ttg gat tgt gtt tct gec cca 624 
Val Cys Asp Pro Gly Pro Arg Phe Ala Leu Asp Cys Val Ser Ala Pro 
195 200 205 

aga ate caa ctg ttt tgc tac act eta age tea tta gtt att ttt ggt 672 
Arg lie Gin Leu Phe Cys Tyr Thr Leu Ser Ser Leu Val lie Phe Gly 
210 215 220 

aac ttc etc ttt att att gga tec tat act ctt gtc ctg aaagctatg 720 
Asn Phe Leu Phe lie lie Gly Ser Tyr Thr Leu Val Leu Lys Ala Met 
225 230 235 240 

ttg ggt atg cct tea age act ggg aga cat aag gee ttc tct ace tgt 768 
Leu Gly Met Pro Ser Ser Thr Gly Arg His Lys Ala Phe Ser Thr Cys 
245 250 255 

ggg tct cat ttg get gtg gta tea ctg tgc tat age tct ctt atg gtc 816 
Gly Ser His Leu Ala Val Val Ser Leu Cys Tyr Ser Ser Leu Met Val 
260 265 270 

atg tat gtg age cca gga etc gga cat tct aca ggg atg cag aaa att 864 
Met Tyr Val Ser Pro Gly Leu Gly His Ser Thr Gly Met Gin Lys He 
275 280 285 

gaa act ttg ttc tat get atg gtg acc cca etc ttc aat ccc ctt ate 912 
Glu Thr Leu Phe Tyr Ala Met Val Thr Pro Leu Phe Asn Pro Leu He 
290 295 300 

tat age etc cag aat aag gag ata aag gca gee ctg agg aaa gtt ctg 960 
Tyr Ser Leu Gin Asn Lys Glu He Lys Ala Ala Leu Arg Lys Val Leu 
305 310 315 320 

999 a 9t tec aac ata ate taa 981 
Gly Ser Ser Asn He lie 
325 



<210> 6 

<211> 326 

<212> PRT 

<213> Homo Sapiens 

<400> 6 

Met Cys Pro Leu Thr Leu Gin Val Thr Gly Leu Met Asn Val Ser Glu 
15 10 15 



Pro Asn Ser Ser Phe Ala Phe Val Asn Glu Phe He Leu Gin Gly Phe 
20 25 30 
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. Tl . Gin lie Phe Leu Phe Ser Leu Phe Thr Thr 
S er Cys Glu Trp Thr He Gin lie 45 
35 

*v. Tie Thr G1V Asn Gly Ala lie Ala Phe Val Leu 
Thr Tyr Ala Leu Thr He Thr biy g0 
50 

■j. i_ TVT - Met phe Leu Gly Asn 
t Hi k Thr Pro Met Tyr met n 
Trp Cys Asp Arg Arg Leu His inr ^ 80 

65 

„ i Q^r- ser Thr Val Pro Lys Met 
Phe Ser Phe Leu Glu lie Trp Tyr Val Ser 

85 

t1<=> Ser Phe Ala Gly Cys 
Le » vl m Ph. «. s=r 01. W WJ »« 

100 

phe Leu G1 „ p. v - - - >« - - ~ E G1 " cyB 

115 

teu Tte vx « - s - - - - s: Ile CYS m pro 

130 

T1P net Thr Gly His Leu Tyr Ala Lys Leu Val 
L eu Leu Tyr Pro Asn lie Met Thr y ^ 160 

145 

IM ™ c «p V.X -V - - - - - " S P " Si 

165 

wu n . .„ «. « -o P.- «• fe V - » »• - S 

180 



Val Cys Asp Pro 



Gly m M » «» « <" If 5 S « 



195 



200 



m Ile „„ . - «*. ^ - - - - - - - 



215 
210 



„ Thr Leu Val Leu Lys Ala Met 

Asn Phe Leu Phe He He Gly Ser Tyr Thr Leu 

225 2 



. r ser Thr Gly Arg His Lys Ala Phe Ser Thr Cys 
Leu Gly Met Pro Ser Ser Thr fa y ^ 255 

245 

„ y S « «. »X V* ~ - *r « Ser ™ « - 



260 



pro 6ly ^u Gly His ser Thr Gly Met Gin Lys He 
Met Tyr Val Ser Pro Gly Leu 
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275 



280 



285 



Glu Thr Leu Phe Tyr Ala Met Val Thr Pro Leu Phe Asn Pro Leu lie 
290 295 300 



Tyr Ser Leu Gin Asn Lys Glu lie Lys Ala Ala Leu Arg Lys Val Leu 
305 310 315 320 



Gly Ser Ser Asn lie lie 
325 



<210> 7 

<211> 945 

<212> DNA 

<2 13 > Homo Sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

(1) - . (942) 



<400> 7 

atg cga ggt ttc aac aaa acc act gtg gtt aca cag ttc ate ctg gtg 

Met Arg Gly Phe Asn Lys Thr Thr Val Val Thr Gin Phe lie Leu Val 
15 10 15 



48 



ggt ttc tec age ctg ggg gag etc cag ctg ctg ctt ttt gtc ate ttt 
Gly Phe Ser Ser Leu Gly Glu Leu Gin Leu Leu Leu Phe Val lie Phe 
20 25 30 



96 



ctt etc eta tac ttg aca ate ctg gtg gee aat gtg acc ate atg gee 
Leu Leu Leu Tyr Leu Thr lie Leu Val Ala Asn Val Thr lie Met Ala 
35 40 45 



144 



gtt att cgc ttc age tgg act etc cac act ccc atg tat ggc ttt eta 
Val lie Arg Phe Ser Trp Thr Leu His Thr Pro Met Tyr Gly Phe Leu 
50 55 60 



192 



ttc ate ctt tea ttt tct gag tec tgc tac act ttt gtc ate ate cct 
Phe lie Leu Ser Phe Ser Glu Ser Cys Tyr Thr Phe Val lie lie Pro 
65 70 75 80 



240 



cag ctg ctg gtc cac ctg etc tea gac acc aag acc ate tec ttc atg 
Gin Leu Leu Val His Leu Leu Ser Asp Thr Lys Thr lie Ser Phe Met 
85 90 95 



288 



gee tgt gee acc cag ctg ttc ttt ttc ctt ggc ttt get tgc acc aac 
Ala Cys Ala Thr Gin Leu Phe Phe Phe Leu Gly Phe Ala Cys Thr Asn 
100 105 110 



336 



tgc etc etc att get gtg atg gga tat gat cgc tat gta gca att tgt 
Cys Leu Leu lie Ala Val Met Gly Tyr Asp Arg Tyr Val Ala lie Cys 
115 120 125 



384 



cac cct ctg agg tac aca etc ate ata aac aaa agg ctg ggg ttg gag 
His Pro Leu Arg Tyr Thr Leu lie lie Asn Lys Arg Leu Gly Leu Glu 



432 
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130 135 



„„h t-i-r ttt att get ttg gtg gcc 

- E III E ST, E S SS E - - - - - 

145 150 

4- r.r,t- htt tat qqc ccc aac agg gtt aac 
acc aac etc att tgt gac atg cgt ttt ^ ^ ^ ^ Arg Asn 

Thr Asn Leu lie Cys i«= a ^ !75 

165 

oa c ,. t «c «t 9 ac ;t? £ =« f t .« « - jee tjc .« gjc 

His Tyr Phe Cys Asp Met Ala Pro Val ^ 

_ -4- = t-rt- aac etc age ate ctg gta att 

£ S'. S3 £ S5 SS S £ £ Ser «. ~ .J. «. V. ... 

s a s s s s s s s s £ I * s S = 
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230 

225 

. „* n arc ttt gtc cac tat ggc tgt gcc tct 

If, III s" £ £ £ S £ - Hi- * «v ^ £ - 

245 

+-r-h arc tea qac aag gat cag 
ate ate tat ctg egg ccc aag tee aag tct g ^ ^ ^ Qln 

lie He Tyr Leu Arg Pro Lys Ser Lys Ser ^ 
260 A 

s ti s ss - £ s ss £ £ s £ £ E £ s 

275 280 

gtc «. f t ctg « r = »» s» »s *»: £ £ £ *r» s ti 

Val Tyr Ser Leu Arg ash ±>y* 3Q0 
290 295 

ctt gga atg cct gtg gea acc aag atg age taa 
lei Gly net Pro Val Ala Thr Lys Met Ser 

Tin 



305 310 



<210> 8 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 8 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



945 



t « Thr Thr Val Val Thr Gin Phe He Leu Val 
Met Arg Gly Phe Asn Lys Thr Thr Val ^ 15 

1 5 

riv Glu Leu Gin Leu Leu Leu Phe Val He Phe 
Gly Phe Ser Ser Leu Gly Glu Leu Gin 3Q 
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Leu Leu Leu Tyr Leu Thr lie Leu Val Ala Asn Val Thr lie Met Ala 
35 40 45 



Val lie Arg Phe Ser Trp Thr Leu His Thr Pro Met Tyr Gly Phe Leu 
50 55 60 



Phe lie Leu Ser Phe Ser Glu Ser Cys Tyr Thr Phe Val lie lie Pro 
65 70 75 80 



Gin Leu Leu Val His Leu Leu Ser Asp Thr Lys Thr lie Ser Phe Met 
85 90 95 



Ala Cys Ala Thr Gin Leu Phe Phe Phe Leu Gly Phe Ala Cys Thr Asn 
100 105 110 



Cys Leu Leu lie Ala Val Met Gly Tyr Asp Arg Tyr Val Ala lie Cys 
115 120 125 



His Pro Leu Arg Tyr Thr Leu lie lie Asn Lys Arg Leu Gly Leu Glu 
130 135 140 



Leu lie Ser Leu Ser Gly Ala Thr Gly Phe Phe lie Ala Leu Val Ala 
145 150 155 160 



Thr Asn Leu lie Cys Asp Met Arg Phe Cys Gly Pro Asn Arg Val Asn 
165 170 175 



His Tyr Phe Cys Asp Met Ala Pro Val lie Lys Leu Ala Cys Thr Asp 
180 185 190 



Thr His Val Lys Glu Leu Ala Leu Phe Ser Leu Ser lie Leu Val lie 
195 200 205 



Met Val Pro Phe Leu Leu lie Leu lie Ser Tyr Gly Phe lie Val Asn 
210 215 220 



Thr lie Leu Lys lie Pro Ser Ala Glu Gly Lys Lys Ala Phe Val Thr 
225 230 235 240 



Cys Ala Ser His Leu Thr Val Val Phe Val His Tyr Gly Cys Ala Ser 
245 250 255 



lie lie Tyr Leu Arg Pro Lys Ser Lys Ser Ala Ser Asp Lys Asp Gin 
260 265 270 
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v > ^ V.X T *r - - - - ^ SS " M 

Leu Val Ala vai x 2gQ 

275 

_ q Glu val Lys Thr Ala Leu Lys Arg Val 
val Tyr sar Leu Arg Asn Lys Glu 

290 



i at p Thr Lys Met Ser 
Leu Gly net Pro Val Ala Thr 

305 



<2H> 942 
<212> DNA 
<213> Homo Sa P ienS 

<220> 

<221> CDS 

<2 22> (1) (939) 

<223> 

s - - - ;r. :r. ss ss - is s s «y 

Me t Asn Trp Val Asn as P lQ 

1 ^-t- ata qtc ttc ttg 96 

- - - s £ ss ss e s s ™ ^ - «- - 

Phe Ser Asp Arg Pro up 25 

.« r s s ?s s ;r. e s £ s s & s s 

He Ser Tyr inr v 40 

35 t ttt ttt ctt acc 

S S 2 S S K S S = = 3 y - - ~ « 

50 hat aca gtc cca caa 

„ t «. «. - - -p £ S £ s s 4. - m fo » 

As n Leu Ser Leu Leu Asp Le 75 

65 „t- a ate agt tat cgt ggc 

i- tta tgc age ate agg aaa gta ac a Qly 
atg eta gta aat tta tgc g ^ Lyg Val Ile Ser y 

Met Leu Val Asn Leu Cys b 9Q 

^ tfa qqg get act gaa tat 
„ rtt ttc ata ttt ctg gec ttg ggg y ^ 
tgt gta gee cag ctt ttc ^ ^ Leu Gly Ala 

Cys Val Ala Gin Leu roe ^ 

100 *-t-t qta get att tgt egg 

- r. s s & s - ss £ s - - - Ile cys " 9 

Leu Leu Leu axa 12Q 

115 ana etc tgc etc cag ttg 

^ra gtt ate atg cac cag aga cc a Leu 

s s £ - - u: Mat H1 * Gln ~ 

gca get gca toe M9 9" » ct 99 



240 
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Ala Ala Ala Ser Trp Val Thr Gly Phe Ser Asn Ser Val Trp Leu Ser 
145 150 155 160 

acc ctg act etc cag ctg cca etc tgt gac ccc tat gtg ata gat cac 528 

Thr Leu Thr Leu Gin Leu Pro Leu Cys Asp Pro Tyr Val lie Asp His 
165 170 175 

ttt etc tgt gaa gtc cct gca ctg etc aag tta tct tgt gtt gag aca 576 

Phe Leu Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Glu Thr 

180 185 190 

aca gca aat gag get gaa eta ttc ctt gtc agt gag etc ttc cat eta 624 

Thr Ala Asn Glu Ala Glu Leu Phe Leu Val Ser Glu Leu Phe His Leu 
195 200 205 

ata ccc ctg aca etc ate ctt ata tea tat get ttt att gtc cga gca 672 

lie Pro Leu Thr Leu lie Leu lie Ser Tyr Ala Phe lie Val Arg Ala 
210 215 220 

gta ttg agg ata cag tct get gaa ggt cga caa aaa gca ttt ggg aca 720 

Val Leu Arg lie Gin Ser Ala Glu Gly Arg Gin Lys Ala Phe Gly Thr 
225 230 235 240 

tgt ggt tec cat eta att gtg gtg tct ctt ttt tat agt aca gec gtc 768 

Cys Gly Ser His Leu lie Val Val Ser Leu Phe Tyr Ser Thr Ala Val 
245 250 255 

tct gtg tac ctg caa cca cct teg ccc age tec aag gac caa gga aag 816 

Ser Val Tyr Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Gin Gly Lys 

260 265 270 

a ^g gtt tct etc ttc tat gga ate att gca ccc atg ctg aat ccc ctt 864 

Met Val Ser Leu Phe Tyr Gly lie He Ala Pro Met Leu Asn Pro Leu 
275 280 285 

ata tat aca ctt agg aac aag gag gta aag gaa ggc ttt aaa agg ttg 912 

He Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu Gly Phe Lys Arg Leu 
290 295 300 

gtt gca aga gtc ttc tta ate aag aaa taa 942 

Val Ala Arg Val Phe Leu He Lys Lys 
305 310 



<210> 10 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 10 

Met Asn Trp Val Asn Asp Ser He He Gin Glu Phe He Leu Leu Gly 
15 10 15 



Phe Ser Asp Arg Pro Trp Leu Glu Phe Pro Leu Leu Val Val Phe Leu 
20 25 30 



He Ser Tyr Thr Val Thr He Phe Gly Asn Leu Thr He He Leu Val 
35 40 45 
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m „ Thr Pro Met Tyr Phe Phe Leu Thr 
Ser Arg Leu Asp Thr Lys Leu Hxs Thr V 

b b 

50 

„ nirr Thr Thr Cys Thr Val Pro Gin 
Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr y 8Q 

65 70 

n lie Arg Lys Val He Ser Tyr Arg Gly 

Met Leu Val Asn Leu Cys Ser He Arg ^y 95 

85 

c n - n. * - »■ - °» IS 01 " ^ 

100 

o acn Arq Phe Val Ala He Cys Arg 

L eu Leu Leu Ala Val Met Ser Phe Asp Arg ^ 

115 

c val lie Met His Gin Arg Leu Cys Leu Gin Leu 
Pro Leu His Tyr Ser Val lie Met ^ 

130 

Aia * « «, v.x - *y - - » s « ™ l w Lm £5 

145 15 

» Leu *r «u OX„ «. Pro - cy. »P « Tyr V.1 .1. »P Hi. 

165 

„. c «. « - - - w - - ^ si Glu Thr 

180 

^ t „ vaV Ser Glu Leu Phe His Leu 
Thr Ala Asn Glu Ala Glu Leu Phe Leu Val 

195 

Ile m uu »r n- - «. ~ ^ »* S V " " 9 " a 

210 21b 

Tie Gin Ser Ala Glu Gly Arg Gin Lys Ala Phe Gly Thr 
Val Leu Arg He Gin ber 

230 

225 

n « t m pVip Tvr Ser Thr Ala Val 
CyE Gly Ser His Leu lie Val Val Ser Leu Phe Tyr 
245 

^ q^-t q e r Lys Asp Gin Gly Lys 
Ser Val Tyr Leu Gin Pro Pro Ser Pro Ser 
260 " b 

„-i TlB tie Ala Pro Met Leu Asn Pro Leu 
Met Val Ser Leu Phe Tyr Gly lie He Ala ^ 
275 
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lie Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu Gly Phe Lys Arg Leu 
290 295 300 



Val Ala Arg Val Phe Leu lie Lys Lys 
305 310 



<210> 11 

<211> 939 

<212> DNA 

<213> Homo Sapiens 



<220> 

< 2 2 1 > 

< 2 2 2 > 
<223> 



CDS 

(1) - - (936) 



<400> 11 

atg gag ccg etc aac aga aca gag gtg tec gag ttc ttt ctg aaa gga 

Met Glu Pro Leu Asn Arg Thr Glu Val Ser Glu Phe Phe Leu Lys Gly 
15 10 15 



48 



ttt tct ggc tac cca gec ctg gag cat ctg etc ttc cct ctg tgc tea 
Phe Ser Gly Tyr Pro Ala Leu Glu His Leu Leu Phe Pro Leu Cys Ser 
20 25 30 



96 



gec atg tac ctg gtg acc etc ctg ggg aac aca gee ate atg gcg gtg 
Ala Met Tyr Leu Val Thr Leu Leu Gly Asn Thr Ala lie Met Ala Val 
35 40 45 



144 



age gtg eta gat ate cac ctg cac acg ccc gtg tac ttc ttc ctg ggc 
Ser Val Leu Asp lie His Leu His Thr Pro Val Tyr Phe Phe Leu Gly 
50 55 60 



192 



aac etc tct acc ctg gac ate tgc tac acg ccc acc ttt gtg cct ctg 
Asn Leu Ser Thr Leu Asp lie Cys Tyr Thr Pro Thr Phe Val Pro Leu 
65 70 75 80 



240 



atg ctg gtc cac etc ctg tea tec egg aag acc ate tec ttt get gtc 
Met Leu Val His Leu Leu Ser Ser Arg Lys Thr lie Ser Phe Ala Val 
85 90 95 



288 



tgt gec ate cag atg tgt ctg age ctg tec acg ggc tec acg gag tgc 
Cys Ala lie Gin Met Cys Leu Ser Leu Ser Thr Gly Ser Thr Glu Cys 
100 105 110 



336 



ctg eta ctg gee ate acg gee tat gac cgc tac ctg gec ate tgc cag 
Leu Leu Leu Ala lie Thr Ala Tyr Asp Arg Tyr Leu Ala lie Cys Gin 
115 120 125 



384 



cca etc agg tac cac gtg etc atg age cac egg etc tgc gtg ctg ctg 
Pro Leu Arg Tyr His Val Leu Met Ser His Arg Leu Cys Val Leu Leu 
130 135 140 



432 



at 9 99 a 9 ct 9 CC tgg gtc etc tgc etc etc aag teg gtg act gag atg 
Met Gly Ala Ala Trp Val Leu Cys Leu Leu Lys Ser Val Thr Glu Met 
145 150 155 1^0 



480 
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. „n t-i-c tat ggc cac cac gtg gtc agt cac 

gtc ate tec atg agg ctg ttc tgt gg ^ ^ ^ ger HiB 
Val He Ser Met Arg Leu Pro Piie cy y 17J . 
165 

tt c «c «c aa g .« c« J- Jt, «, £ £ »J - £ 

Phe Thr cys Lys He Leu Ala Val J,e y ^ 
180 XD 

- s s ss i'p - s s s as e ir. s ss s s 

195 200 

frr tac ttq etc ate ctg gec ace 
g ta ccc ctg gca ttc ate tgc ctg tec tac t^g ^ ^ ^ ^ ^ 

Val Pro Leu Ala Phe lie Lys ueu ^ 

.tc ctg agg gtg ccc teg gee gee agg tgc tgc aa. gec ttc tee jee 

He Leu Arg Val Pro Ser Ala Ala Arg cys uy^ ^ 

^ ata ctg ctt ttc tac ggc acc ate ate 

z ss £ sr. - £ s 52 - s phe ^ Gly Thr s 

245 ZD 

«c , t9 »c tt9 ^ ccc « «t -J g. 9cc eje .« £ £ £. 

Phe Met Tyr Leu Lys Pro Lys Ser uy 21Q 
260 265 

t ?i s. E sr. s s s £ - s - - ^ 

Val Phe Thr Val Leu Tyr Aia ue^ 2g5 

.« ,a= C =« r - - if u f,! "i is s k s S3 

lie Tyr Ser Leu Arg Asn Lys Glu va ^ 



290 295 

tgg gge agg agt egg gee tee agg tga 
Trp Gly Arg Ser Arg Ala Ser Arg 
305 310 



<210> 12 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 12 

pi« val Ser Glu Phe Phe Leu Lys Gly 
Met Glu Pro Leu Asn Arg Thr Glu Val Ser Glu ^ 

1 5 

Teu Glu His Leu Leu Phe Pro Leu Cys Ser 
Phe Ser Gly Tyr Pro Ala Leu Glu hi 3Q 
20 



Ser 



528 



576 



624 



672 



720 



«et Tyr Leu Val Thr Leu Leu Gly Asn Thr Ala lie Met Ala Val 

3 5 



768 



816 



864 



912 



939 



18 



WO 02/24726 



PCT/BE01/00162 



50 



55 



60 



Asn Leu Ser Thr Leu Asp lie Cys Tyr Thr Pro Thr Phe Val Pro Leu 
65 70 75 80 



Met Leu Val His Leu Leu Ser Ser Arg Lys Thr He Ser Phe Ala Val 
85 90 95 



Cys Ala He Gin Met Cys Leu Ser Leu Ser Thr Gly Ser Thr Glu Cys 
100 105 110 



Leu Leu Leu Ala He Thr Ala Tyr Asp Arg Tyr Leu Ala He Cys Gin 
115 120 125 



Pro Leu Arg Tyr His Val Leu Met Ser His Arg Leu Cys Val Leu Leu 
130 135 140 



Met Gly Ala Ala Trp Val Leu Cys Leu Leu Lys Ser Val Thr Glu Met 
145 150 155 160 



Val He Ser Met Arg Leu Pro Phe Cys Gly His His Val Val Ser His 
165 170 175 



Phe Thr Cys Lys He Leu Ala Val Leu Lys Leu Ala Cys Gly Asn Thr 
180 185 190 



Ser Val Ser Glu Asp Phe Leu Leu Ala Gly Ser He Leu Leu Leu Pro 
195 200 205 



Val Pro Leu Ala Phe He Cys Leu Ser Tyr Leu Leu He Leu Ala Thr 
210 215 220 



He Leu Arg Val Pro Ser Ala Ala Arg Cys Cys Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Leu Ala His Leu Ala Val Val Leu Leu Phe Tyr Gly Thr He He 
245 250 255 



Phe Met Tyr Leu Lys Pro Lys Ser Lys Glu Ala His He Ser Asp Glu 
260 265 270 



Val Phe Thr Val Leu Tyr Ala Met Val Thr Thr Met Leu Asn Pro Thr 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Ala Arg Lys Val 
290 295 300 
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Trp Gly Arg Ser Arg Ala Ser Arg 



305 



<210> 13 

<2H> 1° 83 

<212> DNA 

<213> Hom ° Sa P ienS 

<220> 

<221> CDS 

<2 22> (1) < l080) 

<223> 



S 22 £ 2 3 2 S 5 2 2 S S 2 2 

* s s f 2 2 s s 2 s s 2 s s s = 

K £ 2 S S S 2 S 2 2 - 2 2 £ 2 2 

35 

c cc t ttc ttc age 

cc a aca ctg cct aat *c teg ff - etc caa g^ ^ ^ phe ger 
pro Thr Leu Pro Asn Gly Ser &Q 

50 n-r ate aag ccc gag 

2 2 = = 2 K - * K 3 S 1 - ~ " ~ - 
S 2 2 2 2 S S « = = s E = S 2 ~ 
£ 2 K 2 2 S 2 S 2 2 2 2 2 2 2 2 

- 2 2 2 2 2 2 2 2 2 2 2 £ 2 2 2 

115 

gcc «. m - •« «| in iz \ll 2 2 £ 2 2 2 2 

- « - 2 2 2 2 2 2 2 2 2 2 2 2 2 

phe Glu Asp Gin Phe lie o 

1" «= .« «= s ;« s - 2 2 2 2 2 2 2 2 

Ile Cys Ile Ser Leu Val Aia 1/b 



48 



336 



384 
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gtc gac agg 
Val Asp Arg 



atg acc gtg 
Met Thr Val 
195 

tgc ggc gtc 
Cys Gly Val 
210 

gtc att gtg 
Val lie Val 
225 

ggc acc etc 
Gly Thr Leu 



cgc ata gca 
Arg lie Ala 



tea tgc atg 
Ser Cys Met 
275 

ate ttc tgc 
lie Phe Cys 
290 

tgc ccc acc 
Cys Pro Thr 
305 

tac ctg gtc 
Tyr Leu Val 



get ttc egg 
Ala Phe Arg 



ggc tgc aac 
Gly Cys Asn 
355 



tac gtc acc 
Tyr Val Thr 
180 

agg aag gec 
Arg Lys Ala 



tgt ggc gtg 
Cys Gly Val 



tgc etc ate 
Cys Leu lie 
230 

tac gtg cac 
Tyr Val His 
245 

gca ctg cca 
Ala Leu Pro 
260 

aag ggg gca 
Lys Gly Ala 



tgg gec ccc 
Trp Ala Pro 



aac ccc tac 
Asn Pro Tyr 
310 

etc ate atg 
Leu He Met 
325 

age ctg gaa 
Ser Leu Glu 
340 

ggc atg aac 
Gly Met Asn 



ate ttt tac 
He Phe Tyr 
185 

etc acc ttg 
Leu Thr Leu 
200 

gtg ttc ate 
Val Phe He 
215 

acc atg ttc 
Thr Met Phe 



atg ttc etc 
Met Phe Leu 



cct gee gac 
Pro Ala Asp 
265 

gtc acc ate 
Val Thr He 
280 

ttc ttc etc 
Phe Phe Leu 
295 

tgc ate tgc 
Cys He Cys 



tgc aac tec 
Cys Asn Ser 



ttg cgc aac 
Leu Arg Asn 
345 

ttg gga tag 
Leu Gly 
360 



gcg etc cgc 
Ala Leu Arg 



ate gtg gee 
He Val Ala 



gtc tac teg 
Val Tyr Ser 
220 

ttc gee atg 
Phe Ala Met 
235 

ttt gcg egg 
Phe Ala Arg 
250 

ggg gtg gee 
Gly Val Ala 



acc att etc 
Thr He Leu 



cac ctg gtc 
His Leu Val 
300 

tac act gee 
Tyr Thr Ala 
315 

gtc ate gac 
Val He Asp 
330 

acc ttt agg 
Thr Phe Arg 



tac cac age 
Tyr His Ser 
190 

ate tgg gtc 
He Trp Val 
205 

gag age aaa 
Glu Ser Lys 



atg etc etc 
Met Leu Leu 



ctg cac gtc 
Leu His Val 
255 

cca cag caa 
Pro Gin Gin 
270 

ctg ggc gtg 
Leu Gly Val 
285 

etc ate ate 
Leu He lie 



cac ttc aac 
His Phe Asn 



cca etc ate 
Pro Leu He 
335 

gag att etc 
Glu He Leu 
350 



ate 576 
He 



tgc 624 
Cys 



atg 672 
Met 



atg 720 

Met 

240 

aag 768 
Lys 



cac 816 
His 



ttc 864 
Phe 



acc 912 
Thr 



acc 960 

Thr 

320 

tac 1008 
Tyr 



tgt 1056 
Cys 



1083 



<210> 14 

<211> 360 

<212> PRT 

<213> Homo Sapiens 

<400> 14 

Met Ser He Gin Lys Thr Tyr Leu Glu Gly Asp Phe Val Phe Pro Val 
15 10 15 
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T ^ n rMn Pro Gin Leu Gly Ser 
s « ser «r S«r ». «" « * £» " 

20 

» Ala Ser Cys Cys Leu Pro Ser Val Gin 
Al a Leu Leu Thr Ala Met Asn Ala Ser 

35 

rl„ His Leu Gin Ala Pro Phe Phe Ser 
Pro Thr Leu Pro Asn Gly Ser Glu H« 

50 

ser Ala Phe Cys Glu Gin Val Phe He Lys Pro Glu 
Asn G m Ser Ser Ser Ala Phe y ?5 

65 

n val ser Leu Leu Glu Asn He Leu Val 
V.1 Phe Leu ser Leu Gly He Val Ser Le 

85 

-p - W i„ S er Pro Met Tyr Phe 

Ile „«„ «. v.i «, «. «y »» "» 

100 

ser Val Ser Asn 
Phe « C VS Ser « "J »» - S» 

115 

■m Ala lie Val His Ser Asp Tyr Leu Thr 
A1 a Leu Glu Thr He Met lie Ala He 

130 

, am «- «!• "» His ** MP »° 

Phe Glu Asp Gin Pne u l55 

lb U 

145 

Tle rvs Asn Leu Leu Ala He Ala 
Xle Cys He Ser Leu Val Ala Ser He Cys 

J 165 

phe ^ Ala Leu Arg Tyr His Ser He 



val Asp Arg Tyr Val Thr He Phe j. 



180 



85 



Me t Thr Val Arg Lys Ala Leu Thr 205 



195 



„ val Val Phe He Val Tyr Ser Glu Ser Lys Met 
Cys Gly Val Cys Gly Val Val ?n ^ 



210 



Tle Thr Met Phe Phe Ala Met Met Leu Leu Met 
Val He Val Cys Leu lie Thr Me ^ 
225 



• M .t Phe Leu Phe Ala Arg Leu His Val Lys 
Gly Thr Leu Tyr Val Hxb Met Phe ^ 255 

1 245 



Arg He Ala Ala 
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260 265 270 



Ser Cys Met Lys Gly Ala Val Thr He Thr He Leu Leu Gly Val Phe 
275 280 285 



He Phe Cys Trp Ala Pro Phe Phe Leu His Leu Val Leu He He Thr 
290 295 300 



Cys Pro Thr Asn Pro Tyr Cys He Cys Tyr Thr Ala His Phe Asn Thr 
305 310 315 320 



Tyr Leu Val Leu He Met Cys Asn Ser Val He Asp Pro Leu He Tyr 
325 330 335 



Ala Phe Arg Ser Leu Glu Leu Arg Asn Thr Phe Arg Glu He Leu Cys 
340 345 350 



Gly Cys Asn Gly Met Asn Leu Gly 
355 360 



<210> 15 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - - (933) 

<223> 



<400> 15 

atg aaa ggg gca aac ctg age caa ggg atg gag ttt gag etc ttg ggc 

Met Lys Gly Ala Asn Leu Ser Gin Gly Met Glu Phe Glu Leu Leu Gly 
15 10 15 

etc acc act gac ccc cag etc cag agg ctg etc ttc gtg gtg ttc ctg 

Leu Thr Thr Asp Pro Gin Leu Gin Arg Leu Leu Phe Val Val Phe Leu 

20 25 30 

ggc atg tac aca gec act ctg ctg ggg aac ctg gtc atg ttc etc ctg 

Gly Met Tyr Thr Ala Thr Leu Leu Gly Asn Leu Val Met Phe Leu Leu 

35 40 45 

ate cat gtg agt gec acc ctg cac aca ccc atg tac tec etc ctg aag 192 

He His Val Ser Ala Thr Leu His Thr Pro Met Tyr Ser Leu Leu Lys 
50 55 60 



age etc tec ttc ttg gat ttc tgc tac tec tec acg gtt gtg ccc cag 
Ser Leu Ser Phe Leu Asp Phe Cys Tyr Ser Ser Thr Val Val Pro Gin 
65 70 75 80 



48 



96 



144 



240 



acc ctg gtg aac ttc ttg gec aag agg aaa gtg ate tct tat ttt ggc 288 
Thr Leu Val Asn Phe Leu Ala Lys Arg Lys Val He Ser Tyr Phe Gly 
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85 



90 



95 



ht-t- acc acc agt gag tgc 

- rs £ £ £ £ £ £ s s ~ 9 ». - - - - 

Cys Met Tnr ^j-h 1Q5 
100 

r £ £ s s £ s - - « ^ s S s " s " 

Tyr l>eu lie 12 o 
115 

*. ^ cct qag gtc tgt gcc teg ctg 

s s £ - £ £ I s - ~ » £ - Ma s " leu 

£ S E £ - £ K S £ E £ £ £ S E £ 

s £ £ £ £ s £ £ - 1 s £ s £ i s 

* 165 

ttc tK tgt r ™ - - *» S5 £ £ £ £ £ E £ 

Phe Phe Cys Asp Gly Pro * ^ 190 

180 

^ act qqt ttc aac ctt ttg 

~ 2 - - E 2 £ i S £ - - £ " - ^ 

195 

. ta a ^-^ c tc aac acc 

E S £ £ £ £ £ £ £ - - £ - - " Thr 

910 

qca ttt tec acc 

•« " a »1 £ £ £ £ £ £ - " s " a phe s " £ 

He Leu Lys Met Ser ber ^ 235 
ue 230 

225 «-„ n-r ttt qgc aca aca ctt 

£ E £ E £ £ E £ £ £ £ - - • S " u 

y 245 

ttq acc cag gac cgc 

ttt atg tac ctg cgc ccc agg tec age tac t^ ^ ^ Asp ^ 
Phe Met Tyr Leu Arg Pro Arg ^ 270 

260 

S £ E £ £ £ £ S s " : s s 5 = s 

275 

atg tac tct ttg aga aac aag gat gtg y aaa get tt. ata aag gtt 

Me? Tyr Ser Leu Arg Asn Lys Asp ^ 
290 

tag ggt agg aaa aca atg gaa tga 
Trp Sy Arg Lys Thr Met Gl» 

305 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



936 



<210> 16 
<2H> 311 
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<212> PRT 

<213> Homo Sapiens 

<400> 16 

Met Lys Gly Ala Asn Leu Ser Gin Gly Met Glu Phe Glu Leu Leu Gly 
15 10 15 



Leu Thr Thr Asp Pro Gin Leu Gin Arg Leu Leu Phe Val Val Phe Leu 
20 25 30 



Gly Met Tyr Thr Ala Thr Leu Leu Gly Asn Leu Val Met Phe Leu Leu 
35 40 45 



lie His Val Ser Ala Thr Leu His Thr Pro Met Tyr Ser Leu Leu Lys 
50 55 60 



Ser Leu Ser Phe Leu Asp Phe Cys Tyr Ser Ser Thr Val Val Pro Gin 
65 70 75 80 



Thr Leu Val Asn Phe Leu Ala Lys Arg Lys Val lie Ser Tyr Phe Gly 
85 90 95 



Cys Met Thr Gin Met Phe Phe Tyr Ala Gly Phe Ala Thr Ser Glu Cys 
100 105 110 



Tyr Leu lie Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Asn 
115 120 125 



Pro Leu Leu Tyr Ser Thr He Met Ser Pro Glu Val Cys Ala Ser Leu 
130 135 140 



lie Val Gly Ser Tyr Ser Ala Gly Phe Leu Asn Ser Leu lie His Thr 
145 150 155 160 



Gly Cys He Phe Ser Leu Lys Phe Cys Gly Ala His Val Val Thr His 
165 170 175 



Phe Phe Cys Asp Gly Pro Pro He Leu Ser Leu Ser Cys Val Asp Thr 
180 185 190 



Ser Leu Cys Glu He Leu Leu Phe He Phe Ala Gly Phe Asn Leu Leu 
195 200 205 



Ser Cys Thr Leu Thr He Leu He Ser Tyr Phe Leu He Leu Asn Thr 
210 215 220 
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lyB « « ». - « - - - - - S5 

lie Leu Lys wet ^ 23b 

Cvs Ala Ser His Leu in 2SQ 
1 245 

S er Tyr Ser Leu Thr Gin Asp Arg 
m ^ t^i Arq Pro Arg Ser Ser iyx 27Q 
Phe Met Tyr Leu Arg 265 
260 

i v 1 lie Pro Val Leu Asn Pro Leu 
-j Tl . Tvr T hr Val Val lie ^ru 
Thr Val Ala Val He Tyr ^ 2 85 

290 



Trp 
305 



Oly Arg Lys Thr Met Glu 



<210> I 7 

<211> 9 45 

<212> MA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) --(942) 

<223> 



£ « s: r. c „ s l . ss - - ~ ~ s " u ~ i s 

Met Gly Val Lys Asn nx 1Q 

1 t-t-c tqc etc ttc tta 

naa aca gag ctt cag ctg ccc etc « a phg Leu 

tta 3 f Si in fla Glu Leu Gin Leu Pro Leu Phe Cy 

Leu Thr Glu Gin 25 
20 

tg ate tea atiu 

s s £ = s £ « s s = s = ~ - s « - 

35 M tac tat ttc ctg agt 

, aa t- cat caa ctt cat acc ccc atg Leu Ser 

S l . S S Sn S «. ». Hi. P« Met Jjr -» 

att acc cct aaa 

- ,-t-t- tta gat ttc tgc tat tct tct gtc a ^ Lyg 

a9t " 9 Sr Phe Leu *« ^ys Tyr Ser Ser Val 

Ser Leu Ser fne u ^ 7b 

65 ^ ate tec tat tct gga 

tta tgc aga gat aga tec ax. 
atg eta tea 999 tta ^ ^ Arg Ser Ile Ser Ty 

Met Leu Ser Gly Phe w 90 

85 . att tgt gtt att tct gaa tgc 

tt t ttt ttc tgt gtt tyu a 
tgc atg att cag ctg tct 



48 



288 
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Cys Met lie 



tac atg ctg 
Tyr Met Leu 
115 

cca ctg etc 
Pro Leu Leu 
130 

gtg get get 
Val Ala Ala 
145 

ggt tgt ata 
Gly Cys lie 



tat ttc tgt 
Tyr Phe Cys 



tat att gat 
Tyr lie Asp 
195 

gec aca age 
Ala Thr Ser 
210 

ate ctg cgc 
lie Leu Arg 
225 

tgt age tec 
Cys Ser Ser 



tec atg tat 
Ser Met Tyr 



gta tec tea 
Val Ser Ser 
275 

ata tat agt 
lie Tyr Ser 
290 

tta aga aga 
Leu Arg Arg 
305 



Gin Leu Phe 
100 

gca gee atg 
Ala Ala Met 



tac agg gtc 
Tyr Arg Val 



gtc ttc tea 
Val Phe Ser 
150 

etc agg ttg 
Leu Arg Leu 
165 

gac att gtc 
Asp lie Val 
180 

gag ctt ttg 
Glu Leu Leu 



eta aca ate 
Leu Thr He 



ate cac tct 
He His Ser 
230 

cac ctg aca 
His Leu Thr 
245 

etc aaa cct 
Leu Lys Pro 
260 

gta ttt tat 
Val Phe Tyr 



ctg agg aac 
Leu Arg Asn 



aaa ata tct 
Lys He Ser 
310 



Phe Phe Cys 
105 

gee tgc gat 
Ala Cys Asp 
120 

ate atg tec 
He Met Ser 
135 

gta ggt ttc 
Val Gly Phe 



tct ttc tgt 
Ser Phe Cys 



cct ctt att 
Pro Leu He 
185 

att ttt gtc 
He Phe Val 
200 

att att tea 
He He Ser 
215 

aaa aag ggc 
Lys Lys Gly 



get gtt ctt 
Ala Val Leu 



get tct age 
Ala Ser Ser 
265 

acc act gtg 
Thr Thr Val 
280 

aat gaa gta 
Asn Glu Val 
295 

tta tct cca 
Leu Ser Pro 



Val Cys Val 



cgc tac gtg 
Arg Tyr Val 



cct agg gtc 
Pro Arg Val 
140 

act gat get 
Thr Asp Ala 
155 

gga tea aac 
Gly Ser Asn 
170 

aaa etc tec 
Lys Leu Ser 



att ggt gga 
He Gly Gly 



tat get ttt 
Tyr Ala Phe 
220 

agg tgc aaa 
Arg Cys Lys 
235 

atg ttt tat 
Met Phe Tyr 
250 

agt tea etc 
Ser Ser Leu 



att etc atg 
He Leu Met 



aga aat get 
Arg Asn Ala 
300 

gga taa 
Gly 



He Ser Glu 
110 

gec ate tgc 

Ala He Cys 
125 

tgt tct ctg 

Cys Ser Leu 



gtg ate cat 
Val He His 



ate att aaa 
He He Lys 
175 

tgc tec age 
Cys Ser Ser 
190 

ttt aac atg 
Phe Asn Met 
205 

ate etc acc 
He Leu Thr 



gcg ttt age 
Ala Phe Ser 



ggg tct ctg 
Gly Ser Leu 
255 

acc cag gag 
Thr Gin Glu 
270 

ttg aat ccc 
Leu Asn Pro 
285 

ctg atg aaa 
Leu Met Lys 



Cys 



age 384 
Ser 



ctg 432 
Leu 



gga 480 

Gly 

160 

cat 528 
His 



act 576 
Thr 



gtg 624 
Val 



age 672 
Ser 



acc 720 

Thr 

240 

atg 768 
Met 



aaa 816 
Lys 

ttg 864 
Leu 



ctt 912 
Leu 



945 



<210> 18 

<211> 314 

<212> PRT 

<213> Homo Sapiens 
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„ et Gly val Lys Asn His set ™ ^ 15 

5 

l Ttt «. - «. - - - - - - - iT * - 

20 

, \r i nv Asn Leu Ser Met He Ser He 
Gly He Tyr Thr Val Thr Val Val Gly 

35 



Ile Arg Leu Asn Arg 



™~t- Tvr Tyr Phe Leu Ser 
Gin Leu His Thr Pro Met Tyr Ty 

55 



70 
65 



Tlp qpr Tyr Ser Gly 
uu ... «y «- - « " P fo 9 S " « 



100 

„ t M » », «. Cy. »«. « ^ *U ». C « 

Tyr Met Leu ^ 12 o 

115 

Pro s « . «. ~ s - - » «■ s - s " - " u 

ib u 

145 



Q*-r Asn He He Lys His 
Phe Cys Gly Ser Asn j-x ^ 



Gly Cys He Leu Arg Leu Ser ^ 

165 

, Ile Val Pro Leu He Lys Leu Bar Cys Ser ser Thr 
Tyr Phe Cys Asp He Val fro ^ 19 o 

180 

Ile Phe val He Gly Gly Phe Asn Met Val 
Tyr He Asp Glu Leu Leu He Phe 2Q5 
195 

Tl Tie Ser Tyr Ala Phe He Leu Thr Ser 
Ala T hr ser Leu Thr He lie He Ser Tyr ^ 

210 

T1 His Ser Lys Lys Gly Arg Cys Lys Ala Phe Ser Thr 
He Leu Arg He His Ser y 235 
225 
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Cys Ser Ser His Leu Thr Ala Val Leu Met Phe Tyr Gly Ser Leu Met 
245 250 255 



Ser Met Tyr Leu Lys Pro Ala Ser Ser Ser Ser Leu Thr Gin Glu Lys 
260 265 270 



Val Ser Ser Val Phe Tyr Thr Thr Val lie Leu Met Leu Asn Pro Leu 
275 280 285 



lie Tyr Ser Leu Arg Asn Asn Glu Val Arg Asn Ala Leu Met Lys Leu 
290 295 300 



Leu Arg Arg Lys lie Ser Leu Ser Pro Gly 
305 310 



<210> 19 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (933) 

<223> 



<400> 19 

atg tec aac gec acc eta ctg aca gcg ttc ate etc acg ggc ctt ccc 48 

Met Ser Asn Ala Thr Leu Leu Thr Ala Phe lie Leu Thr Gly Leu Pro 

15 10 15 

cat gec cca ggg ctg gac gec ccc etc ttt gga ate ttc ctg gtg gtt 96 

His Ala Pro Gly Leu Asp Ala Pro Leu Phe Gly lie Phe Leu Val Val 

20 25 30 

tac gtg etc act gtg ctg ggg aac etc etc ate ctg ctg gtg ate agg 144 

Tyr Val Leu Thr Val Leu Gly Asn Leu Leu lie Leu Leu Val lie Arg 

35 40 45 

gtg gat tct cac etc cac acc ccc atg tac tac ttc etc acc aac ctg 192 

Val Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Thr Asn Leu 

50 55 60 

tec ttc att gac atg tgg ttc tec act gtc acg gtg ccc aaa atg ctg 240 

Ser Phe lie Asp Met Trp Phe Ser Thr Val Thr Val Pro Lys Met Leu 

65 70 75 80 

atg acc ttg gtg tec cca age ggc agg act ate tec ttc cac age tgc 288 

Met Thr Leu Val Ser Pro Ser Gly Arg Thr lie Ser Phe His Ser Cys 

85 90 95 

gtg get cag etc tat ttt ttc cac ttc ctg ggg age acc gag tgt ttc 336 

Val Ala Gin Leu Tyr Phe Phe His Phe Leu Gly Ser Thr Glu Cys Phe 

100 105 110 
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- n i-ac ctg gcc ate agt tac ccg 

£ 5 S « S S - S 5 K - - s " T " "° 

115 tea tgt gcc etc ctg gcc 

Leu Mg Tyr Thr Asn Met Met T J4(> 

acc »Ct t 99 CtO . f «= £ C,C t=t JCt £= eg £ - 

Thr Gly Thr Trp beu Ser ^iy 

, m-p cat ttg ccc tac tgt gga ccc aac cag ate cag cac t^ 
ttg act ttc cat ttg pro Asn G ln lie 

Le u Thr Phe His Leu Pro Tyr uy 175 
165 

«° r & - s s s E s s s r. k e - 

Phe Cys Asp Ala Pro ^ iQS 

s s = = - = = = '"■ s - £ E ™ s 

qcc ttt cag acc tgt 

2 S - S ~ E S5 S S S £ »• - - » 2K 

230 

225 . n-e ttt ggc cct ggt ctt ttc 

- r. s £ - - £ s pL 0?y pro My - Phe 

Ala Ser His Cys lie va 25Q 
245 

^ t-t- a cat qgg 9 tt: 9 tg gCC 

s £ a i » - - s 5 K 2 His G1Y s 7,1 Ms 

- £ « s a 2 £ i s £ = s S « £ s 

275 

ctq aaa aat ggg 

c tg ,g> -c a,g f 9 9» aa 9 « J* «. £9 « ^ Lye Asn «, 
1» Kg A.n !*• Glu val Lys W 300 

290 936 

tea gta ttt get cag ggt gaa tag 
Ser Val Phe Ala Gin Gly Glu 



384 
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816 



864 



310 
305 
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10 15 



His Ala Pro Gly Leu Asp Ala Pro Leu Phe Gly lie Phe Leu Val Val 
20 25 30 



Tyr Val Leu Thr Val Leu Gly Asn Leu Leu lie Leu Leu Val lie Arg 
35 40 45 



Val Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Thr Asn Leu 
50 55 60 



Ser Phe lie Asp Met Trp Phe Ser Thr Val Thr Val Pro Lys Met Leu 
65 70 75 80 



Met Thr Leu Val Ser Pro Ser Gly Arg Thr lie Ser Phe His Ser Cys 
85 90 95 



Val Ala Gin Leu Tyr Phe Phe His Phe Leu Gly Ser Thr Glu Cys Phe 
100 105 110 



Leu Tyr Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala lie Ser Tyr Pro 
115 120 125 



Leu Arg Tyr Thr Asn Met Met Thr Gly Arg Ser Cys Ala Leu Leu Ala 
130 135 140 



Thr Gly Thr Trp Leu Ser Gly Ser Leu His Ser Ala Val Gin Thr lie 
145 150 155 160 



Leu Thr Phe His Leu Pro Tyr Cys Gly Pro Asn Gin lie Gin His Tyr 
165 170 175 



Phe Cys Asp Ala Pro Pro He Leu Lys Leu Ala Cys Ala Asp Thr Ser 
180 185 190 



Ala Asn Glu Met Val lie Phe Val Asn He Gly Leu Val Ala Ser Gly 
195 200 205 



Cys Phe Val Leu He Val Leu Ser Tyr Val Ser He Val Cys Ser He 
210 215 220 



Leu Arg lie Arg Thr Ser Glu Gly Arg His Arg Ala Phe Gin Thr Cys 
225 230 235 240 



Ala Ser His Cys lie Val Val Leu Cys Phe Phe Gly Pro Gly Leu Phe 
245 250 255 
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lie Tyr Leu Arg Pro Gly Ser Arg Asp Ala Leu His Qly Val Val Ala 

260 265 

val Phe Tyr Thr Thr Leu Thr Pro Leu Phe Asn Pro Val Val Tyr Thr 



275 



280 



Leu Arg Asn Lys Glu val Lys Lys Ala Leu Leu Lys Leu Lys Asn Gly 



290 



295 



Ser Val Phe Ala Gin Gly Glu 
305 310 



<210> 21 

<211> 972 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(969) 

<223> 



SSS I" E S £ = 53 = = 52 « S 2 S " 

5 ^ 

«: - s' ss e s: s £ s e e ss ss - £ 

20 25 

is s £ s l . & - - s: & s s ;p s: is - 

s s "x S - S 2 s ?n S £? S - III 2S s 

50 55 60 

* tec ttc ctg gag ctg ttg ctg gta act gtt gtg gtt ccc aag 

aat ttc tec ttc cty yay a = L 
Asn Phe Ser Phe Leu Glu Leu Leu Leu Val Thr Val Val Val y 

65 70 75 

atq ctt gtc gtc ate etc acg ggg gat cae ace ate tea ttt gtc age 
Tel Leu Val Val He Leu Thr Gly Asp His Thr He Ser Phe Val Ser 

85 90 

- m m se in s in % - m £ % m s s - 

100 105 

ttc etc ttg gec gtc atg tct ctg gat egt tac ctg gca ate tgc cga 
p h e Leu Leu Ala Val Met Ser Leu Asp Arg Tyr Leu Ala lie Cys Arg 
115 120 125 
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cca etc cgc 
Pro Leu Arg 
130 

gtg ctg gec 
Val Leu Ala 
145 

gtc etc atg 
Val Leu Met 



ttc ttt cgt 
Phe Phe Arg 



cac ctg ctg 
His Leu Leu 
195 

ggc tea ctg 
Gly Ser Leu 
210 

gtt etc agg 
Val Leu Arg 
225 

tgc gee teg 
Cys Ala Ser 



ttt etc tac 
Phe Leu Tyr 



ggt gee tec 
Gly Ala Ser 
275 

ate ttc act 
lie Phe Thr 
290 

ttg ggg tgg 
Leu Gly Trp 
305 

caa agg aaa 
Gin Arg Lys 



tat gag acc 
Tyr Glu Thr 



tec tgg eta 
Ser Trp Leu 
150 

gee age ctg 
Ala Ser Leu 
165 

gac agt tgg 
Asp Ser Trp 
180 

aaa ctg gtg 
Lys Leu Val 



get ctg acc 
Ala Leu Thr 



gee cct aca 
Ala Pro Thr 
230 

cat ctt aca 
His Leu Thr 
245 

att cgt atg 
lie Arg Met 
260 

gtc ctg age 
Val Leu Ser 



etc cgc aat 
Leu Arg Asn 



ccc agg etc 
Pro Arg Leu 
310 

tga 



ctg atg aat 
Leu Met Asn 
135 

get gga ttc 
Ala Gly Phe 



cct ttc tgt 
Pro Phe Cys 



ccc ttg etc 
Pro Leu Leu 
185 

get ttc atg 
Ala Phe Met 
200 

tea gtt tec 
Ser Val Ser 
215 

get get gag 
Ala Ala Glu 



gtg gtg gtc 
Val Val Val 



tea gag get 
Ser Glu Ala 
265 

tgc ate ate 
Cys lie lie 
280 

gac aag gtg 
Asp Lys Val 
295 

act get gtg 
Thr Ala Val 



ggc cat gtc 
Gly His Val 
140 

etc tgg gtc 
Leu Trp Val 
155 

ggc ccc aat 
Gly Pro Asn 
170 

agg ctt tct 
Arg Leu Ser 



etc tct acg 
Leu Ser Thr 



tat gee tgc 
Tyr Ala Cys 
220 

cga agg aaa 
Arg Arg Lys 
235 

ate ate tat 
lie lie Tyr 
250 

cag tec aaa 
Gin Ser Lys 



aca ccc etc 
Thr Pro Leu 



cag caa gca 
Gin Gin Ala 
300 

atg aaa ctg 
Met Lys Leu 
315 



tgt tec caa 
Cys Ser Gin 



ctt tgc ccc 
Leu Cys Pro 



ggt att gac 
Gly lie Asp 
175 

tgt ggg gac 
Cys Gly Asp 
190 

ttg gtg tta 
Leu Val Leu 
205 

att ctt gee 
lie Leu Ala 



gcg ttt tec 
Ala Phe Ser 



ggc agt tec 
Gly Ser Ser 
255 

ctg etc aac 
Leu Leu Asn 
270 

ttg aac cca 
Leu Asn Pro 
285 

ctg aga gaa 
Leu Arg Glu 



agg gtc aca 
Arg Val Thr 



eta 432 

Leu 



act 480 

Thr 

160 

cac 528 
His 



acc 576 
Thr 



ctg 624 
Leu 



act 672 
Thr 



act 720 

Thr 

240 

ate 768 
lie 



aaa 816 
Lys 



ttc 864 
Phe 



gee 912 
Ala 



agt 960 

Ser 

320 

972 
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<211> 323 

<212> PRT 

<213> Homo Sapiens 

<400> 22 



33 



PCT/BE01/00162 

WO 02/24726 

„ et M „ p« 01. *» «p «- ™ ir s - phe ual wu ir Glv 

1 5 

Phe P „ ser ser His - U. oln Phe L» val Phe Leu «, - « 

20 25 

v.! Thr Tyr IX. V.1 Thr Ala Thr oly Ly. «■ lie .1. v.1 «» 

35 

Tln rlT1 Met Tvr Phe Phe Leu Arg 

ser Trp lie Asp Gin Arg Leu His He Gin Met Tyr 

50 55 

i7=i TVir Val Val Val Pro Lys 
Asn Phe Ser Phe Leu Glu Leu Leu Leu Val Thr Val Va ^ 

65 70 

Met Leu Val Val XI- -u Thr oly Asp His Thr He Ser Phe Val Ser 

85 yU 



XX. XX. 01. ser TV, Leu Tyr Phe Phe Le. oly Thr Thr Asp Phe 

100 1Ui:> 

Leu Leu Ala val Met Ser Le. A.p "9 Tyr Leu Al. 1U cys Arg 



Phe - 0 

115 12U 



Pro Leu Ar g Tyr Glu Thr ... «et Asn OXy His vjl eye Ser 01. Leu 

130 135 



,.l Leu Ala ser Trp L.. AXa oly P.. L«u Trp V.l «. <*• Pro Thr 

145 150 

val Le. Met AXa ser Leu Pro Phe Cys OXy Pro As. oly lie Asp His 

165 i/u 

Phe Phe *» Asp Ser Trp Pro Le. Le. Ar g Le. Ser cys oly Asp Thr 

180 185 

„ ls Leu Leu Lys Leu v.1 Ala Phe Met Le. ser Thr Leu val Le. Leu 

195 

Bly ser Leu Ala Leu Thr Ser val ser Tyr Ala cys 11. Leu XI. Thr 

210 215 

Val Leu Arg Ala Pro Thr Ala Ala Glu Arg Arg Lys Ala Phe Ser Thr 
225 230 

cys Ala Ser His Leu Thr Val Val Val He He Tyr Oly Ser ser He 
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245 250 255 



Phe Leu Tyr lie Arg Met Ser Glu Ala Gin Ser Lys Leu Leu Asn Lys 
260 265 270 



Gly Ala Ser Val Leu Ser Cys lie He Thr Pro Leu Leu Asn Pro Phe 
275 280 285 



He Phe Thr Leu Arg Asn Asp Lys Val Gin Gin Ala Leu Arg Glu Ala 
290 295 300 



Leu Gly Trp Pro Arg Leu Thr Ala Val Met Lys Leu Arg Val Thr Ser 
305 310 315 320 



Gin Arg Lys 



<210> 23 

<211> 957 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (954) 

<223> 



<400> 23 

atg aat cca gca aat cat tec cag gtg gca gga ttt gtt eta ctg ggg 48 

Met Asn Pro Ala Asn His Ser Gin Val Ala Gly Phe Val Leu Leu Gly 

15 10 15 

etc tct cag gtt tgg gag ctt egg ttt gtt ttc ttc act gtt ttc tct 96 

Leu Ser Gin Val Trp Glu Leu Arg Phe Val Phe Phe Thr Val Phe Ser 
20 25 30 

get gtg tat ttt atg act gta gtg gga aac ctt ctt att gtg gtc ata 144 
Ala Val Tyr Phe Met Thr Val Val Gly Asn Leu Leu He Val Val He 
35 40 45 

gtg acc tec gac cca cac ctg cac aca acc atg tat ttt etc ttg ggc 192 
Val Thr Ser Asp Pro His Leu His Thr Thr Met Tyr Phe Leu Leu Gly 
50 55 60 

aat ctt tct ttc ctg gac ttt tgc tac tct tec ate aca gca cct agg 240 
Asn Leu Ser Phe Leu Asp Phe Cys Tyr Ser Ser He Thr Ala Pro Arg 
65 70 75 80 

atg ctg gtt gac ttg etc tea ggc aac cct acc att tec ttt ggt gga 288 
Met Leu Val Asp Leu Leu Ser Gly Asn Pro Thr lie Ser Phe Gly Gly 
85 go 95 

tgc ctg act caa etc ttc ttc ttc cac ttc att gga ggc ate aag ate 336 
Cys Leu Thr Gin Leu Phe Phe Phe His Phe He Gly Gly He Lys He 
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100 105 



110 
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130 135 

^ t-t-r ate cac tec ata gta cag att 
S 5 Ala Ser £ S S 55 - II. His Ser XL ^ - £ 
145 150 

^a ttc tqt ggg cct gac aag ctg gac aac 

s s £ " c . ss ss - £ S - »p - f 7 ? is ° 

165 1 

[tt t . t tg« 9 at 3t? «« eg «J «= •» |« £ S S S 

Phe Tyr Cys Asp Val Pro Gin Leu lie Ly i9{j 

180 10 
ttt gtc tta gag ctt tta atg gtg tct aac aat ggc ctg gtg acc ctg 
Phe val Leu Glu Leu Leu Met Val Ser Asn A ^ 

atg tgt ttt ctg gtg ctt ctg gga teg tac aca .ca ctg eta gtc atg 
Met Cys Phe Leu Val Leu Leu Gly Ser Ty ^ 

210 21 
etc cga age cac tea egg gag ggc cgc age aag gee ctg tct acc tgt 
Leu Arg Ser His Ser Arg Glu Gly Arg se y 24Q 
225 230 

tta ate ttt gtg cct tgc ate tac 

S E £ "« £ - S3 E - . P,e «. c n. Tyr 

245 

gtc t ,t ,c, « =ct «* « ac, «= cc= «, £ JJJ £C - 

Val Tyr Thr Arg Pro Phe Arg inr ^ 2?0 

glg «. « r, .« f c ,« «. s «. ... J- s fi = « .« 

val Leu Tyr Thr He Val mr « 285 
275 280 

-„ ata acc ata aag aag ctg tgg agg agg 
ctg aga aac aag gaa gtg ate atg gec j^g 9 ^ ^ ^ Arg Arg 

Leu Arg Asn Lys Glu Val lie ne ^ 

290 295 
,„ ,a 9 g .c «t .« * o« ct, « go J«. ~= - cjt «■ 

Lys Lys Asp Pro He Gly Pro n ^ 
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864 
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305 310 



<210> 24 

<211> 318 

<212> PRT 

<213> Homo Sapiens 

<400> 24 



36 



WO 02/24726 



PCT/BEOl/00162 



Met Asn Pro Ala Asn His Ser Gin Val Ala Gly Phe Val Leu Leu Gly 
15 10 15 



Leu Ser Gin Val Trp Glu Leu Arg Phe Val Phe Phe Thr Val Phe Ser 
20 25 30 



Ala Val Tyr Phe Met Thr Val Val Gly Asn Leu Leu lie Val Val lie 
35 40 45 



Val Thr Ser Asp Pro His Leu His Thr Thr Met Tyr Phe Leu Leu Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp Phe Cys Tyr Ser Ser lie Thr Ala Pro Arg 
65 70 75 80 



Met Leu Val Asp Leu Leu Ser Gly Asn Pro Thr lie Ser Phe Gly Gly 
85 30 95 



Cys Leu Thr Gin Leu Phe Phe Phe His Phe lie Gly Gly lie Lys lie 
100 105 110 



Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr lie Ala lie Ser Gin 
115 120 125 



Pro Leu His Tyr Thr Leu lie Met Asn Gin Thr Val Cys Ala Leu Leu 
130 135 140 



Met Ala Ala Ser Trp Val Gly Gly Phe lie His Ser He Val Gin He 
145 150 155 160 



Ala Leu Thr He Gin Leu Pro Phe Cys Gly Pro Asp Lys Leu Asp Asn 
165 170 175 



Phe Tyr Cys Asp Val Pro Gin Leu He Lys Leu Ala Cys Thr Asp Thr 
180 185 190 



Phe Val Leu Glu Leu Leu Met Val Ser Asn Asn Gly Leu Val Thr Leu 
195 200 205 



Met Cys Phe Leu Val Leu Leu Gly Ser Tyr Thr Ala Leu Leu Val Met 
210 215 220 



Leu Arg Ser His Ser Arg Glu Gly Arg Ser Lys Ala Leu Ser Thr Cys 
225 230 235 240 
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245 

r> t,hp Rra Thr Phe Pro Met Asp Lys Ala Val Ser 
Val Tyr Thr Arg Pro Phe Arg Thr wi ^ 

260 



Tl Wa i Thr Pro Met Leu Asn Pro Ala He Tyr Thr 
Val Leu Tyr Thr lie Val Thr Pro net ^ 

275 280 

Val Ile Met Ala Met Lys Lys Leu Trp Arg Arg 
Leu Arg Asn Lys Glu Val lie Met a ^ 

290 295 

Lys Lys Asp Pro lie Gly Pro Leu Glu His Arg Pro Leu His 

310 



305 



<210> 25 

<211> ^99 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> CD - . (996) 
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i 5 

gtg „= , 3 c aa g «, «» jjt «. «c act tct « «=t cac 

Val Asn Ser Lys Glu Leu Gin ser 3Q 
20 25 
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50 55 

_ ««r ate cqq etc cat cgt ccc atg 

etc ate ate etc act gtc tta gtg gac ate egg ^ ^ Mefc 

Leu lie Ile Leu Thr Val Leu Val Asp He Arg 8o 
65 70 

tg c «« ttc ct 9 «t eje etc t« «= «J « ? ;« £ «t tjt 

Cys Leu Phe Leu Cys His Leu Ser rae ^ v 9S 

85 

rt-r ttq ggt agt agg att 
get att gtc ccc aag atg ctg get ggc ttt etc t g 99 ^ ^ ^ 
Ala He Val Pro Lys Met Leu Ala Gly P*e beu ^ 
100 105 

ttt tct ttc cat ttc ctg 
ate tec ttt ggg ggc tgt gta ate caa eta ttt 
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He Ser Phe 
115 

ggc tgt act 
Gly Cys Thr 
130 

ctt gcc att 
Leu Ala He 
145 

gtc tgt aac 
Val Cys Asn 



tea ctt ttc 
Ser Leu Phe 



aat egg gtc 
Asn Arg Val 
195 

gcc tgc gcc 
Ala Cys Ala 
210 

ggc ttc ctg 
Gly Phe Leu 
225 

tat att gta 
Tyr lie Val 



aat gcc ttc 
Asn Ala Phe 



tat gtg ccc 
Tyr Val Pro 
275 

ctg gat ggg 
Leu Asp Gly 
290 

aac tec ate 
Asn Ser He 
305 

cag agg eta 
Gin Arg Leu 



Gly Gly Cys 



gag tgc ttc 
Glu Cys Phe 



tgt aag ccc 
Cys Lys Pro 
150 

tec ctg get 
Ser Leu Ala 
165 

caa aca agt 
Gin Thr Ser 
180 

gac tac ate 
Asp Tyr He 



gat acg gcc 
Asp Thr Ala 



gcc etc acc 
Ala Leu Thr 
230 

get gcc ate 
Ala Ala He 
245 

tec act tgt 
Ser Thr Cys 
260 

tgc acc ttc 
Cys Thr Phe 



gtg gta get 
Val Val Ala 



ate tac aca 
He Tyr Thr 
310 

ggg ggc cac 
Gly Gly His 
325 



Val He Gin 
120 

ctt tac aca 
Leu Tyr Thr 
135 

tta cac tat 
Leu His Tyr 



tta ggc acc 
Leu Gly Thr 



ttt gta ttc 
Phe Val Phe 
185 

ttc tgt gac 
Phe Cys Asp 
200 

ate aac gag 
He Asn Glu 
215 

tgc ttc atg 
Cys Phe Met 



ctg cga att 
Leu Arg He 



get gcc cac 
Ala Ala His 
265 

att tac ctg 
He Tyr Leu 
280 

gtc ttt tac 
Val Phe Tyr 
295 

ctg tgc aac 
Leu Cys Asn 



aag gaa gtg 
Lys Glu Val 



Leu Phe Ser 



etc atg get 
Leu Met Ala 
140 

get acc ate 
Ala Thr lie 
155 

tgg ctg gga 
Trp Leu Gly 
170 

egg ctg ccc 
Arg Leu Pro 



att cct gcc 
He Pro Ala 



ctg gtc acc 
Leu Val Thr 
220 

etc ate etc 
Leu He Leu 
235 

ccg tea gca 
Pro Ser Ala 
250 

etc act gtt 
Leu Thr Val 



egg cct tgt 
Arg Pro Cys 



act gtc ate 
Thr Val He 
300 

aaa gaa atg 
Lys Glu Met 
315 

cag cct cac 
Gin Pro His 
330 



Phe His Phe 
125 

tat gac cgt 
Tyr Asp Arg 



atg acc cac 
Met Thr His 



ggg act ate 
Gly Thr He 
175 

ttc tgt ggc 
Phe Cys Gly 
190 

atg ctg cgt 
Met Leu Arg 
205 

ttt gca gac 
Phe Ala Asp 



act tec tat 
Thr Ser Tyr 



gat ggg cgc 
Asp Gly Arg 
255 

gtc att gtt 
Val He Val 
270 

tea cag gag 
Ser Gin Glu 
285 

act ccc ttg 
Thr Pro Leu 



aag gca gca 
Lys Ala Ala 



tga 



Leu 



ttc 432 
Phe 



aga 480 

Arg 

160 

cat 528 
His 



ccc 576 
Pro 



eta 624 
Leu 



att 672 
He 



ggc 720 

Gly 

240 

cgc 768 
Arg 



tac 816 
Tyr 



ccc 864 
Pro 



ctt 912 
Leu 



tta 960 

Leu 

320 

999 
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Oln Ser Oly Asn Gin Thr Ser Val Ser His 



Val Asn Ser Lys Glu Leu 
20 

u-c His Pro Pro Gin Leu Gly Ala Pro Leu 
Phe He Leu Val Gly Leu His His Pro ^ 
35 

v , Ile ^ Le u Leu Thr Val Ser Gly Asn Gly 
Phe Leu Ala Phe Leu Val lie Tyr go 
50 
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100 

Ile S „ P„e 3. «y «X - 3X= «. «- - ~ ~ 

115 

». L au Tyr T„r «u «. ^ Asp W, *» 



Gly Cys Thr Glu Cys Pne j. 



130 



35 



. rr. at a Thr lie Met Thr His Arg 
L eu Ala He Cys Lys Pro Leu His Tyr Ala Thr 

145 

„x c,, » « »» ~ - y Tta «P « ox y ox y ». - » iE 

165 

ser « «* 0X» Tfcr H- V,X « « X- « - PJJ P~ 

180 

Ti^ Pro Ala Met Leu Arg beu 
Asn Arg Val Asp Tyr He Phe Cys Asp He 
195 

. ala lie Asn Glu Leu Val Thr Phe Ala Asp He 
Ala Cys Ala Asp Thr Ala lie Asn fa ^ 

210 

41 xeu Thr Cys Phe Met Leu lie Leu Thr Ser Tyr Gly 

Gly Phe Leu Ala Leu Thr i-y ^ 
225 



40 



WO 02/24726 



PCT/BE01/00162 



Tyr He Val Ala Ala He Leu Arg He Pro Ser Ala Asp Gly Arg Arg 
245 250 255 



Asn Ala Phe Ser Thr Cys Ala Ala His Leu Thr Val Val He Val Tyr 
260 265 270 



Tyr Val Pro Cys Thr Phe lie Tyr Leu Arg Pro Cys Ser Gin Glu Pro 
275 280 285 



Leu Asp Gly Val Val Ala Val Phe Tyr Thr Val He Thr Pro Leu Leu 
290 295 300 



Asn Ser He He Tyr Thr Leu Cys Asn Lys Glu Met Lys Ala Ala Leu 
305 310 315 320 



Gin Arg Leu Gly Gly His Lys Glu Val Gin Pro His 
325 330 



<210> 27 

<211> 960 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 
<222> 
<223> 



(1) - - (957) 



<400> 27 

atg cct gtg ggg aaa ctt gtc ttc aac cag tct gag ccc act gag ttt 

Met Pro Val Gly Lys Leu Val Phe Asn Gin Ser Glu Pro Thr Glu Phe 
15 10 15 



48 



gtg ttc cgt gcg ttc acc aca gcc act gaa ttc cag gtt ctt etc ttc 
Val Phe Arg Ala Phe Thr Thr Ala Thr Glu Phe Gin Val Leu Leu Phe 
20 25 30 



96 



ctt etc ttc etc etc etc tac ttg atg ate etc tgt ggc aac aca gcc 
Leu Leu Phe Leu Leu Leu Tyr Leu Met He Leu Cys Gly Asn Thr Ala 
35 40 45 



144 



ate ate tgg gtg gtg tgc aca cac age acc etc cgc acc ccg atg tat 
He He Trp Val Val Cys Thr His Ser Thr Leu Arg Thr Pro Met Tyr 
50 55 60 



192 



ttc ttc ctg tec aac ctg tct ttc ctg gaa etc tgc tac acc acc gtg 
Phe Phe Leu Ser Asn Leu Ser Phe Leu Glu Leu Cys Tyr Thr Thr Val 
65 70 75 80 



240 



gta gta ccc ttg atg ctt tec aac att ttg ggg gcc cag aag ccc att 
Val Val Pro Leu Met Leu Ser Asn He Leu Gly Ala Gin Lys Pro He 
85 90 95 



288 
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t-t-c ttt gtc acc etc ggc 

2 2 S 2 2 S K 2 2 2 - - - S - - 

agc « g g „ T c« «, s s - S - - £ - - 

Ser Thr Asp Cys Phe Leu Leu Ala lM 

t-^ at-c atq acc cgc gag ctg 

s £ 2 sr. 2 2 2 2 2 2 .« - - « - - 

- 3 S 9 „ 2 2 2 2 K 2 5 2 2 £ - £ 2 

145 „ t-t-i- fac Qqc cac cac 

ctg ca 9 etc acc gec tta ; tc ttc acc ctg ccc £ ^ ^ His 
L eu Gin Leu Thr Ala Leu He P*e 17 5 
165 

,f nt-a cct ccc gtc ctg cgc ctg 

S 2 £ 2 52 £ 5 2 2 » - « S " 9 - 

k 2 s 2 s 5 s sr. s s « 2 2 « « 2 

♦-^ tac qtc tec tac gtg 

s 2 a 2 s "« i 52 2 = s ~ s " Iyr v>1 

S £ £ 2 K £ 2 S £ £ i S = ® S S 
S 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 
2 S 2 2 2 2 2 2 2 2 2 S 2 2 2 2 

260 

nn tta ate tac acc ttt gtc acc ccc 

S5 £ 2 2 2 2 £ 2 2 k - ~ - - - ™ 

tta * 2 cc t «, -c K c« s - - 1« & » z 

Leu Leu Asn Pro Leu Leu Tyr 3Q0 

290 

g « «, « * »« s * 2 K 2 2 IS 2 2 t9 * 

Ala Leu Arg Ser Ala lie He Arg y ^ 
305 3 



336 



384 



576 



624 



816 



864 



912 



<210> 28 

<211> 31 9 

<212> PRT 

<213> Homo Sapiens 
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<400> 28 

Met Pro Val Gly Lys Leu Val Phe Asn Gin Ser Glu Pro Thr Glu Phe 
15 10 15 



Val Phe Arg Ala Phe Thr Thr Ala Thr Glu Phe Gin Val Leu Leu Phe 
20 25 30 



Leu Leu Phe Leu Leu Leu Tyr Leu Met lie Leu Cys Gly Asn Thr Ala 
35 40 45 



lie lie Trp Val Val Cys Thr His Ser Thr Leu Arg Thr Pro Met Tyr 
50 55 60 



Phe Phe Leu Ser Asn Leu Ser Phe Leu Glu Leu Cys Tyr Thr Thr Val 
65 70 75 80 



Val Val Pro Leu Met Leu Ser Asn lie Leu Gly Ala Gin Lys Pro lie 
85 90 95 



Ser Leu Ala Gly Cys Gly Ala Gin Met Phe Phe Phe Val Thr Leu Gly 
100 105 110 



Ser Thr Asp Cys Phe Leu Leu Ala lie Met Ala Tyr Asp Arg Tyr Val 
115 120 125 



Ala lie Cys His Pro Leu His Tyr Thr Leu lie Met Thr Arg Glu Leu 
130 135 140 



Cys Thr Gin Met Leu Gly Gly Ala Leu Gly Leu Ala Leu Phe Pro Ser 
145 150 155 160 



Leu Gin Leu Thr Ala Leu lie Phe Thr Leu Pro Phe Cys Gly His His 
165 170 175 



Gin Glu lie Asn His Phe Leu Cys Asp Val Pro Pro Val Leu Arg Leu 
180 185 190 



Ala Cys Ala Asp lie Arg Val His Gin Ala Val Leu Tyr Val Val Ser 
195 200 205 



lie Leu Val Leu Thr lie Pro Phe Leu Leu lie Cys Val Ser Tyr Val 
210 215 220 



Phe lie Thr Cys Ala lie Leu Ser lie Arg Ser Ala Glu Gly Arg Arg 
225 230 235 240 
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^i \ral Leu Leu Gin 
, «,« Thr cys ser Phe His Leu Thr Val Val ^ 
Ar g Ala Phe Ser Thr <~y> 25Q 



Ser Ser Thr Ser 

Tyr Gly Cys Cys Ser Leu Va, xy, ~- — — 



Val Tyr Leu Arg Pro Arg ^ 



260 



,7=1 Tvr Thr Phe Val Thr Pro 
, Mt> Glu Asp Ser Gin He Ala Leu Val Tyr 

Glu Asp G1U 280 

275 

Leu Tyr ser Leu Arg Asn Lys Asp Val Lys Gly 
Leu Le u Asn Pro Leu Leu Tyr 3Q0 

290 

Tl Tle Arg Lys Ala Ala Ser Asp Ala Asn 
Al a Leu Arg Ser Ala lie He Arg Ly 

305 



<210> 29 

<211> 978 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) (975) 

<223> 

- « k- s s - - - - - ~ s ~ ™ s 

Met Lys Thr Leu cys 10 

1 ^ rtc ctg gga etc tec aac 

E = S S S S £ E S S £ -S * ~ ~ - 

a s « s = = = r s - £ ~ ? s s ~ 

3 5 

ata qct ate age ttg 

S S S !3 SS S = S S S n. - u. ~ - 

50 ni-t- ace tac eta tec 

s s £ s s £ » s - £ ~ - - - - - 

1 - s £ S S S= = £ « £ £ S = « 

phe Ala Asp He Ser ber 9Q 

„ M tec ate tct tat gag age tgc ate aca 
- £ S-n S £ S o" Sr - *r «. ser «• 

100 



48 



96 



336 



44 



WO 02/24726 



PCT/BE01/00162 



cag atg tac ttt tct att gtg ttt gtc gtc act gac aat ttg ctt ttg 384 

Gin Met Tyr Phe Ser He Val Phe Val Val Thr Asp Asn Leu Leu Leu 

115 120 125 

ggg acc atg gcc ttc gac cac ttt gtg gcg ate tgc cac cct ctg aac 432 

Gly Thr Met Ala Phe Asp His Phe Val Ala He Cys His Pro Leu Asn 

130 135 140 

tat aca act ttc atg egg gcc agg ttc ggc act ttg etc aca gtc ate 480 

Tyr Thr Thr Phe Met Arg Ala Arg Phe Gly Thr Leu Leu Thr Val He 

145 150 155 160 



teg tgg ttc etc agt aat att att get ctt aca cac acc ctt ctg etc 

Ser Trp Phe Leu Ser Asn He lie Ala Leu Thr His Thr Leu Leu Leu 

165 170 175 

att caa ttg etc ttc tgt gac cac aac act etc cca cac ttc ttc tgt 

He Gin Leu Leu Phe Cys Asp His Asn Thr Leu Pro His Phe Phe Cys 

180 185 190 

gac ttg gcc cct ctg etc aaa ctg tec tgt tea gat aca atg ate aat 

Asp Leu Ala Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr Met He Asn 

195 200 205 

gag ctt gtg ttg ttt att gtg ggt tta tea gtt ate ate ttc ccc ttt 

Glu Leu Val Leu Phe He Val Gly Leu Ser Val He He Phe Pro Phe 
210 215 220 

gta etc ate ttc ttc tec tat gtc tgc ate ate aga get gtc ctg gga 

Val Leu He Phe Phe Ser Tyr Val Cys He He Arg Ala Val Leu Gly 

225 230 235 240 



528 



576 



624 



672 



720 



gta tea tec aca cag gga aag tgg aaa gcc ttc tec act tgt ggc tct 768 
Val Ser Ser Thr Gin Gly Lys Trp Lys Ala Phe Ser Thr Cys Gly Ser 
245 250 255 

cac ctg aca att gca tta ctg ttc tac gga acc act gta ggc gtg tac 816 
His Leu Thr He Ala Leu Leu Phe Tyr Gly Thr Thr Val Gly Val Tyr 
260 265 270 

ttt ttc ccc tec tec act cac cct gag gac act gat aag att ggt get 864 
Phe Phe Pro Ser Ser Thr His Pro Glu Asp Thr Asp Lys He Gly Ala 
275 280 285 

gtc eta ttc act gtg gtg aca ccc atg atg aac ccc ttc ate tac age 912 
Val Leu Phe Thr Val Val Thr Pro Met Met Asn Pro Phe He Tyr Ser 
290 295 300 

ttg agg aat aag gat atg aaa ggt gcc ctg aga aag etc ate aat aga 960 
Leu Arg Asn Lys Asp Met Lys Gly Ala Leu Arg Lys Leu He Asn Arg 
305 310 315 320 

aaa att tct tec ctt tga 978 
Lys He Ser Ser Leu 
325 



<210> 30 
<211> 325 
<212> PRT 
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<213> Homo Sapiens 

<4 ° 0> 30 rnn ne Ser Arg Asn Met His Gin 

r Thr Leu Cys Ser Phe Leu Gin He Ser a g 
Met Lys Thr ueu ^y=> 1Q 

1 «. ~ ~ - - - - lle ^ " u Gly » s " Rs ° 

20 

01 „ u . - «, ». - - - - - - sr s " mt 



35 



Ala He Ser Leu 



Val Val Thr ^ 
50 



Val V.1 Gly Abb Gly Leu He He Val 

, T Le u His Thr Pro Met Tyr Leu Phe Leu Ala Tyr Leu Ser 

Asp He Tyr Leu His xnx 75 
65 

^7=1 Pro Lvs Met Leu Val 
Tlp qer ser He Ser Asn Ser Val Pro Lys 
Phe Ala Asp He Ser ber x± ^ 
85 

o ti^ Ser Tyr Glu Ser Cys He Thr 

100 

T1 , val phe Val Val Thr Asp Asn Leu Leu Leu 
Gin Met Tyr Phe Ser He Val Phe ^ 
115 

Gly Iht „ et Ala TO »P »i. - -X »a 1U PJ. Hi. « - » 

130 

t»,e. rlv Thr Leu Leu Thr Val He 
Tyr Thr Thr Phe Met Arg Ala Arg Phe Gly Thr 

lis 150 

Tlp Tle Ala L eu Thr His Thr Leu Leu Leu 
ser T rp Phe Leu Ser Asn He He Ala 175 

165 



le Gin Leu Leu Phe Cys Asp — — 190 



He Gin — - 185 

180 



His Asn Thr Leu Pro His Phe Phe Cys 
ser Asp Thr Met He Asn 



„ ». »» - «■ tys s s " cys se "* 



195 



y. Tie Val Gly Leu ser Val He He Phe Pro Phe 
Glu Leu Val Leu Phe He Val Gly ^ 



210 215 



«, Ser Tvr Val Cys lie He Arg Ala Val Leu Gly 
Val Leu He Phe Phe Ser Tyr 
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225 230 235 240 



Val Ser Ser Thr Gin Gly Lys Trp Lys 
245 



Phe Phe Pro Ser Ser Thr His Pro Glu 
275 280 



Lys lie Ser Ser Leu 
325 



<210> 31 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 31 

atg gcc aag aat aat etc acc aga gta 
Met Ala Lys Asn Asn Leu Thr Arg Val 
1 5 

ttt atg gac cac ccc aaa ttg gag att 
Phe Met Asp His Pro Lys Leu Glu lie 
20 25 

agt ttc 
Ser Phe 



ate caa 
lie Gin 
50 

cac etc 
His Leu 
65 

ate eta gcc aca ttg gcc aca ggc aaa 
lie Leu Ala Thr Leu Ala Thr Gly Lys 



Ala Phe Ser Thr Cys Gly Ser 
250 255 



Gly Val Tyr 
270 



Asp Thr Asp Lys lie Gly Ala 
285 



lie Tyr Ser 



lie Asn Arg 
320 



acc gaa ttc att etc atg ggc 48 
Thr Glu Phe lie Leu Met Gly 
10 15 

ccc etc ttt ctg gtg ttt ctg 96 
Pro Leu Phe Leu Val Phe Leu 
30 

atg tta 144 
Met Leu 



ctg age 192 
Leu Ser 



cct cag 240 
Pro Gin 
80 

acg gtc ate tec tac ggc cac 288 
Thr Val lie Ser Tyr Gly His 



His Leu Thr lie Ala Leu Leu Phe Tyr Gly Thr Thr Val 
260 265 



Val Leu Phe Thr Val Val Thr Pro Met Met Asn Pro Phe 
290 295 300 



Leu Arg Asn Lys Asp Met Lys Gly Ala Leu Arg Lys Leu 
305 310 315 



tac eta gtc 
Tyr Leu Val 
35 

gta gat gtc 
Val Asp Val 



tec ctg ctg 
Ser Leu Leu 



acc ctt ctt 
Thr Leu Leu 
40 

aaa etc tac 
Lys Leu Tyr 

55 

gat gcc tgt 
Asp Ala Cys 
70 



ggg aat gtg 
Gly Asn Val 



acc cca atg 
Thr Pro Met 



tac acc tea 
Tyr Thr Ser 
75 



ggg atg att 
Gly Met lie 
45 

tac ttc ttc 
Tyr Phe Phe 
60 

gtc ate acc 
Val lie Thr 
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95 



85 90 



£ S E E E £ = £ £ £ S E S £ 85 5 

100 

*- r-rir tat qct gcc att cgc aac 

£ £ £ E 52 £ E £ E S, - - s «• - - 

115 12 

aat- ccc aqg etc tgc tgg age ctg 

S £ £ £ £ £ E £ £ £ £ - - - s « 
S3 £ S E £ £ £ 55 £ £ | E £ £ S £ 
£ 5 £ £ £ £ £ £ - i 5 - = S i ~ 

165 

ttc ttc tgt gac etc c« ccc ctg ctg aag ctt gcc tgc agt gac «. 

Phe Phe Cys Asp Leu Pro Pro Leu Leu ^ 
180 

+ r. a cr ttc ttt ggc aat ttt gtg att ttg 
g ca aac ate gag att gtc ate ate ttc t^ ^ ^ Val Ile Leu 

Ala Asn He Glu He Val ne 2Q5 
195 

,,. ,. at c tq etc ate ate aag ace 

Ala Asn Ala Ser vai 22Q 

10 21b 

S - - £ S £ £ S S S E £ £ £ £ £ 

£ e £ £ £ £ £ £ £ i ~ - ~ K i " 

245 

s a £ £ £ £ £ = I - - = s i 5 

S £ £ £ £ £ £ £ - S £ £ S = ~ s 

~ .-. i- 2 80 

275 

a3a aac qcc ttc aga aag gtc 

, M tM , gc t» a,, «= « ^ « jo k ^ ^ Lys val 

Ile Tyr Ser Leu Arg abh 30Q 
290 295 

raa atq tec ctg age atg tag 

E £ S £ £ «i « - s " " et 



310 
305 



<210> 32 
<211> 314 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



945 
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<212> PRT 

<213> Homo Sapiens 

<400> 32 

Met Ala Lys Asn Asn Leu Thr Arg Val Thr Glu Phe lie Leu Met Gly 
15 10 15 



Phe Met Asp His Pro Lys Leu Glu lie Pro Leu Phe Leu Val Phe Leu 
20 25 30 



Ser Phe Tyr Leu Val Thr Leu Leu Gly Asn Val Gly Met lie Met Leu 
35 40 45 



lie Gin Val Asp Val Lys Leu Tyr Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



His Leu Ser Leu Leu Asp Ala Cys Tyr Thr Ser Val He Thr Pro Gin 
65 70 75 80 



He Leu Ala Thr Leu Ala Thr Gly Lys Thr Val lie Ser Tyr Gly His 
85 90 95 



Cys Ala Ala Gin Phe Phe Leu Phe Thr He Cys Ala Gly Thr Glu Cys 
100 105 110 



Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Ala Ala He Arg Asn 
115 120 125 



Pro Leu Leu Tyr Thr Val Ala Met Asn Pro Arg Leu Cys Trp Ser Leu 
130 135 140 



Val Val Gly Ala Tyr Val Cys Gly Val Ser Gly Ala He Leu Arg Thr 
145 150 155 160 



Thr Cys Thr Phe Thr Leu Ser Phe Cys Lys Asp Asn Gin He Asn Phe 
165 170 175 



Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr 
180 185 190 



Ala Asn He Glu He Val He He Phe Phe Gly Asn Phe Val He Leu 
195 200 205 



Ala Asn Ala Ser Val He Leu He Ser Tyr Leu Leu He He Lys Thr 
210 215 220 
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Tne TVir Phe Ser Thr 

Ile L e» ,ys V,! ,y, - -r cxv «, «. ». ^ 

225 

cys U . ser £ - - - - S MS ^ 

Phe « Ty , «. «■ - «v s« «v *, - - - Asp Lys 

260 

v „ 1 Val He Pro Met Leu Rsn Pro Leu 
« i val Ser Val Phe Tyr Thr Val Val He 

275 

Ile ^ set ,e» » S « - -P - - - ^ 

290 

Q Pr Leu Ser Met 
Ala Arg Arg Leu Gin Val Ser Le 

305 



<210> 33 

<211> 876 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) (873) 

<223> 



48 



r - if s s s - s ss s :u - j~ & 

Met Glu Ser Pro Asn Arg ^ lb 

sk s s s s £ s £ f « 5 s S £ 2 £ 

5S S 5 S £ S £ £ 5 £ = £ £ S £ £ 

, tat act ttt ate agt 

ti ;s 2 £ £ £ 2 - £ £ X v: ~ - - ~ 
S S £ - 2 i S 5 £ £ = = = s s i 1 

65 t-t- tec ttc aat ggt tgt 

- T £ £ 2 2 £ S 9 . S f xx. « - - °f 

Met Leu Ser ber ueu. 90 
etc ctg cag atg tat ttc 



144 



336 



50 
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Leu Leu Gin 



etc ttg aca 
Leu Leu Thr 
115 

ctt cat tat 
Leu His Tyr 
130 

tta agt tgc 
Leu Ser Cys 
145 

tgg ate tct 
Trp lie Ser 



ttc tgt gac 
Phe Cys Asp 



gec ate gtc 
Ala He Val 
195 

att aca get 
He Thr Ala 
210 

gta att eta 
Val He Leu 
225 

cac gtg tgt 
His Val Cys 



gac tct cat 
Asp Ser His 



tat age cat 
Tyr Ser His 
275 

cat tat eta 
His Tyr Leu 
290 



Met Tyr Phe 
100 

gtt atg gee 
Val Met Ala 



ccc tct ate 
Pro Ser He 



tgt gtt tgt 
Cys Val Cys 
150 

aca ctg cca 
Thr Leu Pro 
165 

ttc etc cca 
Phe Leu Pro 
180 

atg att cag 
Met He Gin 



gtg atg etc 
Val Met Leu 



cgt att cat 
Arg He His 
230 

etc tea ctt 
Leu Ser Leu 
245 

gta cct acg 
Val Pro Thr 
260 

tgc tct ggc 
Cys Ser Gly 



tag 



Phe His Ser 
105 

ttt gac cac 
Phe Asp His 
120 

atg ace ccc 
Met Thr Pro 
135 

ggc ttt ate 
Gly Phe lie 



ttt tgt ggt 
Phe Cys Gly 



gtg ctg cgt 
Val Leu Arg 
185 

gta gtg gat 
Val Val Asp 
200 

ate ttc atg 
He Phe Met 
215 

tea get gga 
Ser Ala Gly 



cat tgt ctt 
His Cys Leu 



ctt etc tgc 
Leu Leu Cys 
265 

ctt tgc agt 
Leu Cys Ser 
280 



Thr Gly He 



tac ctg gec 
Tyr Leu Ala 



aag eta tgt 
Lys Leu Cys 
140 

aca ccc ctt 
Thr Pro Leu 
155 

teg aat cac 
Ser Asn His 
170 

ctg gec tgc 
Leu Ala Cys 



gtc att cat 
Val He His 



tec tac gat 
Ser Tyr Asp 
220 

ggc cgc egg 
Gly Arg Arg 
235 

ttc get ctt 
Phe Ala Leu 
250 

cac eta etc 
His Leu Leu 



ttt gtc tec 
Phe Val Ser 



Cys Glu Val 
110 

ata tgc age 
He Cys Ser 
125 

ace caa ctg 
Thr Gin Leu 



cct gag att 
Pro Glu He 



ctt gaa cat 
Leu Glu His 
175 

aca gac aca 
Thr Asp Thr 
190 

gca gtg gag 
Ala Val Glu 
205 

ggt att gtg 
Gly He Val 



cac age att 
His Ser He 



ctt tgg cag 
Leu Trp Gin 
255 

ttt gtt ctg 
Phe Val Leu 
270 

ctt ctt caa 
Leu Leu Gin 
285 



Cys 



cct 384 
Pro 



act 432 
Thr 



gec 480 

Ala 

160 

ate 528 
lie 



cga 576 
Arg 



att 624 
He 



get 672 
Ala 



ttc 720 

Phe 

240 

tgt 768 
Cys 



gga 816 
Gly 



ccc 864 
Pro 



876 



<210> 34 

<211> 291 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 34 

Met Glu Ser Pro Asn Arg Thr Thr He Gin Glu Phe He Phe Ser Ala 
15 10 15 



51 
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val va i cys Phe Val Pro Leu Leu 
T^r Ser Trp Val Lys Ser Val Val cys ^ 
Phe Pro Tyr ser up 25 
20 

, val Val Gly Asn Leu Val He He Thr Val 
Phe He Tyr Ma Phe He Val V.l Gly 



35 



His Thr Pro Met Tyr Thr Phe He Ser 



Val Gin Leu Asn Thr His Leu 

50 

Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
Ala Leu Ser Phe Leu Glu He Trp ^ 
65 

Tle qer phe Asn Gly Cys 

8 5 

• « P r Thr Gly He Cys Glu Val Cys 
rln Met Tyr Phe Phe His Ser Thr ^ Q 
Leu Leu Gin Met ryx 1Q5 
100 

* „ Hi. Tyr Leu Ala 11= cys s « Pr ° 
L e» M „ «r val »« »-* «J W 

115 

n M .t Thr Pro Lys Leu Cys Thr Gin Leu Thr 
Leu His Tyr Pro Ser He Met Thr Pr 

130 

val Cys Gly Phe He Thr Pro Leu Pro Glu He Ala 
Leu ser Cys Cys Val Cys Gly 15S 

Leu Pro Phe Cys Gly Ser Asn His Leu Glu His He 
Trp He Ser Thr Leu Pro *n ^ 

165 

t«, Rla Cys Thr Asp Thr Arg 
^ Leu Pro Val Leu Arg Leu Ala cys 
Phe Cys Asp Phe Leu Fro ^ 
180 

, am V,! -t Xl« - -I V.! *, »1 XI. .i. - «1 - XI. 

Ala He vai. i«= 2Q0 
195 

_ Ile phe Met Ser Tyr Asp Gly He Val Ala 
lie Thr Ala Val Met Leu lie Phe M ^ 

210 

tt • „ G^-r lie Ph e 

ti. His ser Ala Gly Gly Arg Arg His Ser 
val He Leu Arg He His 235 
225 

t«, Phe Ala Leu Leu Trp Gin Cys 
n tmi ser Leu His Cys Leu Phe Aia 255 
His Val Cys Leu ber 25Q 

245 
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Asp Ser His Val Pro Thr Leu Leu Cys His Leu Leu Phe Val Leu Gly 
260 265 270 



Tyr Ser His Cys Ser Gly Leu Cys Ser Phe Val Ser Leu Leu Gin Pro 
275 280 285 



His Tyr Leu 
290 



<210> 35 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 35 

atg gac aca ggg aac tgg age cag gta gca gaa ttc ate ate ttg ggc 48 

Met Asp Thr Gly Asn Trp Ser Gin Val Ala Glu Phe lie lie Leu Gly 

15 10 15 

ttc ccc cat etc cag ggt gtc cag att tat etc ttc etc ttg ttg ctt 96 

Phe Pro His Leu Gin Gly Val Gin lie Tyr Leu Phe Leu Leu Leu Leu 
20 25 30 

etc att tac etc atg act gtg ttg gga aac ctg ctg ata ttc ctg gtg 144 

Leu lie Tyr Leu Met Thr Val Leu Gly Asn Leu Leu lie Phe Leu Val 
35 40 45 

gtc tgc ctg gac tec egg ctt cac aca ccc atg tac cac ttt gtc age 192 

Val Cys Leu Asp Ser Arg Leu His Thr Pro Met Tyr His Phe Val Ser 
50 55 60 

att etc tec ttc tea gag ctt ggc tat aca get gec acc ate cct aag 240 

lie Leu Ser Phe Ser Glu Leu Gly Tyr Thr Ala Ala Thr He Pro Lys 

65 70 75 80 

atg ctg gca aac ttg etc agt gag aaa aag acc att tea ttc tct ggg 288 

Met Leu Ala Asn Leu Leu Ser Glu Lys Lys Thr He Ser Phe Ser Gly 

85 90 95 

tgt etc ctg cag ate tat ttc ttt cac tec ctt gga gcg act gag tgc 336 

Cys Leu Leu Gin He Tyr Phe Phe His Ser Leu Gly Ala Thr Glu Cys 
100 105 110 

tat etc ctg aca get atg gec tac gat agg tat tta gec ate tgc egg 384 

Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg 
115 120 125 

ccc etc cac tac cca acc etc atg acc cca aca ctt tgt gca gag att 432 

Pro Leu His Tyr Pro Thr Leu Met Thr Pro Thr Leu Cys Ala Glu He 
130 135 140 
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ata gtt gaa att 

? s E * S S S K S S I " Ml ~ " S 

Ala He ^J-Y jt 15Q 
145 „ aat C qc att cag cac 

z s s s s = s ss Si s ~ - « - - - 

165 act tgc act gat acg 

tt c cct cct gtg ctg agt £9 J ct « fl Thr Asp Thr 
ttt tgt gac ttc cc Leu Ser Le u Ala ^ 

Val Phe Cys Asp Phe Pr ^ 

180 t- tec tgc aag ate eta 

t ate eta gta gat ttt gtt ata aat tc 9 g ^ ^ LeU 
tc t ata aat gtc c 9 Asp phe V al He As 2Q5 
Ser He Asn Val 2Q0 

195 „=r. ate ate tgc aca 

c ttc ct, =t 9 at= « «c - - «« S S. XL cv, »* 

S S S J! - 1» ™ w 

210 „ aM gec ate tec acg 

^r-t- acc ggc aag agg aag g Thr 

- S £ £ S £ S. Sy «• s ^ 

Val Leu Arg lie ^ 

225 ^ t at ggg a 9 c atc 

? t E = - «: - ?3 £ s i S - - - s - 

Cys Ala ^tji 

tat gac cag 

t tat gtg cag ctg aag aag age t£ t« ctg Asp Gln 

Ter S S -1 Gin Leu Lys Lys Ser Ty 

260 r tte etc aac cce ttc 

at q gtc tac tea gtg etc aca ccc tt^ ^ ^ pro Phe 
gc c ctg gca gtg gt Val ^ T hr Pro 

Ala Leu Ala Val Val iy 2SQ 

215 nrt atq agg agg cag 

tc „ «= «. * - r ss s°. E ss & ™ " 9 Gln 

£ £ £r «» «9 "» G1U 

290 

»tt aag ata ttg gca tga 

f u Lys S S IS Xle *e» ^ 

Leu Lys ^J-y 310 



624 



672 



720 



912 



<210> 36 

<211> 312 

<212> P* T a . n _ 

<213> Homo Sapiens 

<400> 36 le Ile Leu Gly 

S er Gln Val Ala Glu Pne ys 

Met Asp Thr Gly Asn Trp 

t m Phe Leu Leu Leu Leu 
rin Gly Val Gin He Tyr Leu Phe 
phe p r o His Leu Gln Gly ^ 
20 

x1o phe Leu Val 
Met Thr val Leu Gly Asn Leu Leu He 
Leu He Tyr Leu Met Thr 
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35 



40 



45 



Val Cys Leu Asp Ser Arg Leu His Thr Pro Met Tyr His Phe Val Ser 
50 55 60 



lie Leu Ser Phe Ser Glu Leu Gly Tyr Thr Ala Ala Thr lie Pro Lys 
65 70 75 80 



Met Leu Ala Asn Leu Leu Ser Glu Lys Lys Thr lie Ser Phe Ser Gly 
85 90 95 



Cys Leu Leu Gin lie Tyr Phe Phe His Ser Leu Gly Ala Thr Glu Cys 
100 105 110 



Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Leu Ala lie Cys Arg 
115 120 125 



Pro Leu His Tyr Pro Thr Leu Met Thr Pro Thr Leu Cys Ala Glu lie 
130 135 140 



Ala lie Gly Cys Trp Leu Gly Gly Leu Ala Gly Pro Val Val Glu lie 
145 150 155 160 



Ser Leu lie Ser Arg Leu Pro Phe Cys Gly Pro Asn Arg lie Gin His 
165 170 175 



Val Phe Cys Asp Phe Pro Pro Val Leu Ser Leu Ala Cys Thr Asp Thr 
180 185 190 



Ser lie Asn Val Leu Val Asp Phe Val lie Asn Ser Cys Lys lie Leu 
195 200 205 



Ala Thr Phe Leu Leu lie Leu Cys Ser Tyr Val Gin lie lie Cys Thr 

210 215 220 



Val Leu Arg lie Pro Ser Ala Ala Gly Lys Arg Lys Ala lie Ser Thr 
225 230 235 240 



Cys Ala Ser His Phe Thr Val Val Leu lie Phe Tyr Gly Ser lie Leu 
245 250 255 



Ser Met Tyr Val Gin Leu Lys Lys Ser Tyr Ser Leu Asp Tyr Asp Gin 
260 265 270 



Ala Leu Ala Val Val Tyr Ser Val Leu Thr Pro Phe Leu Asn Pro Phe 
275 280 285 
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290 

tvs Arg Gly He Leu Ala 

Leu Lys Axy 3x0 
30S 



<210> 37 

<211> 945 

<212> DNA . e 

<2X3 > Homo Sapiens 

<220> 

^22l> CDS 

<222> d).-^ 2) 

<223> 



ttc ctg 99^~ 

<*°°> 37 ,.c ca. acc ttt gtg tec ^ °i. Phe Le» Gly 

s s s Gln ™ phe v>1 » 

1 5 _ «-i-t ate ctt ttc etc 

ctt t „ „g r - S £ £ S S E - - - ~ 

Le u Ser Gin Asp Leu w 25 

20 fP ate ate att etc 

« t.t =tg cis >« 9" S S S» «» 

S £ £ «- - * val y 

35 t ttt ttt ctt aga 

,. , rt . cqc ctt cac act ccc atg ta ^ Leu Arg 

atC T feu fsp Ser Arg Leu His thr Pro Met Tyr 

He Phe Leu Asp 55 

50 4- f CltC CCt C3.9- 

- r. s s s S = S 5S s s = - ~ - « 

Asn Leu Ser 

65 at -t tct ttt tat ggg 

ttc ttg gta aag agg aaa acc att tct ^ ^ Qly 

S2 S S S. 5S U V- ^ - r T " 

85 rt cqq tgt aca gag tgt 

► att qtc ttt ctt ctg gtt ggg 3 Glu CyS 

tgt atg aca cag .ta att g ^ ^ LeU Val oly Cy ^ 
Cys Met Thr Gin He 1^ 105 

100 , ota qct gtc tgc aag 

-„ tec tat gac egg tat gtg y c Lys 

« ct3 S S S3 S ^ * sp " 9 T1 " » s 

Ala Leu Leu Ala vd i2Q 

115 ota tgt etc tgg ctg 

acc ate atg aca caa egg gtg 3 Trp Le u 

CCC S £ £ Sr S I- - *r Gin Arg val 

pro Leu xyr iy 135 

130 tta gta gat acc 

tcc tM agg t cc « s S » s s ss - - - * 

Dh P Arq Ser Trp Ala bei 
Ser Pne ^J-y l5Q 



48 



96 



144 



192 



240 



288 



336 



432 



480 
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age ttt act ttc cat ctt ccc tac tgg gga cag aat ata ate aat cac 
Ser Phe Thr Phe His Leu Pro Tyr Trp Gly Gin Asn lie lie Asn His 
165 170 175 



528 



tac ttt tgt gaa cct cct gec etc ctg aag ctg get tec ata gac act 
Tyr Phe Cys Glu Pro Pro Ala Leu Leu Lys Leu Ala Ser lie Asp Thr 
180 185 190 



576 



tac age aca gaa atg gec ate ttt tea atg ggc gtg gta ate etc ctg 
Tyr Ser Thr Glu Met Ala lie Phe Ser Met Gly Val Val lie Leu Leu 
195 200 205 



624 



gec cct gtc tec ctg att ctt ggt tct tat tgg aat att ate tec act 
Ala Pro Val Ser Leu lie Leu Gly Ser Tyr Trp Asn He He Ser Thr 
210 215 220 



672 



gtt ate cag atg cag tct ggg gaa ggg aga etc aag get ttt tec ace 
Val He Gin Met Gin Ser Gly Glu Gly Arg Leu Lys Ala Phe Ser Thr 
225 230 235 240 



720 



tgt ggc tec cat ctt att gtt gtt gtc etc ttc tat ggg tea gga ata 
Cys Gly Ser His Leu He Val Val Val Leu Phe Tyr Gly Ser Gly He 
245 250 255 



768 



ttc acc tac atg cga cca aac tec aag act aca aaa gaa ctg gat aaa 
Phe Thr Tyr Met Arg Pro Asn Ser Lys Thr Thr Lys Glu Leu Asp Lys 
260 265 270 



816 



atg ata tct gtg ttc tat aca gcg gtg act cca atg ttg aac ccc ata 
Met lie Ser Val Phe Tyr Thr Ala Val Thr Pro Met Leu Asn Pro He 
275 280 285 



864 



att tat age ttg agg aac aaa gat gtc aaa ggg get etc agg aaa eta 
He Tyr Ser Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Arg Lys Leu 
290 295 300 



912 



gtt ggg aga aag tgc ttc tct cat agg cag tga 
Val Gly Arg Lys Cys Phe Ser His Arg Gin 
305 310 



945 



<210> 38 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 38 



Met Gly Glu Glu Asn Gin Thr Phe Val Ser Lys Phe He Phe Leu Gly 



10 



15 



Leu Ser Gin Asp Leu Gin Thr Gin He Leu Leu Phe He Leu Phe Leu 
20 25 30 



He He Tyr Leu Leu Thr Val Leu Gly Asn Gin Leu He He He Leu 
35 40 45 
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M «t- Tvr Phe Phe Leu Arg 
His Thr Pro Met Tyr 



Ile Phe Leu Asp Ser Arg Leu 6Q 

50 



- - - ~ - r - ~ ph * s " » s " ~ " " 

1 M „ „ - - - - - » r ~ 110 s " Phe ST " 

85 

Th „„ ne n. vi «u va, «y «^ * 

Cvs Met Thr Gin lie x iQ5 
a 100 

* zxra Tvr Val Ala Val Cys Lys 
Teu Ala val Met Ser Tyr Asp Arg Tyr 
Ala Leu Leu Aia l20 

115 



x. h« «x «. ™ »i cys «. «p »» 

, t „ val Ser Leu Val Asp Thr 
Ala Leu Val sex lg0 



Pro Leu Tyr Tyr Ser Thr I- 140 

130 

ala Ser Gly Ala J-^eu vax 
Ser Phe Arg Ser Tr P Ala Ser i55 

Z rte ™ - - - ™ - - 51! G1 " *°* ne "° - Si " 

^ e 165 

nl a Ser He Asp Thr 
r « Glu Pro Pro Ala Leu Leu Lys Leu Ala 
Tvr Phe Cys Glu Fro r 185 
* 180 

tt^i val lie Leu Leu 
i Ti P Phe Ser Met Gly Val Val 
c ^ Thr Glu Met Ala He Pne =. 2Q5 
Tyr Ser Tnr ^j.u 2Q0 

195 

^ q« Tvr Trp Asn He He Ser Thr 
Aia Pro Val Ser Leu He Leu Gly Ser Tyr ^ 

210 

t Gln ser G iy Glu Gly Arg Leu Lys Ala Phe Ser Thr 
Val He Gin Met Gin Ser wy 235 
225 

r,v,= Tvr Glv Ser Gly H e 
Leu He Val Val Val Leu Phe Tyr Gly 
Cys Gly Ser His Leu lie ^ 

n-hr- Thr Lys Glu Leu Asp Lys 
« * Ara Pro Asn ser Lys Thr Thr W*> 
Phe Thr Tyr Met Arg Pro a ^ 
260 

. .1, Val Thr Pro Met Leu Asn Pro He 
, Tle ser val Phe Tyr Thr Ala Val Thr Pr ^ 

Met H e bex 280 
275 

lie Tyr Ser Leu Arg ash y 
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290 295 300 



Val Gly Arg Lys Cys Phe Ser His Arg Gin 
305 310 



<210> 39 

<211> 918 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (915) 

<223> 



<400> 39 

atg gag ccc acc ttt gcc ctt tta ggt ttc aca gat tac cca aag ctt 4 8 

Met Glu Pro Thr Phe Ala Leu Leu Gly Phe Thr Asp Tyr Pro Lys Leu 

15 10 15 

cag att cct etc ttc ctt gtg ttt ctg etc atg tat gtt ate aca gtg 96 

Gin lie Pro Leu Phe Leu Val Phe Leu Leu Met Tyr Val lie Thr Val 
20 25 30 

gta gga aac ctt ggg atg ate ata ata ate aag att aac ccc aaa ttt 144 

Val Gly Asn Leu Gly Met He He He He Lys He Asn Pro Lys Phe 
35 40 45 

cac act cct atg tac ttt ttc ctt agt cac etc tct ttt gtt gat ttt 192 

His Thr Pro Met Tyr Phe Phe Leu Ser His Leu Ser Phe Val Asp Phe 

50 55 60 

tgt tac tct tec att gtc act ccc aag ctg ctt gag aac ttg gta atg 240 

Cys Tyr Ser Ser lie Val Thr Pro Lys Leu Leu Glu Asn Leu Val Met 

65 70 75 80 

gca gat aaa age ate ttc tac ttt age tgc atg atg cag tac ttc ctg 288 

Ala Asp Lys Ser He Phe Tyr Phe Ser Cys Met Met Gin Tyr Phe Leu 

85 90 95 

tec tgc act get gtg gtg aca gag tct ttc ttg ctg gca gtg atg gcc 336 

Ser Cys Thr Ala Val Val Thr Glu Ser Phe Leu Leu Ala Val Met Ala 
100 105 110 

tat gac cgc ttt gtg gcc ate tgc aat cct ctg ctt tat aca gtg gcc 384 

Tyr Asp Arg Phe Val Ala He Cys Asn Pro Leu Leu Tyr Thr Val Ala 
115 120 125 

atg tea cag agg etc tgt gcc ctg ctg gtg get ggg tea tat etc tgg 432 

Met Ser Gin Arg Leu Cys Ala Leu Leu Val Ala Gly Ser Tyr Leu Trp 

130 135 140 

ggc atg ttt ggc ccc ttg gta etc ctt tgt tat get etc egg tta aac 480 

Gly Met Phe Gly Pro Leu Val Leu Leu Cys Tyr Ala Leu Arg Leu Asn 

145 150 155 160 

ttc tct gga cct aat gta ate aac cac ttc ttt tgt gag tat act get 528 

Phe Ser Gly Pro Asn Val He Asn His Phe Phe Cys Glu Tyr Thr Ala 
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165 



170 



175 



4-^4- ^t-a etc ate ccc cac ctg ctg ctt 

m X £ S3 £ sr y s" S «. - »• ™ Hi = £ ^ ^ 



180 185 



- - m sr. s e in s £ s s n: s £ ss 



195 



200 



i- r^h ttc att ttt gtg act gta eta aaa ate cgt tct gtt 
£ til £ TA HI £ Ph. ?a! Thr V,! Leu Lys .1. «, Ser V,! 

210 215 

4-+-r- 1-rr acc tqq qcc tec cac ctg act get 
agt ggg cgc cac aaa gec ttc tec acc tgg g ^ ^ ^ 

Ser Gly Arg His Lys Ala Phe Ser Thr Trp *xa ^ 

23 0 

S S S S £ 5 S S £ | S S 3 S £ £ 

245 25U 

s 5: s: s s - s - - « s - ? " £ - s 

260 265 

^« aar cct ccq ate tac age eta agg aat aaa 
gtt gtc aac ccc atg ctg aac cct ccg a 
Val Val Asn Pro Met Leu Asn Pro Pro He Tyr Ser Leu g 

5 52 S S K - S K - S S S - !S 5 52 



290 

cac tga 

His 

305 



<210> 40 

<211> 305 

<212> PRT 

<213> Homo Sapiens 



<400> 40 

Met Glu Pro Thr Phe Ala Leu Leu Gly Phe Thr Asp Tyr Pro Lys Leu 

5 10 



M. He Pro Leu Ph. Leu V,! Ph. L.u L.u Met Tyr V,! lie Thr V,! 

20 25 

Val Gly Asn Leu Gly Met He lie He lie Lys lie Asn Pro Lys Phe 
35 40 

His Thr Pro Met Tyr Phe Phe Leu Ser His Leu Ser Phe Val Asp Phe 

50 bb 



576 



624 



672 



720 



768 



816 



864 



912 



918 
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Cys Tyr Ser Ser lie Val Thr Pro Lys Leu Leu Glu Asn Leu Val Met 
65 70 75 80 



Ala Asp Lys Ser lie Phe Tyr Phe Ser Cys Met Met Gin Tyr Phe Leu 
85 90 95 



Ser Cys Thr Ala Val Val Thr Glu Ser Phe Leu Leu Ala Val Met Ala 
100 105 110 



Tyr Asp Arg Phe Val Ala lie Cys Asn Pro Leu Leu Tyr Thr Val Ala 
115 120 125 



Met Ser Gin Arg Leu Cys Ala Leu Leu Val Ala Gly Ser Tyr Leu Trp 
130 135 140 



Gly Met Phe Gly Pro Leu Val Leu Leu Cys Tyr Ala Leu Arg Leu Asn 
145 150 155 160 



Phe Ser Gly Pro Asn Val He Asn His Phe Phe Cys Glu Tyr Thr Ala 
165 170 175 



Leu He Ser Val Ser Gly Ser Asp He Leu He Pro His Leu Leu Leu 
180 185 190 



Phe Ser Phe Ala Thr Phe Asn Glu Met Cys Thr Leu Leu He He Leu 
195 200 205 



Thr Ser Tyr Val Phe He Phe Val Thr Val Leu Lys He Arg Ser Val 
210 215 220 



Ser Gly Arg His Lys Ala Phe Ser Thr Trp Ala Ser His Leu Thr Ala 
225 230 235 240 



He Thr He Phe His Gly Thr He Leu Phe Leu Tyr Cys Val Pro Asn 
245 250 255 



Ser Lys Asn Ser Arg Gin Thr Val Lys Val Ala Ser Val Phe Tyr Thr 
260 265 270 



Val Val Asn Pro Met Leu Asn Pro Pro He Tyr Ser Leu Arg Asn Lys 
275 280 285 



Asp Val Lys Asp Ala Phe Trp Lys Leu He His Thr Gin Val Pro Phe 
290 295 300 
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His 
305 



<210> 41 

<211> 930 

<212> DMA 

<^213> Homo Sapiens 

<220> 

<221> CDS 

<222> (D.-027) 

<223> 



£ Vi- - s s s s e £ £ 2 2 s 2 s 

Met Glu Asn Gin Asn Asn %Q 

K 2 2 SK 2 3 2 £ 2 £ S fa? S S " S 

20 

^ a tf qtq gta act att ate 

£ 2 S 2 a 2 K 2 2 2 £ ~ - « - 

«- *- ti-t ttt ctt acc ttc ttg 
aca agt cag agt ctg agg t« cct atg £ ^ ^ ^ Thr phe Leli 
Thr Ser Gin Ser Leu Arg Ser t>r g() 

50 v t- nt-r att gec ccc aag gtg att 

S S 2 2 2 2 2 2 2 2 \? - - - - S" 

65 . at c tct etc aaa ggc tgc etc 

SS 5 2 2 2 2 = 2 2 S. ~ - - g, - 
S = 2 2 SS K 2 2 2 S S « S i s £ 
S S S3 2 E 2 5 S 2 2 K 2 2 2 2 2 

115 a 

s 2 2 £ £ £ S ~ 5 " ?;s I £ s 1y 

130 «-« ata caa ctt etc ttc 

ggg 9 ct t3g fg « 5? » «« £ ~ jS II. «n - - ». 

Gly Ala Trp val Gly faxy 155 

- raa ata ccc ttc tgt ggt cct aat ate ata gat cac ttt ata 
at9 I* rin Pro Phe Cy S Gly Pro Asn lie lie Asp ^ 

Met Tyr Gin lie rxw 17Q 

aca ctt gec tgc acg gac acc cac ate 
tgt gat ttg ttt cag ttg ttg aca g 



48 



144 



336 



384 



576 
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Cys Asp Leu Phe Gin Leu Leu Thr Leu Ala Cys Thr Asp Thr His He 
180 185 190 

ctg ggc etc tta gtt acc etc aac agt ggg atg atg tgt gtg gec ate 624 

Leu Gly Leu Leu Val Thr Leu Asn Ser Gly Met Met Cys Val Ala He 
195 200 205 

ttt ctt ate tta att gcg tec tac acg gtc ate eta tgc tec ctg aag 672 

Phe Leu He Leu He Ala Ser Tyr Thr Val He Leu Cys Ser Leu Lys 
210 215 220 

tct tac age tct aaa ggg egg cac aaa gec etc tct acc tgc age tec 720 

Ser Tyr Ser Ser Lys Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser 
225 230 235 240 

cac etc acg gtg gtt gta ttg ttc ttt gtc ccc tgt att ttc ttg tac 768 

His Leu Thr Val Val Val Leu Phe Phe Val Pro Cys He Phe Leu Tyr 
245 250 255 

atg agg cct gtg gtc act cac ccc ata gac aag gca atg get gtg tea 816 

Met Arg Pro Val Val Thr His Pro He Asp Lys Ala Met Ala Val Ser 
260 265 270 

gac tea ate ate aca ccc atg tta aat ccc ttg ate tat aca ctg agg 8 64 

Asp Ser He He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 
275 280 285 

aat gca gag gtg aaa agt gec atg aag aaa etc tgg atg aaa tgg gag 912 

Asn Ala Glu Val Lys Ser Ala Met Lys Lys Leu Trp Met Lys Trp Glu 
290 295 300 

get ttg get ggg aaataa 930 

Ala Leu Ala Gly Lys 

305 



<210> 42 

<211> 309 

<212> PRT 

<213> Homo Sapiens 

<400> 42 

Met Glu Asn Gin Asn Asn Val Thr Glu Phe He Leu Leu Gly Leu Thr 
15 10 15 



Glu Asn Leu Glu Leu Trp Lys He Phe Ser Ala Val Phe Leu Val Met 
20 25 30 



Tyr Val Ala Thr Val Leu Glu Asn Leu Leu He Val Val Thr He He 
35 40 45 



Thr Ser Gin Ser Leu Arg Ser Pro Met Tyr Phe Phe Leu Thr Phe Leu 
50 55 60 



Ser Leu Leu Asp Val Met Phe Ser Ser Val Val Ala Pro Lys Val He 
65 70 75 80 
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v»l *SP Thr Leu ser Lys ser Thr Thr II. Ser Leu Lys 1y Cys Leu 

85 yu 

,7 1 nu His Phe Phe Qly Gly Val Gly He He Leu 
Thr Gin beu Phe Val Glu His Pne rae / iiQ 

100 105 



Le » T „r v.! Met Ma Tyr Asp W Tyr V,! I. .1. Cys Lys Pro Leu 

115 

Hi6 ^ Thr n« n. Met ser pro « g v,i cys cy. Leu »et vi «iy 

130 

31, M. Trp val Gly oly Phe Met His Ma Met He «n — - *e 
145 150 

„et Tyr Gin 11= Pro Phe cy. Gly Pro « Ha He «p Hi, Ph. II. 

165 X/U 

cys M p Leu Phe 01» Leu Leu Thr Leu Ma cys Thr Asp Thr Hi. II. 

180 

L eu oly Leu Leu -i Thr Leu A.n ser Gly M.t Met Cy. v.! Ma lie 

195 ' 00 

Ph e Leu lie Leu He M, ser Tyr Thr Val He Leu cy- ser Leu Lys 

210 215 

Ser ser Lys Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser 



Ser Tyr Ser ser ^y^> J 9 ,c 

225 " u 

His Leu Thr val Val Val L.u Phe Phe V.1 Pro Cys He Phe Leu Tyr 

245 Z]DV 

Met «, Pro val val Thr His Pro II. Asp Lys Ma Met M, val ser 

260 

s ,p ser He He Thr Pro »et Leu *s„ Pro Leu He Tyr Thr Leu « g 

275 280 

A ,« Ma Glu val Lys ser Ma Met Lys Lys Leu Trp Met Lys Trp Glu 

290 295 



Ala Leu Ala Gly Lys 
305 
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<210> 43 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (933) 

<223> 



<400> 43 

atg ggc aag gaa aac tgc acc act gtg get gag ttc att etc ctt gga 48 

Met Gly Lys Glu Asn Cys Thr Thr Val Ala Glu Phe lie Leu Leu Gly 

15 10 15 

eta tea gat gtc cct gag ttg aga gtc tgc etc ttc ctg ctg ttc ctt 96 

Leu Ser Asp Val Pro Glu Leu Arg Val Cys Leu Phe Leu Leu Phe Leu 
20 25 30 

etc ate tat gga gtc acg ttg tta gec aac ctg ggc atg att gca ctg 144 
Leu He Tyr Gly Val Thr Leu Leu Ala Asn Leu Gly Met He Ala Leu 
35 40 45 

att cag gtc age tct egg etc cac acc ccc atg tac ttt ttc etc age 192 
He Gin Val Ser Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

cac ttg tec tct gta gat ttc tgc tac tec tea ata att gtg cca aaa 240 
His Leu Ser Ser Val Asp Phe Cys Tyr Ser Ser lie He Val Pro Lys 
65 70 75 80 

atg ttg get aat ate ttt aac aag gac aaa gee ate tec ttc eta ggg 288 
Met Leu Ala Asn He Phe Asn Lys Asp Lys Ala He Ser Phe Leu Gly 
85 90 95 

tgc atg gtg caa ttc tac ttg ttt tgc act tgt gtg gtc act gag gtc 336 
Cys Met Val Gin Phe Tyr Leu Phe Cys Thr Cys Val Val Thr Glu Val 
100 105 110 

ttc ctg ctg gee gtg atg gee tat gac cgc ttt gtg gee ate tgt aac 384 
Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys Asn 
115 120 125 

cct ttg eta tac aca gtc acc atg tct tgg aag gtg cgt gtg gag ctg 432 
Pro Leu Leu Tyr Thr Val Thr Met Ser Trp Lys Val Arg Val Glu Leu 
130 135 140 

get tct tgc tgc tac ttc tgt ggg acg gtg tgt tct ctg att cat ttg 480 
Ala Ser Cys Cys Tyr Phe Cys Gly Thr Val Cys Ser Leu He His Leu 
145 150 155 160 

tgc tta get ctt agg ate ccc ttc tat aga tct aat gtg att aac cac 528 
Cys Leu Ala Leu Arg He Pro Phe Tyr Arg Ser Asn Val He Asn His 
165 170 175 

ttt ttc tgt gat eta cct cct gtc tta agt ctt get tgc tct gat ate 576 
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ggc ttc tea 
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Ser Gin Leu 
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Asn Gin Trp 



eta etc ate 
Leu Leu lie 



aat aca agt 
Asn Thr Ser 



gaa ctg caa 
Glu Leu Gin 
25 

act gtg eta 
Thr Val Leu 
40 

aaa ctg cat 
Lys Leu His 
55 

gat ttc tgc 
Asp Phe Cys 



gtt gtc aaa 
Val Val Lys 



ttt ttc ttc 
Phe Phe Phe 
105 

atg gec tat 
Met Ala Tyr 
120 

gtt gac atg 
Val Asp Met 
135 

gec tgg gga 
Ala Trp Gly 



tta tgt ttt 
Leu Cys Phe 



tec tea eta 
Ser Ser Leu 
185 

ctg eta ttc 
Leu Leu Phe 
200 

gtt etc aca 
Val Leu Thr 



999 acc ac 9 
Gly Thr Thr 
10 

gtc cca etc 
Val Pro Leu 



999 a^t att 
Gly Asn lie 



acc ccc atg 
Thr Pro Met 
60 

tat tec tec 
Tyr Ser Ser 
75 

gac aga acc 
Asp Arg Thr 
90 

tgt acc ttt 
Cys Thr Phe 



gac cgc ttc 
Asp Arg Phe 



tec cag aaa 
Ser Gin Lys 
140 

gtc tea tgt 
Val Ser Cys 
155 

cat ggt ttc 
His Gly Phe 
170 

etc tec ctt 
Leu Ser Leu 



ttt ctt gec 
Phe Leu Ala 



tct tat gcg 
Ser Tyr Ala 



ttc acc etc 
Phe Thr Leu 
15 

ttc ctg gtt 
Phe Leu Val 
30 

999 ttg att 
Gly Leu He 
45 

tac ttt ttc 
Tyr Phe Phe 



ate att get 
He He Ala 



att tea ttt 
He Ser Phe 
95 

gtg gtc act 
Val Val Thr 
110 

gtg gec att 
Val Ala He 
125 

etc tgc gtg 
Leu Cys Val 



tec ttg gaa 
Ser Leu Glu 



aac aca ate 
Asn Thr He 
175 

tct tgc tct 
Ser Cys Ser 
190 

acc ttt aat 
Thr Phe Asn 
205 

ttc att gtt 
Phe He Val 



ttg 48 
Leu 



ttt 96 
Phe 



gtg 144 
Val 



etc 192 
Leu 



ccc 240 

Pro 

80 

tta 288 
Leu 



gaa 336 
Glu 



tgc 384 
Cys 



ctg 432 
Leu 



ctg 480 

Leu 

160 

aat 528 
Asn 



gat 576 
Asp 



gaa 624 
Glu 



gta 672 
Val 



BNISDOCID <WO C224726A2 I > 



PCT/BEO l/OO 162 

WO 02/24726 

220 



210 



816 



aco .„ etc a » 9 s - £ £ » * S E S £ £ 

Thr He Leu Lys Met Arg ber v ^ 24 0 

225 ^ 

, ttc cat 99c acc 

•~ si e r« sr. s s s s c . s - *. - - 

245 

^ 33r , fee aqq cac aca gtc 
etc ttc ctt tac tgt jtg ccc aac tec aaa aac ^ J9 ^ ^ ^ 
Leu Phe Leu Tyr Cys Val Pro Asn y 27Q 

260 

aaa gtg gec tct gtg ttt tac acc gtg gtg ate ccc atg ttg aat ccc 

Lys Val Ala ser Val Phe Tyr Thr 2g5 
275 

=4- err aaa gat aca gtc acc gag 
ctg ate tac agt ctg jga aat aaa gat gtc ^ ^ Thr Qlu 

Leu He Tyr Ser Leu Arg Asn uy y ^ 



295 

290 

ata ctg gac acc aaa gtc ttc tct tac tga 
He Leu Asp Thr Lys Val Phe Ser iy 
305 310 



<210> 48 
<2H> 313 



<212> PRT 

<213> Homo Sapiens 

<4 00> 48 

ncT1 Thr Ser Gly Thr Thr Phe Thr Leu Leu 
Met Leu Leu Thr Asp Arg Asn Thr Ser G y 15 

1 5 

Gly Phe S»r ,s P *r «. «» - - -X « M P»« - v.! ~ 

20 

n Va n Thr Val Leu Gly Asn He Gly Leu lie Val 
Leu Ala He Tyr Asn Val Thr Val ^ 
35 

tie Asn Pro Lys Leu His Thr Pro Met Tyr Phe Phe Leu 

lie He Lys He Asn Pro jjy 6Q 

5 b 

50 

ser <nn «. s„ v*x «, »- c ^ s f « xx. n. .x. r 

65 70 



720 



~ rrvrr Tie Ser Phe Leu 
Val Asn Leu Val Val Lys Asp Arg Thr He ^ 

Thr Phe Val Val Thr Glu 



Lys Met Leu Val Asn i«u * 
85 



Cys Val Val Gin Phe Phe Phe Phe Cys Thr ,ne ^ 



864 



912 



942 



Gly 

100 



72 



WO 02/24726 



PCT/BE01/00162 



Ser Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala lie Cys 
115 120 125 



Asn Pro Leu Leu Tyr Thr Val Asp Met Ser Gin Lys Leu Cys Val Leu 
130 135 140 



Leu Val Val Gly Ser Tyr Ala Trp Gly Val Ser Cys Ser Leu Glu Leu 
145 150 155 160 



Thr Cys Ser Ala Leu Lys Leu Cys Phe His Gly Phe Asn Thr He Asn 
165 170 175 



His Phe Phe Cys Glu Phe Ser Ser Leu Leu Ser Leu Ser Cys Ser Asp 
180 185 190 



Thr Tyr He Asn Gin Trp Leu Leu Phe Phe Leu Ala Thr Phe Asn Glu 
195 200 205 



He Ser Thr Leu Leu He Val Leu Thr Ser Tyr Ala Phe He Val Val 
210 215 220 



Thr He Leu Lys Met Arg Ser Val Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ala Ser His Leu Thr Ala He Thr He Phe His Gly Thr He 
245 250 255 



Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Asn Ser Arg His Thr Val 
260 265 270 



Lys Val Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 
275 280 285 



Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Thr Val Thr Glu 
290 295 300 



He Leu Asp Thr Lys Val Phe Ser Tyr 
305 310 



<210> 49 

<211> 951 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (948) 



73 



PCT/BE01/00162 



WO 02/24726 



<223> 



240 



Si£ i S £ K = S « £ K £ S £ £ « 
- - S £ £ S S £ S = = £ S 2 2 2 

Phe Thr Asn Asn ^ 25 

♦-♦-I- rtt att gtc aca gtx 

i- etc qca ctt caa aca ccc atg tac ttc tt ^ 
aCC a , 9t fa? aS Leu La Leu Gin Thr Pro Met Tyr 

Thr Ser Val ^ S P ^ 55 

S £ £ £ £ £ - - - S 2 2 2 " 2 " 

65 ate tct ttt gtg ggc 

i- r-t-a atg tec cca agg aaa att Val Gly 

at g ctt gta gat eta gtg o ^ g ^ Ile Ile Ser 

Met Leu Val Asp Leu Val be gQ 

* - T s s £ £ £ £ - £ - £ i K ~ 

Cvs Gly Thr Gin Met iy iQ5 

ata qcc ate tgt aac 

«. ~ s - s a s i s s £ -~ s ~ - - 

« S S $ £ £ s s = = £ = * 2 2 2 

pro Leu His Ay* 135 

130 -~ t-rt atg eta cag aca 

, ct tqg atg tec ggt g" cct gtg tct g ^ Thr 
K S S £ S Mej Ser Gly Val Pro Val 

145 aa i- acc gtg gac cac 

** - - :i £ £ £ £ £ K £ £ 9 - - -1 - 

Ala Trp Met Met Ala Leu * 1?0 

s s £ s s £ £ « £ £ £ - s s 2 2 

S S £ £ £ £ i - - - = 3 2 2 2 2 

210 t tct act 

att ctg agg atg 



288 



74 



WO 02/24726 



PCT/BE01/00162 



He Leu Arg Met Ser Ser Ala Thr Gly Arg Gin Lys Ala Phe Ser Thr 

225 230 235 240 

tgt tec tea cac etc att gtg gtg tec etc ttc tac gga aca gee agt 768 

Cys Ser Ser His Leu He Val Val Ser Leu Phe Tyr Gly Thr Ala Ser 

245 250 255 

ctg acc tac ctg egg ccc aaa tea aac cag tec cet gag age aag aag 816 

Leu Thr Tyr Leu Arg Pro Lys Ser Asn Gin Ser Pro Glu Ser Lys Lys 

260 265 270 

eta gtg tea ttg tec tac act gtc ate aca cet atg eta aac ccc ate 864 

Leu Val Ser Leu Ser Tyr Thr Val He Thr Pro Met Leu Asn Pro He 

275 280 285 

ate tac ggc ctg agg aac aat gaa gtg aaa ggg get gtc aag agg aca 912 

He Tyr Gly Leu Arg Asn Asn Glu Val Lys Gly Ala Val Lys Arg Thr 

290 295 300 

ate act caa aaa gtc tta cag aag tta gat gtg ttt tga 951 

He Thr Gin Lys Val Leu Gin Lys Leu Asp Val Phe 

305 310- 315 



<210> 50 

<211> 316 

<212> PRT 

<213> Homo Sapiens 

<400> 50 

Met He Cys Glu Asn His Thr Arg Val Thr Glu Phe He Leu Leu Gly 
15 10 15 



Phe Thr Asn Asn Pro Glu Met Gin Val Ser Leu Phe He Phe Phe Leu 
20 25 30 



Ala He Tyr Thr Val Thr Leu Leu Gly Asn Phe Leu He Val Thr Val 
35 40 45 



Thr Ser Val Asp Leu Ala Leu Gin Thr Pro Met Tyr Phe Phe Leu Gin 
50 55 60 



Asn Leu Ser Leu Leu Glu Val Cys Phe Thr Leu Val Met Val Pro Lys 
65 70 75 80 



Met Leu Val Asp Leu Val Ser Pro Arg Lys He He Ser Phe Val Gly 
85 90 95 



Cys Gly Thr Gin Met Tyr Phe Phe Phe Phe Phe Gly Ser Ser Glu Cys 
100 105 110 



Phe Leu Leu Ser Met Met Ala Tyr Asp Arg Phe Val Ala lie Cys Asn 
115 120 125 



75 



PCT/BEO 1/00 162 



WO 02/24726 



, Val He Met Asn Arg Ser Leu Cys Leu Trp Met 
pro Leu His Tyr Ser Val lie M 14Q 

130 



Ala 



M^f- q P r Glv Val Pro 
He Gly Ser Trp Met Ser uiy 



Val Ser Met Leu Gin Thr 



150 



155 



160 



145 

„et - -» *• ^ 

Ala Trp Met Met Ala ^ Q 

* x * 165 

Va1 T hr Val Asp Thr 
n Ast> Gly Pro Pro Val Leu Lye Leu Val 
Phe Phe Cys Asp Gly * - 1B5 
1B0 

Bla ser Thr Leu Leu Phe lie Met 
. m t Tvr Glu Met Gin Ala Leu Ala Ser Thr ^ 
Thr Met lyr 2 00 
195 

V3l ser Tyr Thr Arg He He He Thr 
phe Pro Phe Cys Leu lie Leu Val Ser Ty 

210 

t ser ser Ala Thr Gly Arg Gin Lys Ala Phe Ser Thr 
He Leu Arg Met Ser Ser Al 235 
225 

ov.^ Tvr GlY Thr Ala Ser 
Tl _ val Val Ser Leu Phe Tyr uxy 
Cys Ser Ser His Leu He Val v ^ 25b 

» rm ser Pro Glu Ser Lys Lys 

L « u Thr Tvr «» «. «<> S « £ 

260 

^ val He Thr Pro Met Leu Asn Pro He 
qer Leu Ser Tyr Thr Val He in ^ 
Leu Val =>er 280 

290 

„. Thr in - - ™ * ™ "> S ^ 

305 



<210> 51 

<211> S> 42 

<212> BNA 

<213> Homo Sa P ienS 

<220> 

<221> CDS 

<2 22> (1) -.(939) 

<223> 



76 



WO 02/24726 



PCT/BE01/00162 



<400> 51 
atg ggt gac 
Met Gly Asp 
1 

ctt gca ggc 
Leu Ala Gly 



eta ttt ttg 
Leu Phe Leu 
35 

atg acc att 
Met Thr lie 
50 

ttc eta ggc 
Phe Leu Gly 
65 

gaa ccc aag 
Glu Pro Lys 



ttt gca ggc 
Phe Ala Gly 



act gag gga 
Thr Glu Gly 
115 

ate tgc aac 
lie Cys Asn 
130 

act cag ttg 
Thr Gin Leu 
145 

att cag act 
lie Gin Thr 



gtt gac cac 
Val Asp His 



tct gat etc 
Ser Asp Leu 
195 

att ate ttg 
He He Leu 
210 

gtg tec aca 
Val Ser Thr 
225 



agg gga aca 
Arg Gly Thr 
5 

ttc agg gta 
Phe Arg Val 
20 

ttt gtt tat 
Phe Val Tyr 



att atg act 
He Met Thr 



aat etc tec 
Asn Leu Ser 
70 

get atg ate 
Ala Met He 
85 

tgt gtg gee 
Cys Val Ala 
100 

ttt etc ctg 
Phe Leu Leu 



cct ctg etc 
Pro Leu Leu 



gtg get ggt 
Val Ala Gly 
150 

age atg aca 
Ser Met Thr 
165 

ttt tac tgt 
Phe Tyr Cys 
180 

ttt ate cat 
Phe He His 



cct act ate 
Pro Thr He 



gtt eta aag 
Val Leu Lys 
230 



age aat cac 
Ser Asn His 



cgc cca gag 
Arg Pro Glu 
25 

gee atg ate 
Ala Met He 
40 

gat cct egg 
Asp Pro Arg 
55 

ttc att gat 
Phe He Asp 



aac ttc tgg 
Asn Phe Trp 



cag etc ttt 
Gin Leu Phe 
105 

gcg gee atg 
Ala Ala Met 
120 

tac tct gtt 
Tyr Ser Val 
135 

tec tat ttt 
Ser Tyr Phe 



ttt act tta 
Phe Thr Leu 



gat tct cgc 
Asp Ser Arg 
185 

aga atg ata 
Arg Met He 
200 

ata gtc att 
He Val He 
215 

ata cat tct 
He His Ser 



tea gaa atg 
Ser Glu Met 
10 

etc cac att 
Leu His He 



ctt eta ggg 
Leu Leu Gly 



ctg aac aca 
Leu Asn Thr 
60 

ctt ttc tat 
Leu Phe Tyr 
75 

tct gaa aac 
Ser Glu Asn 
90 

etc ttt gee 
Leu Phe Ala 



get tat gac 
Ala Tyr Asp 



caa atg tec 
Gin Met Ser 
140 

tgt ggc tgc 
Cys Gly Cys 
155 

tct ttt tgc 
Ser Phe Cys 
170 

cca ctt cag 
Pro Leu Gin 



tct ttt tec 
Ser Phe Ser 



ata gta tct 
He Val Ser 
220 

act gag gga 
Thr Glu Gly 
235 



act gac ttc 
Thr Asp Phe 
15 

etc etc ttc 
Leu Leu Phe 
30 

aat gtt ggg 
Asn Val Gly 
45 

cca atg tat 
Pro Met Tyr 



tea tct gtt 
Ser Ser Val 



aag tct ate 
Lys Ser He 
95 

etc etc att 
Leu Leu He 
110 

cgc ttt att 
Arg Phe lie 
125 

aca cgt ctg 
Thr Arg Leu 



att age tea 
He Ser Ser 



get tct egg 
Ala Ser Arg 
175 

aga ctg tct 
Arg Leu Ser 
190 

tta tea tgt 
Leu Ser Cys 
205 

tac atg tat 
Tyr Met Tyr 



cat aag aag 
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He 
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atg 144 
Met 



ttt 192 
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He 
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gee 384 
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ttc tec acc tgc age tct cac ctg gga gtt gtg agt gtg ctg tat ggt 
Phe Ser Thr Cys Ser Ser His Leu Gly Val Val Ser Val Leu Tyr Gly 

245 250 



act ate ttt ttt atg tat etc act cct gac aga ttt cct gag ctg agt 
La Val Phe Phe Met Tyr Leu Thr Pro Asp Arg Phe Pro Glu Leu Ser 
260 



265 270 



aaa qtg gca tec tta tgt tac tec eta gtc act ccc atg ttg aat cct 
Zs vll La Ser Leu Cys Tyr Ser Leu Val Thr Pro Met Leu Asn Pro 
275 280 285 

ttq att tac tct ctg agg aac aaa gat gtc caa gag get eta aaa aaa 
Leu III ^yr Ser Leu Arg Asn Lys Asp Val Gin Glu Ala Leu Lys Lys 
290 295 300 

ttt eta gag aag aaa aat att att ctt tga 
Phe Leu Glu Lys Lys Asn lie lie Leu 
305 310 
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t Gly Asp Arg Gly Thr Ser Asn His Ser Glu Met Thr Asp Phe He 
5 10 15 

Leu Ala Gly Phe Arg Val Arg Pro Glu Leu His lie Leu Leu Phe Leu 



20 



25 30 



Phe Leu Phe Val Tyr Ala Met He Leu Leu Gly Asn Val Gly Met 



Leu 

35 



40 45 



Met Thr He He Met Thr Asp Pro Arg Leu Asn Thr Pro Met Tyr Phe 
50 55 60 

Phe Leu Gly Asn Leu Ser Phe He Asp Leu Phe Tyr Ser Ser Val He 
65 70 75 80 

Glu Pro Lys Ala Met He Asn Phe Trp Ser Glu Asn Lys Ser He Ser 
85 90 95 

Phe Ala Gly Cys Val Ala Gin Leu Phe Leu Phe Ala Leu Leu He Val 
100 105 110 



Thr Glu Gly Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Phe lie Ala 
115 120 125 

He Cys Asn Pro Leu Leu Tyr Ser Val Gin Met Ser Thr Arg Leu Cys 
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130 135 140 



Thr Gin Leu Val Ala Gly Ser Tyr Phe Cys Gly Cys He Ser Ser Val 
145 150 155 160 



He Gin Thr Ser Met Thr Phe Thr Leu Ser Phe Cys Ala Ser Arg Ala 
165 170 175 



Val Asp His Phe Tyr Cys Asp Ser Arg Pro Leu Gin Arg Leu Ser Cys 
180 185 190 



Ser Asp Leu Phe He His Arg Met He Ser Phe Ser Leu Ser Cys He 
195 200 205 



He He Leu Pro Thr He He Val He He Val Ser Tyr Met Tyr He 
210 215 220 



Val Ser Thr Val Leu Lys He His Ser Thr Glu Gly His Lys Lys Ala 
225 230 235 240 



Phe Ser Thr Cys Ser Ser His Leu Gly Val Val Ser Val Leu Tyr Gly 
245 250 255 



Ala Val Phe Phe Met Tyr Leu Thr Pro Asp Arg Phe Pro Glu Leu Ser 
260 265 270 



Lys Val Ala Ser Leu Cys Tyr Ser Leu Val Thr Pro Met Leu Asn Pro 
275 280 285 



Leu He Tyr Ser Leu Arg Asn Lys Asp Val Gin Glu Ala Leu Lys Lys 
290 295 300 



Phe Leu Glu Lys Lys Asn He He Leu 
305 310 
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4- at r M-n t-tc ttc ctg ttt eta gca ate 
g ac aat ctt gaa ctg cag act ate ttc ttc tt ^ ^ ^ ^ 

Asp Asn Leu Glu Leu Gin Thr lie Pne en ^ 
20 

*. aat fta qqa ctg att tta gtg gtc att 

tac etc ttc act etc atg gga aat tta gga y ^ ne 

Tyr Leu Phe Thr Leu Met Gly Asn Leu Gly Leu 

s s s s £ = - ™ 2 - - r 2 £ K " u 

50 55 

^ t- a i- tec tea gtt att acc cca aat atg tta 
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65 70 

g t, g ,t ttt ac g aca aac >»t «. *= att tc. «= ctt g. t£ g t, 

Val Asp Phe Thr Thr Lys Asn Lys Val lie ^ 
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3 ,, h ta cat act act ata cat aca gtg get 
HI III Tyr fal Ala % £ - His Ala Thr He His Thr Val Ala 
145 150 

aca ttt age eta tec ttc tgt gga gec aat gaa att agg egt gtc ttt 
Thr Phe Ser Leu Ser Phe Cys Gly Ala Asn Glu a ^ 

165 x/u 

tgt g.t ate cet cet etc ctt get .tt tct tat tct gac act cac jc. 

Cys Asp He Pro Pro Leu Leu Ala lie Ser Tyr 19Q 

180 - 1 - 05 

rac ttt qtg ggc tct ate gag ctg gtc act 
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tat gtg aga cca agt tec age tat get teg gac cat gac atg ata gtg 816 
Tyr Val Arg Pro Ser Ser Ser Tyr Ala Ser Asp His Asp Met lie Val 
260 265 270 

tea ata ttt tac ace att gtg att ccc ttg ctg aat ccc gtc ate tac 864 
Ser lie Phe Tyr Thr lie Val lie Pro Leu Leu Asn Pro Val lie Tyr 
275 280 285 

agt ttg agg aac aaa gat gta aaa gac tea atg aaa aaa atg ttt ggg 912 
Ser Leu Arg Asn Lys Asp Val Lys Asp Ser Met Lys Lys Met Phe Gly 
290 295 300 



aaa aat cag gtt ate aat aaa gta tat ttt cat act aaa aaa taa 
Lys Asn Gin Val He Asn Lys Val Tyr Phe His Thr Lys Lys 
305 310 315 
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Met Lys Asn Val Thr Glu Val Thr Leu Phe Val Leu Lys Gly Phe Thr 
1 5 10 15 



Asp Asn Leu Glu Leu Gin Thr He Phe Phe Phe Leu Phe Leu Ala He 
20 25 30 



Tyr Leu Phe Thr Leu Met Gly Asn Leu Gly Leu He Leu Val Val He 
35 40 45 



Arg Asp Ser Gin Leu His Lys Pro Met Tyr Tyr Phe Leu Ser Met Leu 
50 55 60 



Ser Ser Val Asp Ala Cys Tyr Ser Ser Val He Thr Pro Asn Met Leu 
65 70 75 80 



Val Asp Phe Thr Thr Lys Asn Lys Val He Ser Phe Leu Gly Cys Val 
85 90 95 



Ala Gin Val Phe Leu Ala Cys Ser Phe Gly Thr Thr Glu Cys Phe Leu 
100 105 110 



Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Tyr Asn Pro Leu 
115 120 125 



Leu Tyr Ser Val Ser Met Ser Pro Arg Val Tyr Met Pro Leu lie Asn 
130 135 140 
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210 215 

Val Phe Ser Thr Cys Gly 
235 240 
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290 29b 
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Asn Lys Thr 



ttt gag ctg 
Phe Glu Leu 
35 

ttt acc ttg 
Phe Thr Leu 
50 

tec tgg etc 
Ser Trp Leu 
65 

ttg gat get 
Leu Asp Ala 



ttc ctg gca 
Phe Leu Ala 



atg ctt ctt 
Met Leu Leu 
115 

gca atg get 
Ala Met Ala 
130 

tea gtg age 
Ser Val Ser 
145 

tac gtt get 
Tyr Val Ala 



age ctg tec 
Ser Leu Ser 



atg cct cct 
Met Pro Pro 
195 

ctt eta etc 
Leu Leu Leu 
210 

att gtc etc 
lie Val Leu 
225 

cat tct get 
His Ser Ala 



eta act gga 
Leu Thr Gly 



Glu Val Thr 
20 

caa gtc ttc 
Gin Val Phe 



ata ggc aat 
lie Gly Asn 



cac aac ccc 
His Asn Pro 
70 

tgc tat tct 
Cys Tyr Ser 
85 

aaa aat aaa 
Lys Asn Lys 
100 

ttt gtt act 
Phe Val Thr 



tat gat cac 
Tyr Asp His 



atg tea ccc 
Met Ser Pro 
150 

ggc att tta 
Gly lie Leu 
165 

ttc tgt gga 
Phe Cys Gly 
180 

etc ctt get 
Leu Leu Ala 



ttc tac ttt 
Phe Tyr Phe 



att tec tgt 
lie Ser Cys 
230 

aag 99 a a 99 
Lys Gly Arg 
245 

gtg aca att 
Val Thr lie 



Met Phe lie 
25 

eta ttt tta 
Leu Phe Leu 
40 

tta ggg ctg 
Leu Gly Leu 
55 

atg tat tat 
Met Tyr Tyr 



aca gtt gtc 
Thr Val Val 



tec att tea 
Ser lie Ser 
105 

ttt gga act 
Phe Gly Thr 
120 

tat gta gec 
Tyr Val Ala 
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aga gtc tat 
Arg Val Tyr 



cat get act 
His Ala Thr 



tec aat gaa 
Ser Asn Glu 
185 

att tct tgt 
He Ser Cys 
200 

gtg ggt tct 
Val Gly Ser 
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gat ttc att 
Asp Phe He 



caa aag gee 
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tat cat gga 
Tyr His Gly 
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eta ttt ttt 
Leu Phe Phe 



gtt gtg ttg 
Val Val Leu 
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ttt ctt agt 
Phe Leu Ser 
75 
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Thr Pro Lys 
90 

ttt ate gga 
Phe He Gly 



aca gaa tgt 
Thr Glu Cys 



ate tac aac 
He Tyr Asn 
140 

gtg cca etc 
Val Pro Leu 
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ata cat ata 
He His He 
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att agg cat 
He Arg His 



tct gac act 
Ser Asp Thr 



att gag ata 
He Glu He 
220 

ctg ttg tec 
Leu Leu Ser 
235 

ttc tct aca 
Phe Ser Thr 
250 

aca att etc 
Thr He Leu 



Phe Thr Asp 
30 

gca ate tat 
Ala He Tyr 
45 

gtc att gag 
Val He Glu 



gtt tta tea 
Val Leu Ser 



atg ttg gtc 
Met Leu Val 
95 

tgt gca aca 
Cys Ala Thr 
110 

ttt etc ttg 
Phe Leu Leu 
125 

cct etc ctg 
Pro Leu Leu 



ate act get 
He Thr Ala 



gtg get aca 
Val Ala Thr 
175 

gtc ttt tgt 
Val Phe Cys 
190 

cac aca aac 
His Thr Asn 
205 

gtc act ate 
Val Thr He 



att ctg aag 
He Leu Lys 



tgt ggc tct 
Cys Gly Ser 
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gtc agt tat 
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Ser Val Ser Met Ser Pro Arg Val Tyr Val Pro Leu lie Thr Ala Ser 
145 150 155 160 



Tyr Val Ala Gly lie Leu His Ala Thr lie His lie Val Ala Thr Phe 
165 170 175 



Ser Leu Ser Phe Cys Gly Ser Asn Glu He Arg His Val Phe Cys Asp 
180 185 190 



Met Pro Pro Leu Leu Ala He Ser Cys Ser Asp Thr His Thr Asn Gin 
195 200 205 



Leu Leu Leu Phe Tyr Phe Val Gly Ser He Glu He Val Thr He Leu 
210 215 220 



He Val Leu He Ser Cys Asp Phe lie Leu Leu Ser He Leu Lys Met 
225 230 235 240 



His Ser Ala Lys Gly Arg Gin Lys Ala Phe Ser Thr Cys Gly Ser His 
245 250 255 



Leu Thr Gly Val Thr He Tyr His Gly Thr lie Leu Val Ser Tyr Met 
260 265 270 



Arg Pro Ser Ser Ser Tyr Ala Ser Asp His Asp He He Val Ser He 
275 280 285 



Phe Tyr Thr He Val lie Pro Lys Leu Asn Pro He He Tyr Ser Leu 
290 295 300 



Arg Asn Lys Glu Val Lys Lys Ala Val Lys Lys Met Leu Lys Leu Val 
305 310 315 320 
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Tyr Lys Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val lie Met 
245 250 255 

ttc tat ggg aca ttg tta ttt att tac ttg caa ccc aag tec agt cat 816 
Phe Tyr Gly Thr Leu Leu Phe lie Tyr Leu Gin Pro Lys Ser Ser His 
260 265 270 

act ttg get att gat aaa atg gec tea gtg ttt tat acc ctg ttg att 864 
Thr Leu Ala lie Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Leu lie 
275 280 285 

cct atg ctg aat ccg ttg ate tac age eta agg aac aaa gaa gta aaa 912 
Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys 
290 295 300 



gat get eta aag aga act tta acc aat cga ttc aaa att ccc att taa 
Asp Ala Leu Lys Arg Thr Leu Thr Asn Arg Phe Lys He Pro He 
305 310 315 
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Met Asn His Val Val Lys His Asn His Thr Ala Val Thr Lys Val Thr 
15 10 15 



Glu Phe He Leu Met Gly He Thr Asp Asn Pro Gly Leu Gin Ala Pro 
20 25 30 



Leu Phe Gly Leu Phe Leu He He Tyr Leu Val Thr Val He Gly Asn 
35 40 45 



Leu Gly Met Val He Leu Thr Tyr Leu Asp Ser Lys Leu His Thr Pro 
50 55 60 



Met Tyr Phe Phe Leu Arg His Leu Ser He Thr Asp Leu Gly Tyr Ser 
65 70 75 80 



Thr Val He Ala Pro Lys Met Leu Val Asn Phe He Val His Lys Asn 
85 90 95 



Thr He Ser Tyr Asn Trp Tyr Ala Thr Gin Leu Ala Phe Phe Glu lie 
100 105 110 



Phe He He Ser Glu Leu Phe He Leu Ser Ala Met Ala Tyr Asp Arg 
115 120 125 



Tyr Val Ala He Cys Lys Pro Leu Leu Tyr Val He He Met Ala Glu 
130 135 140 
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ate aca gat ate get gag ctg cag gca cca tta ttt gca ttg ttc etc 96 
lie Thr Asp lie Ala Glu Leu Gin Ala Pro Leu Phe Ala Leu Phe Leu 
20 25 30 

atg ate tat gtg ate tea gtg atg ggc aat ttg ggc atg att gtc etc 144 
Met lie Tyr Val lie Ser Val Met Gly Asn Leu Gly Met lie Val Leu 
35 40 45 

acc aag ttg gac tec agg ttg caa ace cct atg tac ttt ttt etc aga 192 
Thr Lys Leu Asp Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg 
50 55 60 

cat ctg get ttc atg gat ctt ggt tat tea aca act gtg gga ccc aaa 240 
His Leu Ala Phe Met Asp Leu Gly Tyr Ser Thr Thr Val Gly Pro Lys 
65 70 75 80 

atg tta gta aat ttt gtt gtg gat aag aat ata att tct tat tat ttt 288 
Met Leu Val Asn Phe Val Val Asp Lys Asn lie lie Ser Tyr Tyr Phe 
85 90 95 

tgt gca aca cag eta get ttc ttt ctt gtg ttc att ggt agt gaa ctt 336 
Cys Ala Thr Gin Leu Ala Phe Phe Leu Val Phe lie Gly Ser Glu Leu 
100 105 110 

ttt att etc tea gee atg tec tac gac etc tat gtg gee ate tgt aac 384 
Phe lie Leu Ser Ala Met Ser Tyr Asp Leu Tyr Val Ala lie Cys Asn 
115 120 125 

cct ctg eta tac aca gta ate atg tea cga agg gta tgt cag gtg ctg 432 
Pro Leu Leu Tyr Thr Val lie Met Ser Arg Arg Val Cys Gin Val Leu 
130 135 140 

gta gca ate cct tac etc tat tgc aca ttc att tct ctt eta gtc acc 480 
Val Ala lie Pro Tyr Leu Tyr Cys Thr Phe lie Ser Leu Leu Val Thr 
145 150 155 160 

ata aag att ttt act tta tec ttc tgt ggc tac aac gtc att agt cat 528 
lie Lys lie Phe Thr Leu Ser Phe Cys Gly Tyr Asn Val lie Ser His 
165 170 175 

ttc tac tgt gac agt etc cct ttg tta cct ttg ctt tgt tea aat aca 576 
Phe Tyr Cys Asp Ser Leu Pro Leu Leu Pro Leu Leu Cys Ser Asn Thr 
180 185 190 

cat gaa att gaa ttg ata att ctg ate ttt gca get att gat ttg att 624 
His Glu lie Glu Leu lie lie Leu He Phe Ala Ala He Asp Leu He 
195 200 205 

tea tct ctt ctg ata gtt ctt tta tct tac ctg etc ate ctt gta gec 672 
Ser Ser Leu Leu He Val Leu Leu Ser Tyr Leu Leu He Leu Val Ala 
210 215 220 

att etc agg atg aat tct get ggc aga caa aag get ttt tct acc tgt 720 
He Leu Arg Met Asn Ser Ala Gly Arg Gin Lys Ala Phe Ser Thr Cys 
225 230 235 240 



gga gee cac ctg aca gtg gtc ata gtg ttc tat ggg act ttg ctt ttc 
Gly Ala His Leu Thr Val Val He Val Phe Tyr Gly Thr Leu Leu Phe 
245 250 255 
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a *-*t- acc eta cga agg aca tgg 
tat agt tta c g a aac «. £« £J « » r ^ „ arg «, Thr Trp 

Tyr ser Leu Arg Asn Lys Asp 3Q0 

290 939 
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<210> 60 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

I, u Thr Thr val Asn Glu Phe Ila Leu Thr Gly 

.-o „ asn Leu Tnr vclJ - 15 

Met Glu Gin His ash u %q 

1 5 

, ln ala p r o Leu Phe Ala Leu Phe Leu 
He Thr Asp He Ala Glu Leu Gin Ala ^ 

20 

M=t „. w v al n . ~ - :r «v » - - - - - - 

35 

T , rin Thr Pro Met Tyr Phe Phe Leu Arg 
Thr Lys Leu Asp Ser Arg Leu Gin Thr ^ 
50 

His M ». ~ « - -V XV, ser Thr Thr V, - - 

65 

, , al » Ph. «! V,! »P W. » "° ~ X ~ 

Met Leu Val Asn 9Q 

85 

cys Ma TK - - «- - s ~ phe Ile Glv - Glu M ° 



100 



Pro Leu Leu Tyr Tnr 14 
130 



Val Ala He Pro Tyr 



n Met Ser Tyr Asp Leu Tyr Val Ala He Cys Asn 
phe He Leu Ser Ala Met Ser Tyr a p ^ 
115 

-u^i rvs Gin Val Leu 
xhr val He Met Ser Arg Arg Val Cys 

135 

p^v t pu Leu Val Thr 
L eu Tyr Cys Thr Phe lie Ser Leu L 
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145 150 155 160 



lie Lys He Phe Thr Leu Ser Phe Cys Gly Tyr Asn Val He Ser His 
165 170 175 



Phe Tyr Cys Asp Ser Leu Pro Leu Leu Pro Leu Leu Cys Ser Asn Thr 
180 185 190 



His Glu He Glu Leu He He Leu He Phe Ala Ala He Asp Leu He 
195 200 205 



Ser Ser Leu Leu He Val Leu Leu Ser Tyr Leu Leu He Leu Val Ala 
210 215 220 



He Leu Arg Met Asn Ser Ala Gly Arg Gin Lys Ala Phe Ser Thr Cys 
225 230 235 240 



Gly Ala His Leu Thr Val Val He Val Phe Tyr Gly Thr Leu Leu Phe 
245 250 255 



Met Tyr Val Gin Pro Lys Ser Ser His Ser Phe Asp Thr Asp Lys Val 
260 265 270 



Ala Ser He Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu He 
275 280 285 



Tyr Ser Leu Arg Asn Lys Asp Val Lys Tyr Ala Leu Arg Arg Thr Trp 
290 295 300 



Asn Asn Leu Cys Asn lie Phe Val 

310 
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61 


<211> 


936 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


CD . 


<223> 




<400> 


61 



atg ggt aga aga aat aac aca aat gtg cct gac ttc ate ctt acg gga 48 

Met Gly Arg Arg Asn Asn Thr Asn Val Pro Asp Phe He Leu Thr Gly 

15 10 15 

ctg tea gat tct gaa gag gtc cag atg gec etc ttt ata eta ttt etc 96 

Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe He Leu Phe Leu 
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225 23 . „_„ att ttt 768 
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get tct gtt ttt tat act att gtg att ccc atg ctg aat cca etc att 
Ala Ser Val Phe Tyr Thr lie Val lie Pro Met Leu Asn Pro Leu lie 
275 280 285 



864 



tat agt ctt aga aac aaa gaa gtt aaa aat get etc att aga gtc atg 
Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Leu lie Arg Val Met 
290 295 300 



912 



cag aga aga cag gac tec agg taa 
Gin Arg Arg Gin Asp Ser Arg 



305 



310 



936 



<210> 62 

<211> 311 

<212> PRT 

<213 > Homo Sapiens 

<400> 62 

Met Gly Arg Arg Asn Asn Thr Asn Val Pro Asp Phe lie Leu Thr Gly 
15 10 15 



Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe lie Leu Phe Leu 
20 25 30 



Leu lie Tyr Leu lie Thr Met Leu Gly Asn Val Gly Met lie Leu lie 
35 40 45 



lie Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
50 55 60 



His Leu Ser Phe lie Asp Leu Ser Tyr Ser Thr Val lie Thr Pro Lys 
65 70 75 80 



Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Met Gly Cys 
85 90 95 



Phe Ala Gin Met Phe Phe Phe Val Phe Leu Gly Ala Ala Glu Cys Phe 
100 105 110 



Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Ser Pro 
115 120 125 



Leu Arg Tyr Pro Val lie Met Ser Lys Arg Leu Cys Cys Ala Leu Val 
130 135 140 



Thr Gly Pro Tyr Val lie Ser Phe lie Asn Ser Phe Val Asn Val Val 
145 150 155 160 
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u , BPhp cvs AS p Ser Asn Val Val Arg His Phe 
Trp Met Ser Arg Leu His Phe Cys Asp & 1?5 
165 x 

Ph e cy. , S p T„r ser Pro U. «u ». «. ser c yB « *»P ~ t»r 

180 185 



Asp He Glu lie Met He His lie Leu . ^ 



Ala Gly Ser Thr Leu Met Val 

lie net- j-j.^ 

155 200 

« «u H. - Ue ser f . « Tyr ™1 ser He ». Ser T *r U . 

210 21b 

rln TlV « zxla Leu Ser Thr Cys 
Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala ^ 

225 230 

A la Ser His Leu Leu Gly Val Thr Xle Phe Tyr Gly Thr Met He Phe 
245 ^ 

^ n tvs Ser Tyr Ser Leu Gly Arg Asp Gin Val 
Thr Tyr Leu Lys Pro Arg Lys Ser iyr ^ 

260 z ^ 

rr-v tip val He Pro Met Leu Asn Pro Leu He 
Ala Ser Val Phe Tyr Thr He Val He Pro ^ 

275 280 

Iyt ser L- « S *sn L y= «. V.1 W » «• ^ ^ ^ 

290 295 

Gin Arg Arg Gin Asp Ser Arg 
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<210> 63 

<211> 951 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • - < 948 > 

<223> 



<400> 63 ^ ttt a tt ctt aca ggt 

»? S S « - S S E S SS - U. «r „ y 

1 5 10 

gtc tct age tgt cca gag etc cag att ccc etc ttc ctg gtc ttt ctg 
val Ser Ser Cys Pro Glu Leu Gin He Pro Leu Phe ^ 
20 25 

aac ctg ggc ate ate acc etc 



48 



96 



144 



gtg etc tat ggg ctg acc atg gca ggg 
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Val Leu Tyr 
35 

acc agt gtt 
Thr Ser Val 
50 

cat ctg get 
His Leu Ala 
65 

atg ctg att 
Met Leu lie 



tgt gec acc 
Cys Ala Thr 



ate atg ctg 
lie Met Leu 
115 

cct ctg ctg 
Pro Leu Leu 
130 

gtc tec etc 
Val Ser Leu 
145 

tct tat gta 
Ser Tyr Val 



ttt tac tgt 
Phe Tyr Cys 



tac tta cca 
Tyr Leu Pro 
195 

ggt tec ttg 
Gly Ser Leu 
210 

att tta aaa 
lie Leu Lys 
225 

tgt get tea 
Cys Ala Ser 



ttc atg tat 
Phe Met Tyr 



aag atg get 
Lys Met Ala 



Gly Leu Thr 



gac tct cga 
Asp Ser Arg 



etc att aat 
Leu lie Asn 
70 

aac ttt tta 
Asn Phe Leu 
85 

caa ctg gga 
Gin Leu Gly 
100 

get ttg atg 
Ala Leu Met 



tac atg gtg 
Tyr Met Val 



aca tac etc 
Thr Tyr Leu 
150 

ttc tct gtg 
Phe Ser Val 
165 

gat aat gtt 
Asp Asn Val 
180 

gaa aca gtt 
Glu Thr Val 



att ata gtt 
He He Val 



ata tgt tea 
He Cys Ser 
230 

cat atg atg 
His Met Met 
245 

gtg cag ccc 
Val Gin Pro 
260 

tct gtg ttt 
Ser Val Phe 



Met Ala Gly 
40 

ctt caa acc 
Leu Gin Thr 
55 

ctt ggt aac 
Leu Gly Asn 



gta aag aag 
Val Lys Lys 



ggg ttc ttg 
Gly Phe Leu 
105 

gec tgt gac 
Ala Cys Asp 
120 

gtg gtg tct 
Val Val Ser 
135 

tat ggc ttt 
Tyr Gly Phe 



tct tat tgc 
Ser Tyr Cys 



cct ctg tta 
Pro Leu Leu 
185 

gtc ttt ata 
Val Phe He 
200 

eta gta tct 
Leu Val Ser 
215 

tea gaa gga 
Ser Glu Gly 



gca gtc aca 
Ala Val Thr 



cga agt aac 
Arg Ser Asn 
265 

tac acg ttg 
Tyr Thr Leu 



Asn Leu Gly 



ccc atg tac 
Pro Met Tyr 
60 

tct act gtc 
Ser Thr Val 
75 

aaa act acc 
Lys Thr Thr 
90 

ttc ttt att 
Phe Phe He 



cgc tat gtg 
Arg Tyr Val 



egg egg etc 
Arg Arg Leu 
140 

tct aca get 
Ser Thr Ala 
155 

tct tct aat 
Ser Ser Asn 
170 

gca tta tct 
Ala Leu Ser 



tct gca gca 
Ser Ala Ala 



tat ttc aat 
Tyr Phe Asn 
220 

agg aaa aaa 
Arg Lys Lys 
235 

att ttt tat 
lie Phe Tyr 
250 

cat tea ttg 
His Ser Leu 



gta att cct 
Val He Pro 



He He Thr 
45 

ttt ttc ctg 
Phe Phe Leu 



att gee cct 
He Ala Pro 



tea ttc tat 
Ser Phe Tyr 
95 

gta teg gag 
Val Ser Glu 
110 

get att tgt 
Ala He Cys 
125 

tgc etc ctg 
Cys Leu Leu 



att gtg gtt 
He Val Val 



ata ate aat 
He He Asn 
175 

tgc tct gat 
Cys Ser Asp 
190 

aca aat gtg 
Thr Asn Val 
205 

att gtt ttg 
He Val Leu 



gec ttt tct 
Ala Phe Ser 



ggg aca ttg 
Gly Thr Leu 
255 

gat act gat 
Asp Thr Asp 
270 

atg ctg aat 
Met Leu Asn 



Leu 



caa 192 
Gin 



aaa 240 

Lys 

80 

gaa 288 
Glu 



gta 336 
Val 



aac 384 
Asn 



ctg 432 
Leu 



tea 480 

Ser 

160 

cat 528 
His 



act 576 
Thr 



gtt 624 
Val 



tct 672 
Ser 



acc 720 

Thr 

240 

eta 768 
Leu 



gat 816 
Asp 



ccc 864 
Pro 
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ttg ate tac age etg agg aat aag gat gg aag act get eta eag aga 

Leu He Tyr Ser Leu Arg A n by * 3qq 



295 

190 



*. 4-„^ hat tec ttt aaa aca atg taa 
ttc atg aea aat etg tgc tat tee ^ ^ 

Phe Met Thr Asn Leu Cys iyr ^ 
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<210> 64 

<211> 316 

<212> PRT 

<213> Homo Sapiens 



rL."ro «. - - ™ VaX Thr .X. - »« - If 

1 5 



pl TM1 Gln ne Pro Leu Phe Leu Val Phe Leu 
Cys Pro Glu Leu Gin x±e v 3Q 

Leu Gly He He Thr Leu 



Val Ser Ser ^ 25 

20 



912 



951 



val L~ Tyr «y -» «r «« ^ *" « 

35 

Thr s „ va, „ « « 9 - - ~ - If « "» °" 

Hi , *l, ». xx. » - »'» S « ^ ^ " - 

65 

« xx. » ~ - »x - - - ~ - X 

85 

C AXa Thr CX„ OXV OXV - - - «' ^ £ ^ 

100 

Ile « „. «. «. »« ». %l »P - ^ vax S xxe cy. « 

115 120 

Met Val Val val Ser Arg Arg Leu Cys Leu ^ Leu 
Pro Leu Leu Tyr Met Val vai ^ 

130 135 
VI1 s .r ^ « ». «. TV, OXV Phe s.r Thr XX. VaX VaX S.r 

145 

*™ tip He Asn His 
s.r Tyr vax Ph. S.r V»X S.r Tyr cy s ser S.r » 
165 
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Phe Tyr Cys Asp Asn Val Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 



Tyr Leu Pro Glu Thr Val Val Phe lie Ser Ala Ala Thr Asn Val Val 
195 200 205 



Gly Ser Leu lie lie Val Leu Val Ser Tyr Phe Asn He Val Leu Ser 
210 215 220 



He Leu Lys He Cys Ser Ser Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Met Met Ala Val Thr He Phe Tyr Gly Thr Leu Leu 
245 250 255 



Phe Met Tyr Val Gin Pro Arg Ser Asn His Ser Leu Asp Thr Asp Asp 
260 265 270 



Lys Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro 
275 280 285 



Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Thr Ala Leu Gin Arg 
290 295 300 



Phe Met Thr Asn Leu Cys Tyr Ser Phe Lys Thr Met 
305 310 315 



<210> 65 

<211> 987 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (984) 

<223> 



<400> 65 

atg aag ctg tgg atg gag agt cac ctg ata gtc cca gaa acc cgt ccc 48 

Met Lys Leu Trp Met Glu Ser His Leu He Val Pro Glu Thr Arg Pro 
15 10 15 

age cca agg atg atg agt aac cag acg ttg gta acc gag ttc ate ctg 96 

Ser Pro Arg Met Met Ser Asn Gin Thr Leu Val Thr Glu Phe He Leu 
20 25 30 

ca g ggc ttt teg gag cac cca gaa tac egg gtg ttc tta ttc age tgt 144 

Gin Gly Phe Ser Glu His Pro Glu Tyr Arg Val Phe Leu Phe Ser Cys 
35 40 45 
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145 

♦-r. hnr acc qtc aac acg gcc ate 
ggg «, 9 c= «a gcc £9 t» ctj =tc ^ La v ^ flon Tbt „ Ile 

Gly Leu Ala Thr Ala Val iry 17 b 
165 

tat qqc ccc aat gtc att 

s: £ S? 2 2 2 S 2 ; S 2 3. S, ~ » n. 

180 

nt-a eta ctt etc tec tgc age 
ate cat ttc ttc tgc gag gtc cct ccc cj, ^ ^ Qys Ser 
He His Phe Phe Cys Glu Val Pro 2Q5 
195 

v ^t- ate ctq gcg gat get ttc tac 
tcc acc tac gtc aac ggt gtc atg att gtc c^g gj. ^ ^ phe Tyr 
Ser Thr Tyr Val Asn Gly Val Met ^ 
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245 

r« s s: £ 2 s°. 2 2 2 2 s 2 ^ i s £ 

260 

™ ate tct ggc tac age gca ggg aag 
gtc tte tac gee tac ata age ccg gtc tct gg ^ ^ Qly Lys 

Val Phe Tyr Ala Tyr He Ser Pro 285 

7 ,t qqc ctg ctg tac act gtg ctg agt cct ace etc aac 
age aag ttg get ggc ctg u y 



336 
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432 



576 



624 



672 
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Ser Lys Leu Ala Gly Leu Leu Tyr Thr Val Leu Ser Pro Thr Leu Asn 
290 295 300 

ccc etc ate tat act ttg aga aac aag gag gtc aaa gca gec etc agg 960 

Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Lys Ala Ala Leu Arg 
305 310 315 320 

aag ctt ttc cct ttc ttc aga aat taa 987 

Lys Leu Phe Pro Phe Phe Arg Asn 
325 



<210> 66 

<211> 328 

<212> PRT 

<213> Homo Sapiens 

<400> 66 

Met Lys Leu Trp Met Glu Ser His Leu lie Val Pro Glu Thr Arg Pro 
15 10 15 



Ser Pro Arg Met Met Ser Asn Gin Thr Leu Val Thr Glu Phe He Leu 
20 25 30 



Gin Gly Phe Ser Glu His Pro Glu Tyr Arg Val Phe Leu Phe Ser Cys 
35 40 45 



Phe Leu Phe Leu Tyr Ser Gly Ala Leu Thr Gly Asn Val Leu He Thr 
50 55 60 



Leu Ala He Thr Phe Asn Pro Gly Leu His Ala Pro Met Tyr Phe Phe 
65 70 75 80 



Leu Leu Asn Leu Ala Thr Met Asp He He Cys Thr Ser Ser He Met 
85 90 95 



Pro Lys Ala Leu Ala Ser Leu Val Ser Glu Glu Ser Ser He Ser Tyr 
100 105 110 



Gly Gly Cys Met Ala Gin Leu Tyr Phe Leu Thr Trp Ala Ala Ser Ser 
115 120 125 



Glu Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Ala Ala He 
130 135 140 



Cys His Pro Leu His Tyr Ser Ser Met Met Ser Lys Val Phe Cys Ser 
145 150 155 160 



Gly Leu Ala Thr Ala Val Trp Leu Leu Cys Ala Val Asn Thr Ala He 
165 170 175 
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180 

„ .in Val Pro Pro Leu Leu Leu Leu Ser Cys Ser 
Ile His Phe Phe Cys Glu Val Pro Pr ^ 

195 

m Va l Met lie Val Leu Ala Asp Ala Phe Tyr 
Ser Thr Tyr Val Asn Gly Val Met lie ^ 

210 2 
%l lle «a «n - - ~ ^ HI ™ ^ IU ». 

« « n. ». v., W ~ «. xrp 1, «n ^ £ 

245 

■ t Thr val val Cys Met Tyr Tyr Thr Ala 
Ser Thr Cys Ser Ser His Leu Thr Val va y ^ 
260 ^ b 

, , Tie Ser Pro val Ser Gly Tyr Ser Ala Gly Lys 
Val Phe Tyr Ala Tyr lie Ser Pro ^ 



275 



Ma Gly L e» T YI Th. V.1 Leu «r Pro »r «. - 



Ser Lys Leu 

290 2ys> 



305 



Glu Val Lys Ala Ala Leu Arg 

310 



Pro Leu lie Tyr Thr Leu Arg Asn Lys Glu va- 



Lys Leu Phe Pro Phe Phe Arg Asn 
1 325 
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<213> Homo Sapiens 



<220> 
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ctt etc ttc gga gec ate ctg etc ate tat gec ata aca gtg gtg ggc 144 

Leu Leu Phe Gly Ala lie Leu Leu lie Tyr Ala lie Thr Val Val Gly 
35 40 45 

aac ttg gga atg atg gca etc ate ttc aca gac tec cat etc caa age 192 

Asn Leu Gly Met Met Ala Leu He Phe Thr Asp Ser His Leu Gin Ser 

50 55 60 

cca atg tat ttc ttc etc aat gtc etc teg ttt ctt gat att tgt tac 240 

Pro Met Tyr Phe Phe Leu Asn Val Leu Ser Phe Leu Asp He Cys Tyr 

65 70 75 80 

tct tct gtg gtc aca cct aag etc ttg gtc aac ttc ctg gtc tct gac 288 

Ser Ser Val Val Thr Pro Lys Leu Leu Val Asn Phe Leu Val Ser Asp 
85 90 95 

aag tec ate tct ttt gag ggc tgt gtg gtc cag etc gee ttc ttt gta 336 

Lys Ser He Ser Phe Glu Gly Cys Val Val Gin Leu Ala Phe Phe Val 
100 105 110 

gtg cat gtg aca get gag age ttc ctg ctg gee tec atg gec tat gac 384 

Val His Val Thr Ala Glu Ser Phe Leu Leu Ala Ser Met Ala Tyr Asp 
115 120 125 

cgc ttc eta gec ate tgt caa ccc etc cat tat ggt tct ate atg acc 432 

Arg Phe Leu Ala He Cys Gin Pro Leu His Tyr Gly Ser He Met Thr 

130 135 140 

a 99 999 acc etc cag ctg gta get gtg tec tat gca ttt ggt gga 480 

Arg Gly Thr Cys Leu Gin Leu Val Ala Val Ser Tyr Ala Phe Gly Gly 

145 150 155 160 

gee aac tec get ate cag act gga aat gtc ttt gec ctg cct ttc tgt 528 

Ala Asn Ser Ala He Gin Thr Gly Asn Val Phe Ala Leu Pro Phe Cys 
165 170 175 

ggg ccc aac cag eta aca cac tac tac tgt gac ata cca ccc ctt etc 576 

Gly Pro Asn Gin Leu Thr His Tyr Tyr Cys Asp He Pro Pro Leu Leu 
180 185 190 

cac ctg get tgt gee aac aca gec aca gca aga gtg gtc etc tat gtc 624 

His Leu Ala Cys Ala Asn Thr Ala Thr Ala Arg Val Val Leu Tyr Val 
195 200 205 

ttt tct get ctg gtc acc ctt ctg cct get gca gtc att etc acc tec 672 

Phe Ser Ala Leu Val Thr Leu Leu Pro Ala Ala Val He Leu Thr Ser 

210 215 220 

tac tgc ttg gtc ttg gtg gec att ggg agg atg cgc tea gta gca ggg 720 

Tyr Cys Leu Val Leu Val Ala He Gly Arg Met Arg Ser Val Ala Gly 

225 230 235 240 

a 99 9 a 9 aa 9 9 ac ctc tcc act fc 9t 9 CC tcc cac ttt ctg gec att gee 768 

Arg Glu Lys Asp Leu Ser Thr Cys Ala Ser His Phe Leu Ala He Ala 
245 250 255 

att ttc tat ggc acc gtg gtt ttc acc tat gtt cag ccc cat gga tct 816 

He Phe Tyr Gly Thr Val Val Phe Thr Tyr Val Gin Pro His Gly Ser 
260 265 270 
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t-r- ttc tac acc ate ata 
act aac .at acc aat ggc ca. gt. gtg tec gtc ^ ^ ^ Ile 
Th r Asn Asn Thr Asn Gly Gin Val 285 
275 - 80 

- nnr etc cqc aac aag gag g fc 9 

ir. e » s ss - - i - - ~ - s - LY6 Glu val 
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Lys Gly Ala Leu Gin Arg i>y ^ 
305 3 



<210> 68 

<211> 319 

<212> PRT 

<213> Homo Sapiens 

r«rL t 6 L «, «lu ». »a M. *r «.» - His Tfr Pro vaa 

1 5 

Thr Lys « ». - o*. «y H- ser » Tyr no »» «u In «. 

20 /b 

ti* Tvr Ala Ile Thr Val Val Gly 
L eu Leu Phe Gly Ala He Leu Leu He Tyr Ala ^ 

35 

Tl D> _ Thr Asp ser His hen Gin Ser 
Asn Leu Gly Met Met Ala Leu He Phe Thr Asp ^ 

50 55 

Ua i Teu Ser Phe Leu Asp He Cys Tyr 
Pro Met Tyr Phe Phe Leu Asn Val Leu Ser P 8Q 

65 70 

, ^ i>™ Tvs Leu Leu Val Asn Phe Leu Val Ser Asp 
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Tyr Pro 
50 

ctg aca 
Leu Thr 
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gat tea 
Asp Ser 



ttc atg 
Phe Met 



aac ttg 
Asn Leu 



cag atg 
Gin Met 
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gec gtg 
Ala Val 
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tac tec 
Tyr Ser 



tec tgg 
Ser Trp 



ctg cag 
Leu Gin 



att ctg 
lie Leu 
210 

acc ate 
Thr lie 
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tta gtt 
Leu Val 



acc tea 
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ttg act 
Leu Thr 



aag cct 
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acg etc 
Thr Leu 



cgc ctt 
Arg Leu 



gat att 
Asp lie 
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ctg tea 
Leu Ser 
115 

tat ctg 
Tyr Leu 



atg gca 
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gtg acg 
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tat gac 
Tyr Asp 
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atg aac 
Met Asn 
165 

ggt tgc 
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gtg gtc 
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55 
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ccc atg 
Pro Met 



aca tct 
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120 

gee atg 
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Tyr Ser lie lie Met Asn Arg Cys Val Cys Ala Arg Met Ala Thr Val 
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Ser Trp Val Thr Gly Cys Leu Thr Ala Leu Leu Glu Thr Ser Phe Ala 
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Leu Gin lie Pro Leu Cys Gly Asn Leu lie Asp His Phe Thr Cys Glu 
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lie Leu Ala Val Leu Lys Leu Ala Cys Thr Ser Ser Leu Leu Met Asn 
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260 265 270 



Leu Thr Val Val He Leu Tyr Tyr Gly Ala Ala Leu Ser Met Tyr Leu 
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Leu Tyr Gly Val Leu Thr Pro Met Leu Asn Pro He He Tyr Ser Leu 
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etc ttc agt cac tea gga tea cgc cag etc etc ttc tec ctg gtg get 96 

Leu Phe Ser His Ser Gly Ser Arg Gin Leu Leu Phe Ser Leu Val Ala 
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Trp Thr Gly Gly Leu Leu His Ser Met ± ^ 
165 

Gln t =u Pro Phe cy. Gly Pro ». v.1 He «n ». Phe Met Cya *sp 
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180 185 190 



Leu Tyr Pro Leu Leu Glu Leu Ala Cys Thr Asp Thr His lie Phe Gly 
195 200 205 



Leu Met Val Val lie Asn Ser Gly Phe lie Cys lie lie Asn Phe Ser 
210 215 220 



Leu Leu Leu Val Ser Tyr Ala Val lie Leu Leu Ser Leu Arg Thr His 
225 230 235 240 



Ser Ser Glu Gly Arg Trp Lys Ala Leu Ser Thr Cys Gly Ser His lie 
245 250 255 



Ala Val Val He Leu Phe Phe Val Pro Cys He Phe Val Tyr Thr Arg 
260 265 270 



Pro Pro Ser Ala Phe Ser Leu Asp Lys Met Ala Ala He Phe Tyr He 
275 280 285 



He Leu Asn Pro Leu Leu Asn Pro Leu He Tyr Thr Phe Arg Asn Lys 
290 295 300 



Glu Val Lys Gin Ala Met Arg Arg He Trp Asn Arg Leu Met Val Val 
305 310 315 320 



Ser Asp Glu Lys Glu Asn He Lys Leu 
325 



<210> 


85 














<211> 


936 














<212> 


DNA 














<213> 


Homo 


Sapiens 












<220> 
















<221> 


CDS 














<222> 


(1) . 


. (933) 












<223> 
















<400> 


85 














atg aga 


aga 


aac tgc 


a eg 


ttg 


gtg 


act 


gag 


Met Arg 


Arg 


Asn Cys 


Thr 


Leu 


Val 


Thr 


Glu 


1 




5 










10 


acc agt 


cgc 


egg gaa 


tta 


caa 


att 


etc 


etc 


Thr Ser 


Arg 


Arg Glu 


Leu 


Gin 


He 


Leu 


Leu 






20 








25 





15 



30 



48 



96 



att tac atg gtc acg gtg gca ggg aac ctt ggc atg att gtc etc ate 144 
He Tyr Met Val Thr Val Ala Gly Asn Leu Gly Met He Val Leu He 
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45 

35 40 

«.„ or-r ata tac ttt ttc ctg age cac 
cag gec aac gec tgg etc cac atg ^ phe phe Leu Ser H » 

Gin Ala Asn Ala Trp Leu His Met f ^ 

50 55 ^ a 

tta tee tte gtg gat ctg tgc ttc tct tec aat gtg act cca aag a g 
Leu Ser Phe Val Asp Leu Cys Phe ser B0 
65 70 fc t 

- is :r. s s z is is £ s u« s s - s £ 

85 

ctt gtg eag tgt tac ett ttt ate gec ttg gtc eat gtt gag ate tac 
L eu Val Gin Cys Tyr Leu Phe He Ala Le ^ 
100 

ate ctg get gtg atg gee ttt gac egg tac atg gee ate tgc aac cat 
He Leu Ala Val Met Ala Phe Asp Arg y ^ 
115 

SS £ S & S S E - 5! S f.I | - E - - 

130 135 

^ rtr act qqc ctg atg gag acc atg 
S E? S E !2 - S S S Thr y - Met Glu T hr Met 

tgg aee tae aac eta gee ttc tgt ggc ccc aat gaa att aat cac 

Trp Thr Tyr Asn Leu Ala Phe Cys Gly F 1?5 
165 

t .c tgl 9 c 9 g »c ==, cc, «j «t „■ ctj g £ « gjc »= «c 

Tyr Cys Ala Asp Pro Pro Leu lie Ly^_ ^ 

aac aag gag ttg tea atg ttt att f g get ggc tgg aac ctt tct ttt 
Asn Lys Glu Leu Ser Met Phe lie va ^ 
195 

~ £ S2 S S 5 S S S S S S ~ S S S 

£ S £ S E S ff. S5 s - i s - - - 1- 

"° "° °„" B £ S S SS £ IS £ £ K S S »j 

Gly Ser Hxs Leu Tnr hj.* 2bb 
245 

atg tat etc aga ccc ccc tea aag gaa tct gtt gaa cag ggt aaa atg 
Met Tyr Leu Arg Pro Pro Ser Lys Glu Ser Va ^ 
260 ^ 

ti s r»i £ s s - - - ™ s i ™ " e 

275 280 



192 



240 



288 



336 



384 



432 



480 



52£ 



576 



624 



672 



720 



768 



816 



864 
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tat age ctt aga aat aaa aat gta aaa gaa gca tta ate aaa gag ctg 
Tyr Ser Leu Arg Asn Lys Asn Val Lys Glu Ala Leu He Lys Glu Leu 
290 295 300 



912 



tea atg aag ata tac ttt tct taa 
Ser Met Lys He Tyr Phe Ser 
305 310 



936 



<210> 86 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 86 

Met Arg Arg Asn Cys Thr Leu Val Thr Glu Phe He Leu Leu Gly Leu 
15 10 15 



Thr Ser Arg Arg Glu Leu Gin He Leu Leu Phe Thr Leu Phe Leu Ala 
20 25 30 



He Tyr Met Val Thr Val Ala Gly Asn Leu Gly Met He Val Leu He 
35 40 45 



Gin Ala Asn Ala Trp Leu His Met Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 



Leu Ser Phe Val Asp Leu Cys Phe Ser Ser Asn Val Thr Pro Lys Met 
65 70 75 80 



Leu Glu He Phe Leu Ser Glu Lys Lys Ser He Ser Tyr Pro Ala Cys 
85 90 95 



Leu Val Gin Cys Tyr Leu Phe He Ala Leu Val His Val Glu He Tyr 
100 105 110 



He Leu Ala Val Met Ala Phe Asp Arg Tyr Met Ala He Cys Asn Pro 
115 120 125 



Leu Leu Tyr Gly Ser Arg Met Ser Lys Ser Val Cys Ser Phe Leu He 
130 135 140 



Thr Val Pro Tyr Val Tyr Gly Ala Leu Thr Gly Leu Met Glu Thr Met 
145 150 155 160 



Trp Thr Tyr Asn Leu Ala Phe Cys Gly Pro Asn Glu He Asn His Phe 
165 170 175 
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^ c yB ». «P «o Pro ». y - c y6 ■« .sp »r ^r 

180 

M W . «. «« - * - - «X °» - £ °" 

195 



.1. Cy S ... «r Tyr «. Tyr II. «- Pro «, He 

215 ^ U 

ne 6rg seI Ihr ,iu oly «g 1. £ - - s « Thr 3; 

230 

„ i Thr He Phe Tyr Ala Thr Leu Phe Phe 
Leu Thr Ala Val Thr lie Pne ly ^ 



Ser Leu Phe 
210 



Gly Ser His Leu inx — 25Q 

245 

n Tv « rlu Ser Val Glu Gin Gly Lys Met 
Met Tyr Leu Arg Pro Pro Ser Lys Glu V ^ 

260 

^ ^=,1 tip Pro Met Leu Asn Leu He He 
Val Ala Val Phe Tyr Thr Thr Val He M ^ 

275 

Tyr s«r ... «, «. » -i ^ - ». - n. «i. - 

290 295 



ser Met Lys lie Tyr Phe Ser 
305 310 



<210> 87 

<211> 924 

<212> UNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • * < 921) 

<223> 



5- s S S S S S S S 3 S £ = 
S S S E S = 55 = * - S " : S ST ~ ~ 

20 

tac .to ate acc at 9 »c aat ate ggc atg at, jg tt. ate aag 



^ ne lie Thr Met Val Gly Asn lie .xy ^ ^ 

ctt aac aac ccc atg tac ttt ttc etc agt cac ttg 



35 

gtc agt cct cag 



48 



96 



144 



192 



130 



WO 02/24726 



PCT/BE01/00162 



Val Ser Pro 
50 

tea ttt gtt 
Ser Phe Val 
65 

gaa aac ctg 
Glu Asn Leu 



gta cag tgt 
Val Gin Cys 



ctt get gcg 
Leu Ala Ala 
115 

ctt tat ggc 
Leu Tyr Gly 
130 

ttc cct tac 
Phe Pro Tyr 
145 

act tac ggc 
Thr Tyr Gly 



tgt gca gat 
Cys Ala Asp 



aaa gaa tat 
Lys Glu Tyr 
195 

ctg act gta 
Leu Thr Val 
210 

cga atg cgc 
Arg Met Arg 
225 

tec cat ctg 
Ser His Leu 



tat etc aga 
Tyr Leu Arg 



get gtg ttc 
Ala Val Phe 
275 

agt ctg agg 
Ser Leu Arg 



Gin Leu Asn 



gat gtg tgg 
Asp Val Trp 
70 

ttt tea gat 
Phe Ser Asp 
85 

ttc ttc ttc 
Phe Phe Phe 
100 

atg gee ttt 
Met Ala Phe 



agt aaa atg 
Ser Lys Met 



att tat ggt 
lie Tyr Gly 
150 

ttg tac ttc 
Leu Tyr Phe 
165 

cca cct etc 
Pro Pro Leu 
180 

aca atg ate 
Thr Met lie 



att ate ate 
He He He 



tea gca gaa 
Ser Ala Glu 
230 

aca get gtc 
Thr Ala Val 
245 

cgt ccc aca 
Arg Pro Thr 
260 

tat acc aca 
Tyr Thr Thr 



aac aag gat 
Asn Lys Asp 



Asn Pro Met 
55 

ttt tct tec 
Phe Ser Ser 



aaa aaa aca 
Lys Lys Thr 



att get ctt 
He Ala Leu 
105 

gat aga tac 
Asp Arg Tyr 
120 

tea agg gtt 
Ser Arg Val 
135 

ttt ctg acg 
Phe Leu Thr 



tgt gga aaa 
Cys Gly Lys 



ate aaa atg 
He Lys Met 
185 

ata ctt gec 
He Leu Ala 
200 

tct tac tta 
Ser Tyr Leu 
215 

gga agg cag 
Gly Arg Gin 



att ata ttc 
lie He Phe 



gag gag tct 
Glu Glu Ser 
265 

gtg ate ccc 
Val He Pro 
280 

gtg aaa aag 
Val Lys Lys 



Tyr Phe Phe 
60 

aat gtc acc 
Asn Val Thr 
75 

att act tat 
He Thr Tyr 
90 

gtc cat gtg 
Val His Val 



atg gca att 
Met Ala He 



gtc tgt att 
Val Cys He 
140 

agt ctg gca 
Ser Leu Ala 
155 

att gag ate 
He Glu He 
170 

gee tgt gee 
Ala Cys Ala 



ggc att aac 
Gly He Asn 



ttc ate etc 
Phe He Leu 
220 

aag gee ttt 
Lys Ala Phe 
235 

tat ggt act 
Tyr Gly Thr 
250 

gtg gag cag 
Val Glu Gin 



atg ttg aat 
Met Leu Asn 



gee atg atg 
Ala Met Met 



Leu Ser His 



cct aaa atg 
Pro Lys Met 



get ggt tgt 
Ala Gly Cys 
95 

gaa att ttt 
Glu He Phe 
110 

ggg aat cct 

Gly Asn Pro 
125 

cga ctg att 

Arg Leu He 



gca aca tta 
Ala Thr Leu 



aac cat ttc 
Asn His Phe 
175 

ggg acc ttt 
Gly Thr Phe 
190 

ttc aca tat 
Phe Thr Tyr 
205 

att gee att 
He Ala He 



tec aca tgt 
Ser Thr Cys 



ctg ate ttc 
Leu He Phe 
255 

ggg aag atg 
Gly Lys Met 
270 

ccc atg ate 
Pro Met lie 
285 

aaa gtg ate 
Lys Val lie 



Leu 



ttg 240 

Leu 

80 

tta 288 
Leu 



att 336 
He 



ctg 384 
Leu 



act 432 
Thr 



tgg 480 

Trp 

160 

tac 528 
Tyr 



gta 576 
Val 



tec 624 
Ser 



ctg 672 
Leu 



ggg 720 

Gly 

240 

atg 768 
Met 



gtg 816 
Val 



tac 864 
Tyr 



age 912 
Ser 
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290 



295 



aga tea tgt taa 
Arg Ser Cys 
305 



PCT/BEO 1/00 162 



300 



924 



<210> 88 

<211> 307 

<212> PRT 

<213> Homo Sapiens 



l„ Phe a, »p V.1 Thr CI. «« II. «« - G ^ ™ 



Met Leu Asn Fne im- — 1Q 

1 



_ - Q rip T i e phe Leu Val Val 
Ser Arg Arg Glu Trp Gin Val Leu Phe Phe He 
20 ^ 

-ri « mp<- Met Val Leu He Lys 

Tyr lie lie Thr Met Val Gly Ab» Ha Gly Met 

35 

Drn Met T vr Phe Phe Leu Ser His Leu 
val Ser Pro Gin Leu Asn Asn Pro Met Tyr ^ 

50 55 

m, c^r- qer Asn Val Thr Pro Lys Met Leu 
Ser Phe Val Asp Val Trp Phe Ser Ser Asn 8Q 

65 70 

Thr He Thr Tyr Ala Gly Cys Leu 
Glu Asn Leu Phe Ser Asp Lys Lys Thr lie Th y ^ 

85 

vi «■ cys «• ^ *- u. - ~ *" ™ al » S 

100 XU3 



„» Ala Al. M.t 1. PK« Asp ^ »« Al, .1. S - - - 

115 1 

„ W «y - ^ - - «« ™ M C - 3*. " 

130 13 

lie Tyr Gly Phe Leu Thr Ser Leu Ala Ala Thr Leu Trp 



Phe Pro Tyr 

150 

145 XD 

Thr Tyt Gly wu ^ Phe cys cly n; «» XL «. His ». Tyr 

165 x ' 

M . . la rvs Ala Gly Thr Phe Val 
Cys Ala Asp Pro Pro Leu lie Lys Met Ala Cys 
180 ^ 
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Lys Glu Tyr Thr Met lie lie Leu Ala Gly lie Asn Phe Thr Tyr Ser 
195 200 205 



Leu Thr Val lie lie lie Ser Tyr Leu Phe lie Leu lie Ala lie Leu 
210 215 220 



Arg Met Arg Ser Ala Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Gly 
225 230 235 240 



Ser His Leu Thr Ala Val lie lie Phe Tyr Gly Thr Leu lie Phe Met 
245 250 255 



Tyr Leu Arg Arg Pro Thr Glu Glu Ser Val Glu Gin Gly Lys Met Val 
260 265 270 



Ala Val Phe Tyr Thr Thr Val lie Pro Met Leu Asn Pro Met lie Tyr 
275 280 285 



Ser Leu Arg Asn Lys Asp Val Lys Lys Ala Met Met Lys Val lie Ser 
290 295 300 



Arg Ser Cys 
305 



<210> 89 

<211> 918 

<212> DNA 

<2 13 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (915) 

<223> 



<400> 89 

atg tec aac aca aat ggc agt gca ate aca gaa ttc att tta ctt ggg 48 

Met Ser Asn Thr Asn Gly Ser Ala lie Thr Glu Phe lie Leu Leu Gly 
15 10 15 

etc aca gat tgc ccg gaa etc cag tct ctg ctt ttt gtg ctg ttt ctg 96 

Leu Thr Asp Cys Pro Glu Leu Gin Ser Leu Leu Phe Val Leu Phe Leu 
20 25 30 

gtt gtt tac etc gtc acc ctg eta ggc aac ctg ggc atg ata atg tta 144 

Val Val Tyr Leu Val Thr Leu Leu Gly Asn Leu Gly Met lie Met Leu 
35 40 45 

atg aga ctg gac tct cgc ctt cac acg ccc atg tac ttc ttc etc act 192 

Met Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
50 55 60 
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aa c tta 9 cc ttt f t «. g - »« - E K S S £ 

Asn Leu Ala Phe Val Asp Leu Cys Tyr 80 

65 70 

+-tt act ggt tgc 

.tg tc g act aat at= £. tct « -9 *« ^ ^ w 

Met Ser Thr Asn He Val Ser biu y 95 
B5 

S S = c| £ S S S E S 2 S £ E S £ 
£ 2 S S S E £ 5 S - « E £ - S " 

115 

r-r, tec aqq aga gtt tgc ate tgc ttg gec 
ctg cgc tac agt gtg aaa acg tec agg ^ g^ ^ ^ Qys Leu Ala 
Leu Arg Tyr Ser Val Lys Tnr b ^ Q 
130 135 

„. r aa t qqa etc ttc cag gec ate 

£ E » ^ - £ S E S U S, - «n S; 

Z acc ttc c 3 c ct g acc ttc tot a g . tec J* £ c .to ,.c cac «c 

L eu Thr Phe Arg Leu Thr Phe Cys Arg fee^ ^ 

165 

tae tgt get gae ceg ccg etc att aag ctt tct tgt tct gat act 
Tyr Cys Ala Asp Pro Pro Leu He Lys l ^ 

tct act ggc ttc aac etc tec age 
gtc aaa gag eat gec atg ttc at. tct get gg ^ ^ Ser Ser 

Val Lys Glu His Ala Met Pne 2Q5 

tec etc acc ate gtc ttg gtg tec tat gec ttc att ctt get gee ate 

Ser Leu Thr He Val Leu Val Ser Tyr ax ^ 
210 215 

ti: s S°. E 3" s «« sj s s I s - ~ - S 

225 230 

tat aacr act etc ttt tgc 

sr y m s. 2 s £ SS s s e - s; - « - - 

245 

atg tat ata aga cea cca aca gat aag act gtt gag gaa tct aaa at a 
Met Tyr He Arg Pro Pro Thr Asp Lys Tnr ^ 
260 

at. 3 ct *= ttt t,c acc ttt g t 9 a f =c 3 £. ctt aat cc, tt, ate 

He Ala Val Phe Tyr Thr Phe Val Ser Pr ^ 

275 280 
tac agt ctg agg aat aaa gat gtg aag cag gec ttg aag aat gtc cj| 
Tyr Ser Leu Arg Asn Lys Asp Val Lys ^ 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



290 295 



864 



912 



918 



aga tga 
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Arg 
305 



<210> 90 

<211> 305 

<212> PRT 

<213> Homo Sapiens 

<400> 90 



Met Ser Asn Thr Asn Gly Ser Ala lie Thr Glu Phe lie Leu Leu Gly 
15 10 15 



Leu Thr Asp Cys Pro Glu Leu Gin Ser Leu Leu Phe Val Leu Phe Leu 
20 25 30 



Val Val Tyr Leu Val Thr Leu Leu Gly Asn Leu Gly Met lie Met Leu 
35 40 45 



Met Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
50 55 60 



Asn Leu Ala Phe Val Asp Leu Cys Tyr Thr Ser Asn Ala Thr Pro Gin 
65 70 75 80 



Met Ser Thr Asn lie Val Ser Glu Lys Thr lie Ser Phe Ala Gly Cys 
85 90 95 



Phe Thr Gin Cys Tyr lie Phe lie Ala Leu Leu Leu Thr Glu Phe Tyr 
100 105 110 



Met Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Tyr Asp Pro 
115 120 125 



Leu Arg Tyr Ser Val Lys Thr Ser Arg Arg Val Cys lie Cys Leu Ala 
130 135 140 



Thr Phe Pro Tyr Val Tyr Gly Phe Ser Asp Gly Leu Phe Gin Ala lie 
145 150 155 160 



Leu Thr Phe Arg Leu Thr Phe Cys Arg Ser Asn Val He Asn His Phe 
165 170 175 



Tyr Cys Ala Asp Pro Pro Leu He Lys Leu Ser Cys Ser Asp Thr Tyr 
180 185 190 



Val Lys Glu His Ala Met Phe He Ser Ala Gly Phe Asn Leu Ser Ser 
195 200 205 
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ser M Tte v.x ~ - « ^ »» - £ " a "* 

210 

M » Mg ne s« «. - «v *= hi. £ - - - HI 

225 ^ 3 

Gly s „ His ~ « - -I - ... £ ^ «y - - £ - 

245 

« Tyr ne « 9 P~ Pro - ~> - * ^ ^ £ ^ ^ 

260 



^, i c^-r Pro Val ijeu 

Ile Ala Val Phe Tyr Thr Phe Val Ser ^ 



Val Leu Asn Pro Leu He 

Phe Tyr Tnr fuc v ttJ . --- 

275 

Gin Ala Leu Lys Asn Val Leu 



Tyr ser Leu Arg Asn Lys Asp Val Lys 



300 

295 

290 



Arg 
305 



<210> 91 

<2H> 933 

<212> DNA 

<213> Homo Sapiens 

<220> 

<2 21> CDS 

<222> (1) • - ( 930) 

<223> 



<220> 

< 2 2 1 > mis cjeature 

<222> (378) (378) 

<22 3> unknown 



<220> 

<2 9i> misc_f eature 

<222> (436) ..(438) 

<223> unknown 



<220> 

<:221> misc_f eature 

<222> (443) . . (444) 

<223> unknown 



<400> 91 aca gaa ttt act etc ctg 999 ctg acc 

atg cct aat ttc acg gat gtg aca g 
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Met Pro Asn 
1 

tgt cgt cag 
Cys Arg Gin 



tac atg ate 
Tyr Met lie 
35 

ate agt cct 
lie Ser Pro 
50 

tct ttt gcg 
Ser Phe Ala 
65 

gaa aac tta 
Glu Asn Leu 



gtg cag tgc 
Val Gin Cys 



ctg get gtg 
Leu Ala Val 
115 

ctt tat ggc 
Leu Tyr Gly 
130 

gtg nnn tat 
Val Xaa Tyr 
145 

act tat ggc 
Thr Tyr Gly 



tgt gca gat 
Cys Ala Asp 



aaa gaa ate 
Lys Glu lie 
195 

etc teg gtg 
Leu Ser Val 
210 

cgc atg cgc 
Arg Met Arg 
225 

tec cac ttg 
Ser His Leu 



Phe Thr Asp 
5 

gag eta cag 
Glu Leu Gin 

20 

act ctg ttg 
Thr Leu Leu 



cag ctt cag 
Gin Leu Gin 



gac gtg tgc 
Asp Val Cys 
70 

tta tea gag 
Leu Ser Glu 
85 

tac ttt ttc 
Tyr Phe Phe 
100 

atg gec ttt 
Met Ala Phe 



agt aaa atg 
Ser Lys Met 



gnn tat gga 
Xaa Tyr Gly 
150 

tta tac ttc 
Leu Tyr Phe 
165 

ccc cct etc 
Pro Pro Leu 
180 

aca atg att 
Thr Met lie 



gtc etc ate 
Val Leu lie 



tct gee gat 
Ser Ala Asp 
230 

acg get gtt 
Thr Ala Val 



Val Thr Glu 



gtt etc ttt 
Val Leu Phe 
25 

gga aat att 
Gly Asn lie 
40 

agt ccc atg 
Ser Pro Met 
55 

ttc tec tec 
Phe Ser Ser 



aca aaa ace 
Thr Lys Thr 



att gee gtt 
lie Ala Val 
105 

gac agg tac 
Asp Arg Tyr 
120 

tct agg act 
Ser Arg Thr 
135 

ttc tct gtc 
Phe Ser Val 



tgt gga aac 
Cys Gly Asn 



ate cag att 
lie Gin lie 
185 

gtt att get 
Val lie Ala 
200 

tec tac act 
Ser Tyr Thr 
215 

ggc agg agg 
Gly Arg Arg 



tct atg ttt 
Ser Met Phe 



Phe Thr Leu 
10 

ttt gtg gtg 
Phe Val Val 



ggt atg ate 
Gly Met lie 



tac ttt ttc 
Tyr Phe Phe 
60 

aac gtt ace 
Asn Val Thr 
75 

att tec tat 
lie Ser Tyr 
90 

gtc cac gtg 
Val His Val 



atg gee ggc 
Met Ala Gly 



gtg tgt gtt 
Val Cys Val 
140 

age eta ata 
Ser Leu lie 
155 

ttt gaa ate 
Phe Glu lie 
170 

gee tgt ggg 
Ala Cys Gly 



gga att aac 
Gly He Asn 



etc att gta 
Leu He Val 
220 

aag gcg ttc 
Lys Ala Phe 
235 

tat ggg ace 
Tyr Gly Thr 



Leu Gly Leu 
15 

ttc eta gcg 
Phe Leu Ala 
30 

att ttg att 
He Leu He 
45 

ct 9 a Qt cat 
Leu Ser His 



ccc aaa atg 
Pro Lys Met 



gtg gga tgc 
Val Gly Cys 
95 

gag gtc tat 
Glu Val Tyr 
110 

tgc aan cct 
Cys Xaa Pro 
125 

egg etc ate 
Arg Leu He 



tgc aca eta 
Cys Thr Leu 



aat cac ttc 
Asn His Phe 
175 

aga gtg cac 
Arg Val His 
190 

ttc aca tat 
Phe Thr Tyr 
205 

gta get gtg 
Val Ala Val 



tec ace tgt 
Ser Thr Cys 



ccc ate ttc 
Pro He Phe 



Thr 



gtt 96 
Val 



age 144 
Ser 



ctg 192 
Leu 



ctg 240 

Leu 

80 

ttg 288 
Leu 



ate 336 
He 



ctg 384 
Leu 



tct 432 
Ser 



tgg 4 80 

Trp 

160 

tat 528 
Tyr 



ate 576 
He 



tec 624 
Ser 



eta 672 
Leu 



ggg 720 

Gly 

240 

atg 768 
Met 



137 
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255 



245 



M etc ao, » «= .« « £ £ & SS SS S°y « ^ 

Tyr Leu Arg Arg Pro Thr Glu Glu Ser ^ 
260 

«-« aft cct atg ttg aat ccc atg ate tac 
gc t gtg ttt tac acc aca gta att cct g g ^ ^ ^ Jle Tyr 
Ala Val Phe Tyr Thr Thr Val lie Pro ^ 

275 

nt-r* aac aaa gca ate acc 
agt ctg aga aat aag gat gta aaa gaa gca gt ^ ^ ^ ^ 

Ser Leu Arg Asn Lys Asp Val Lys Glu A ^ 



290 295 

aag aca tat gtg agg cag taa 
Lys Thr Tyr Val Arg Gin 
y 310 
305 



816 



864 



912 



933 



<210> 92 

<211> 310 

<212> PRT 

<213> Homo Sapiens 



<220> 

<221> misc_f eature 

till loctlo. l« stands for Lys, or Asn. 



<220> 

<221> misc_feature 

<222> (146).. (146) . ands for Lys , Asn, Arg, Ser, Thr, lie 

:^"o^~ ul Vil Gin, »L, P~. „«. . -op co,o», 

' Tyr, Trp, Cys, or Phe. 



<220> 

<221> misc_feature 

tit', location ». .tanas «- «». »p. «Y. «*■ « ™- 



<220> 

<221> misc_f eature 

<222> (378).. (378) 

<223> unknown 



<220> 

<021> misc_feature 

<222> (436) . . (438) 

<223> unknown 



<220> 

<221> misc_feature 

<222> (443) . . (444) 

<223> unknown 



rio^n Phe Thr Asp val Thr Glu Phe Thr Leu Leu Gly Leu Thr 



1 5 
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Cys Arg Gin Glu Leu Gin Val Leu Phe Phe Val Val Phe Leu Ala Val 
20 25 30 



Tyr Met He Thr Leu Leu Gly Asn He Gly Met He He Leu He Ser 
35 40 45 



He Ser Pro Gin Leu Gin Ser Pro Met Tyr Phe Phe Leu Ser His Leu 
50 55 60 



Ser Phe Ala Asp Val Cys Phe Ser Ser Asn Val Thr Pro Lys Met Leu 
65 70 75 80 



Glu Asn Leu Leu Ser Glu Thr Lys Thr He Ser Tyr Val Gly Cys Leu 
85 90 95 



Val Gin Cys Tyr Phe Phe He Ala Val Val His Val Glu Val Tyr He 
100 105 110 



Leu Ala Val Met Ala Phe Asp Arg Tyr Met Ala Gly Cys Xaa Pro Leu 
115 120 125 



Leu Tyr Gly Ser Lys Met Ser Arg Thr Val Cys Val Arg Leu He Ser 
130 135 140 



Val Xaa Tyr Xaa Tyr Gly Phe Ser Val Ser Leu He Cys Thr Leu Trp 
145 150 155 160 



Thr Tyr Gly Leu Tyr Phe Cys Gly Asn Phe Glu He Asn His Phe Tyr 
165 170 175 



Cys Ala Asp Pro Pro Leu He Gin lie Ala Cys Gly Arg Val His He 
180 185 190 



Lys Glu He Thr Met He Val He Ala Gly He Asn Phe Thr Tyr Ser 
195 200 205 



Leu Ser Val Val Leu He Ser Tyr Thr Leu He Val Val Ala Val Leu 
210 215 220 



Arg Met Arg Ser Ala Asp Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly 
225 230 235 240 



Ser His Leu Thr Ala Val Ser Met Phe Tyr Gly Thr Pro He Phe Met 
245 250 255 
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n„ rlu ser Val Glu Gin Gly Lys Met Val 
Tyr Leu Arg Arg Pro Thr Glu Glu Ser 2?0 
260 Zb 

^ Thr Val He Pro Met Leu Asn Pro Met lie Tyr 
Ala Val Phe Tyr Thr Thr Val lie v ^ 
275 280 

* lvs Glu Ala Val Asn Lys Ala He Thr 

Ser Leu Arg Asn Lys Asp Val Lys Glu A ^ 

290 

Lvs Thr Tyr Val Arg Gin 
305 310 



<210> 93 

<211> 933 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (D..O30) 

<223> 

<400> 93 aoa „ cc tct gaa ttc ate etc ctt gga 

atg 9^ aga aat aac eta aca aga tc g ^ ^ Lgu Leu Gly 

Met Gly Arg Asn Asn Leu Thr Arg Pro ^ 1& 
1 5 

etc tec tct ega eet gag gat cag aag ccg etc ttt get gtg ttc 
Leu Ser Ser Arg Pro Glu Asp Gin Lys *r ^ 
20 

«- ™ a aac ctq ctt ate ate ctg gee 
ccc ate tac =« •« aca gtg .» «> aac ^ ^ ^ ^ M . 

Pro He Tyr Leu He Thr va± ±± 45 

35 

£ S S K E £ E S2 S S SS S S E E S 

s a £ s s s s 3: £ s s s s s s s 

70 

" 9 f 9 S3 E s s e SS E S S n. S £ s IS 

Met Leu Val Asn Fne 
85 

Z 12 £ SS h« s - - i - - - - 1 - ~ 

100 

, ^ ccc ata tgt aat 

r 9 s: s s s £ "» s s £ " s 

Tyr Leu Leu Aia aj-* 125 
115 

^„ t- CTC tqt gtc ctg ctt 
cce tte eae tac ate acc att atg agt cae aga tgc tg 



48 



96 



144 



192 



240 



2B8 



336 



384 



432 
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Pro Phe His Tyr lie Thr lie Met Ser His Arg Cys Cys Val Leu Leu 

130 135 140 

ctg gtt etc tec ttc tgc att cca cat ttt cac tec etc ctg cac att 

Leu Val Leu Ser Phe Cys lie Pro His Phe His Ser Leu Leu His lie 

145 150 155 160 

ctt ctg act aat cag etc ate ttc tgt gee tea aat gtc ate cat cac 

Leu Leu Thr Asn Gin Leu lie Phe Cys Ala Ser Asn Val He His His 

165 170 175 



cac agg atg aaa tgt cag taa 
His Arg Met Lys Cys Gin 
305 310 



<210> 94 

<211> 310 

<212> PRT 

<213> Homo Sapiens 

<400> 94 



Met Gly Arg Asn Asn Leu Thr Arg Pro Ser Glu Phe He Leu Leu Gly 
15 10 15 



Leu Ser Ser Arg Pro Glu Asp Gin Lys Pro Leu Phe Ala Val Phe Leu 
20 25 30 



480 



528 



ttt ttc tgc gat gat caa cca gtg eta aaa ttg tec tgt tec tec cat 576 

Phe Phe Cys Asp Asp Gin Pro Val Leu Lys Leu Ser Cys Ser Ser His 
180 185 190 

ttt gtc aaa gaa ate aca gta atg aca gaa ggc ttg get gtc ata atg 624 

Phe Val Lys Glu He Thr Val Met Thr Glu Gly Leu Ala Val He Met 
195 200 205 

ace ccg ttt tea tgc ate ate ate tct tat tta aga ate etc ate act 

Thr Pro Phe Ser Cys He He He Ser Tyr Leu Arg He Leu He Thr 
210 215 220 

gtt ctg aag att cct tea get get gga aag cgt aaa gca ttt tct ace 

Val Leu Lys He Pro Ser Ala Ala Gly Lys Arg Lys Ala Phe Ser Thr 
225 230 235 240 

tgt ggc tct cat etc aca gtg gtg acc ctg ttt tat gga age att age 

Cys Gly Ser His Leu Thr Val Val Thr Leu Phe Tyr Gly Ser He Ser 
245 250 255 

tat etc tat ttt cag ccc ctg tec aac tat act gtc aag gat caa ata 816 

Tyr Leu Tyr Phe Gin Pro Leu Ser Asn Tyr Thr Val Lys Asp Gin He 
260 265 270 

gca aca att ate tac acc gta ctg act cct atg eta aat cca ttt ate 864 

Ala Thr He He Tyr Thr Val Leu Thr Pro Met Leu Asn Pro Phe He 
275 280 285 

tat agt ctg agg aac aaa gac atg aag cag ggt ttg gca aag ttg atg 912 

Tyr Ser Leu Arg Asn Lys Asp Met Lys Gin Gly Leu Ala Lys Leu Met 
290 295 300 



672 



720 



768 



933 
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_ Thr val Ile Gly Asn Leu Leu He He Leu Ala 
Pro He Tyr Leu He Thr Val 11 ^ 
35 



He Arg Ser Asp ^ 
50 



_ lT1 Thr Pro Met Tyr Phe Phe Leu Ser 
Thr Arg Leu Gin Thr Pro we j 

55 

,7 i Thr val He He Pro Lys 
Ile Leu Ser Phe Val Asp He Cys Tyr Val Thr 

65 70 

q*t Glu Thr Lys Thr He Ser Tyr Ser Glu 
Met Leu Val Asn Phe Leu Ser Glu Thr ^y 95 

85 

cy6 Tta «n « - - - «• - °» ~ £ " P S " 

100 

, Leu Ala «= *■» "« Wt "*s ^ Ma 

Tyr Leu Leu Ala 12b 

115 



His Tyr He Thr He Met Ser 



His Arg Cys Cys Val Leu Leu 



Pro Phe His Tyr ^ — 140 

13d 
130 

, T ser Phe Cys He Pro His Phe His Ser Leu Leu His lie 

L eu Val Leu Ser Pfte *~y* 155 
145 

7vi a cpr Asn Val He His His 
Leu Leu Thr Asn Gin Leu He Phe Cys Ala Ser 

165 

». cys «p «P - ™ V* £ - « C S« ser Hi. 

180 

t m tVit Glu Gly Leu Ala Val He Met 
Phe Val Lys Glu He Thr Val Met Thr Glu Gly ^ 

195 

II. He Xle Ser Tyr Leu Arg He Leu He Thr 



Thr Pro Phe Ser Cys lie 



210 



5 



v sl ,« « - - - «» ^ S "° * 

225 

CyB U , S« *. - - »X V.! ~ S - ~ S « £ S " 

245 

reti Tyr Thr Val Lys Asp Gin He 
Tyr Leu Tyr Phe Gin Pro Leu Ser Asn Tyr ^ 
260 
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48 



96 



Ala Thr lie lie Tyr Thr Val Leu Thr Pro Met Leu Asn Pro Phe lie 
275 280 285 



Tyr Ser Leu Arg Asn Lys Asp Met Lys Gin Gly Leu Ala Lys Leu Met 
290 295 300 



His Arg Met Lys Cys Gin 
305 310 



<210> 95 

<211> 951 

<212> DNA 

<213 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (948) 

<223> 



<400> 95 

atg gga aaa cca ggc aga gtg aac caa acc act gtt tea gac ttc etc 

Met Gly Lys Pro Gly Arg Val Asn Gin Thr Thr Val Ser Asp Phe Leu 

15 10 15 

ctt eta gga etc tct gag tgg cca gag gag cag cct ctt ctg ttt ggc 

Leu Leu Gly Leu Ser Glu Trp Pro Glu Glu Gin Pro Leu Leu Phe Gly 

20 25 30 

ate ttc ctt ggc atg tac ctg gtc acc atg gtg ggg aac ctg etc att 144 

lie Phe Leu Gly Met Tyr Leu Val Thr Met Val Gly Asn Leu Leu lie 

35 40 45 

ate ctg gec ate age tct gac cca cac etc cat act ccc atg tac ttc 192 

lie Leu Ala lie Ser Ser Asp Pro His Leu His Thr Pro Met Tyr Phe 

50 55 60 

ttt ctg gee aac ctg tea tta act gat gee tgt ttc act tct gee tec 240 

Phe Leu Ala Asn Leu Ser Leu Thr Asp Ala Cys Phe Thr Ser Ala Ser 

65 70 75 80 

ate ccc aaa atg ctg gec aac att cat acc cag agt cag ate ate teg 288 

lie Pro Lys Met Leu Ala Asn lie His Thr Gin Ser Gin lie lie Ser 

85 90 95 

tat tct ggg tgt ctt gca cag eta tat ttc etc ctt atg ttt ggt ggc 336 

Tyr Ser Gly Cys Leu Ala Gin Leu Tyr Phe Leu Leu Met Phe Gly Gly 

100 105 110 

ctt gac aac tgc ctg ctg get gtg atg gca tat gac cgc tat gtg gee 384 

Leu Asp Asn Cys Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala 

115 120 125 

ate tgc caa cca etc cat tac age aca tct atg agt ccc cag etc tgt 432 

lie Cys Gin Pro Leu His Tyr Ser Thr Ser Met Ser Pro Gin Leu Cys 

130 135 140 
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sr. e £ s s s s £ - - 1 - - "° s S 

145 

t-fr tat qcc cag aaa gcc 
atg c»c «. «9 "9 =tj «c «= £ phe ^ Ma Gln ^ M » 

Met His Thr Leu Leu Leu inr A y 17Q 17 5 

165 

atc cct cat ttc tat tgt gat cct £t £ etc ctg jjj ctt gcc tgc 
Ile pro His Phe Tyr Cys Asp Pro Ser A ^ 
180 

^t-o ata atc atc acc atg ggc ttg ctg 

S S S E ?" S S! S S u. ix. - - Gly teu "° 

195 200 
ttc etc act gtt ccc etc ctg ctg ate gtc ttc tec tat gtc cge att 
Phe Leu Thr Val Pro Leu Leu Leu He ^ 
210 215 

- S K £ SS E £ E £ S 1 5 5 3 S E 

22 5 2 ^ 

^ «i-t- eta etc ttc tat ggg 
tt c tct acc tgt ggt tct eat etc acg gtg gtt cj ^ ^ Qly 
phe S er Thr Cys Gly Ser Hrs Leu Thr ^ 

245 

4-^ a art tac tct aca gag 
tct ctt atg ggt gtg tat tt. ctt cct cca tea ac^ ^ ^ ^ 
Ser Leu Met Gly Val Tyr Leu Leu Pro ^ Q 
260 

4_ a +-t- att ccc acg eta 

.S E | E E E i - S « xx. a » - - 

- - ir s s s - s - s E s K E E s 

Asn Pro Phe He Tyr ^er ^ 3Q0 
290 2yb 

,tt ttt atc agt gga aaa aca ttc ttt tta tga 
ggt aaa ctt ttt gtc ag gy phe phe Leu 

Gly Lys Leu Phe Val Ser uay y 315 



480 



528 



576 



624 



672 



720 



768 



816 



B64 



912 



951 



310 
305 



<210> 96 

<211> 316 

<212> PRT 

<213> Homo Sapiens 

<400> 96 

,r i *«m Gin Thr Thr Val Ser Asp Phe Leu 
Met Gly Lys Pro Gly Arg Val Asn Gin Thr ^ 

1 5 



Gin Pro Leu Leu Phe Gly 

i ser Glu -ixp n.^ — - — - 

20 



Le u Leu Gly Leu Ser Glu Trp Pro Glu Glu . ^ 



Ile Phe 



v=i Thr Met Val Gly Asn Leu Leu He 
Leu Gly Met Tyr Leu Val Thr net 
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35 40 45 



lie Leu Ala lie Ser Ser Asp Pro His Leu His Thr Pro Met Tyr Phe 
50 55 60 



Phe Leu Ala Asn Leu Ser Leu Thr Asp Ala Cys Phe Thr Ser Ala Ser 
65 70 75 80 



lie Pro Lys Met Leu Ala Asn lie His Thr Gin Ser Gin He He Ser 
85 90 95 



Tyr Ser Gly Cys Leu Ala Gin Leu Tyr Phe Leu Leu Met Phe Gly Gly 
100 105 110 



Leu Asp Asn Cys Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala 
115 120 125 



He Cys Gin Pro Leu His Tyr Ser Thr Ser Met Ser Pro Gin Leu Cys 
130 135 140 



Ala Leu Met Leu Gly Val Cys Trp Val Leu Thr Asn Cys Pro Ala Leu 
145 150 155 160 



Met His Thr Leu Leu Leu Thr Arg Val Ala Phe Cys Ala Gin Lys Ala 
165 170 175 



He Pro His Phe Tyr Cys Asp Pro Ser Ala Leu Leu Lys Leu Ala Cys 
180 185 190 



Ser Asp Thr His Val Asn Glu Leu Met He He Thr Met Gly Leu Leu 
195 200 205 



Phe Leu Thr Val Pro Leu Leu Leu He Val Phe Ser Tyr Val Arg He 
210 215 220 



Phe Trp Ala Val Phe Val He Ser Ser Pro Gly Gly Arg Trp Lys Ala 
225 230 235 240 



Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Leu Leu Phe Tyr Gly 
245 250 255 



Ser Leu Met Gly Val Tyr Leu Leu Pro Pro Ser Thr Tyr Ser Thr Glu 
260 265 270 



Arg Glu Ser Arg Ala Ala Val Leu Tyr Met Val He He Pro Thr Leu 
275 280 285 
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Asn Pro 
290 



, rn AsT) Met Lys Glu Ala Leu 
Phe He Tyr Sar Leu Arg Asn Arg Asp Met 



295 



Gly ws ,.u PM V,! «r Gl, W «« * £ «« 

305 



<210> 97 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - • < 972) 

<223> 



144 



;« V 7 »< 9 - -c s s - - - e £ ss i2 SS 

Met Gly Met Ser Asn Leu Thr Arg ^ 15 

S S S 5 S K 5 = f ~ S ~ K ST ~ S 

20 

r *- a c tc ate ate ttg get 
«= «. t« «, £= act «, jt, ». J« J[ M „ u Ile „ »la 

lie He Tyr Leu Val Thr Leu ^ 45 

aa r cct atg tat ttt ttc eta age 
ate cac tot gat cct cga ctt c« ^ Met Tyr Phe Phe Leu Ser 

He His Ser Asp Pro Arg Leu Gin go 

ate ata gtc cca aag 

s S E E £ E S S £ £ - - - - ™ r 

65 70 

„„„ __ r at t tec tat get gaa 

s s s = s s: s s - i s ™ - - - - 

85 

5 s e a s - ~ s s s " h: s = s s s 

100 

t at «c ct, g« jet at, £ J" £ S cf» -1 S £ « 

Tyr Leu Leu Ala Ala Met Ala ix 125 

115 12U 

„„„ =>oa t-ac tqt gtg ttg eta 

S S S £ S S J£ 2 = S S * - ~ - - 

- s e £ s s - « s - S ~ ~ ™ Ts S 



48 



192 



336 



384 



432 



150 
145 
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etc ctg gtg aat egg etc acc ttt tgt aca tea aat gtt ate cat cat 528 

Leu Leu Val Asn Arg Leu Thr Phe Cys Thr Ser Asn Val lie His His 
165 170 175 

ttt ttt tgt gat gtc aac cct gtg ctg aaa ctg tec tgc tec tec acc 576 

Phe Phe Cys Asp Val Asn Pro Val Leu Lys Leu Ser Cys Ser Ser Thr 

180 185 190 

ttt gtc aat gaa att gtg gee atg aca gaa ggg ctg gee tct gtg atg 624 

Phe Val Asn Glu He Val Ala Met Thr Glu Gly Leu Ala Ser Val Met 

195 200 205 

get cca ttt gtc tgt ate ate ate tct tat eta aga att etc ate get 672 

Ala Pro Phe Val Cys He He He Ser Tyr Leu Arg He Leu He Ala 

210 215 220 

gtt etc aag att ccc tea gca get gga aaa cac aaa gee ttc tec acc 720 

Val Leu Lys He Pro Ser Ala Ala Gly Lys His Lys Ala Phe Ser Thr 

225 230 235 240 

tgc age tec cat etc act gtg gtg att ctg ttt tat ggg agt att age 768 

Cys Ser Ser His Leu Thr Val Val He Leu Phe Tyr Gly Ser He Ser 
245 250 255 

tat gtc tat ttg cag cct ttg tec age tat act gtc aag gac cga ata 816 

Tyr Val Tyr Leu Gin Pro Leu Ser Ser Tyr Thr Val Lys Asp Arg He 

260 265 270 

gca aca ate aac tac act gtg ttg aca tea gtg ttg aac cca ttt ate 864 

Ala Thr He Asn Tyr Thr Val Leu Thr Ser Val Leu Asn Pro Phe He 

275 280 285 

tac agt tta aga aac aaa gac atg aaa egg ggc tta cag aaa ttg ata 912 

Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Gin Lys Leu He 

290 295 300 

aac aag att aag tct caa atg agt agg ttc tct aca aag acc aat aaa 960 

Asn Lys He Lys Ser Gin Met Ser Arg Phe Ser Thr Lys Thr Asn Lys 

305 310 315 320 

ate tgt gga ccc tga 97 5 

He Cys Gly Pro 



<210> 98 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 98 

Met Gly Met Ser Asn Leu Thr Arg Leu Ser Glu Phe He Leu Leu Gly 
15 10 15 



Leu Ser Ser Arg Ser Glu Asp Gin Arg Pro Leu Phe Ala Leu Phe Leu 
20 25 30 



147 



PCT/BE01/001 

WO 02/24726 

Mot - rlv Asn Leu Leu He He Leu Ala 
lie He Tyr Leu Val Thr Leu Met Gly Asn ^ 

35 

» t rln Asn Pro Met Tyr Phe Phe Leu Ser 
He His Ser Asp Pro Arg Leu Gin Asn ^ 

50 55 
Ile M Ser Phe Ala »P XX. eye Tyr * - VaX I.. VI - ^ 

70 

65 

M=t M »i «. ». - - - sr TK Ile s " TyI S" Glu 

85 

cys Ala Gin M.« TV, H» »» - v.! »» "Y ». £ «P « 

100 



i Tl » asn Arq Cys Val Ala He Cys Asn 
Tyr Leu Leu Ala Ala Met Ala lie Asn Arg Cy ^ 

115 

• t v a l Thr Val Met Asn Arg Arg Cys Cys Val Leu Leu 
Pro Phe His Tyr Val Thr vai 14Q 

130 135 

^ Ala P»e Pro „. Tnr «- ser T.r P*e His ser x.en «. His Val 
145 150 

Leu « val Asn Ar g «, ™r - cys * Mr Asn V,X XXe His His 

165 

P „e P»e Cys As, v.! Asn Pro val «» » « =ys Ser ser T„r 

„ v,l Asn 31. XX. vax Al, £ T„r OXu «y -» £ ser V,X Met 

195 

«, val Cvs lie lie He Ser Tyr Leu Arg He Leu He Ala 
Ala Pro Phe Val Cys lie u 22Q 

210 21b 



V,X ,e« x,s XI. Pro ser AXa Al, OX, x,ys Hi. «. AXa P»e Ser TJr 

225 230 

cys ser ser His x,e» Tnr vaX val XX. L« ». Tyr 1, - IX. ser 

J 245 " u 

^ val Tyr x,e» GX» Pro l.eu Ser ser Tyr Tnr VaX x,ye Asp Ars Xle 
260 zb3 

Ala Thr He Asn Tyr Thr Val Leu Thr Ser 



260 

Val Leu Asn Pro Phe He 
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275 280 285 



Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Gin Lys Leu lie 
290 295 300 



Asn Lys lie Lys Ser Gin Met Ser Arg Phe Ser Thr Lys Thr Asn Lys 
305 310 315 320 



lie Cys Gly Pro 



<210> 99 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - . (933) 

<223> 



<400> 99 

atg gaa aac caa tec age att tct gaa ttt ttc etc cga gga ata tea 48 

Met Glu Asn Gin Ser Ser lie Ser Glu Phe Phe Leu Arg Gly lie Ser 
15 10 15 

gcg cct cca gag caa cag cag tec etc ttc gga att ttc ctg tgt atg 96 

Ala Pro Pro Glu Gin Gin Gin Ser Leu Phe Gly lie Phe Leu Cys Met 

20 25 30 

tat ctt gtc acc ttg act ggg aac ctg etc ate ate ctg gec att ggc 144 

Tyr Leu Val Thr Leu Thr Gly Asn Leu Leu lie lie Leu Ala lie Gly 
35 40 45 

tct gac ctg cac etc cac acc ccc atg tac ttt ttc ttg gec aac ctg 192 

Ser Asp Leu His Leu His Thr Pro Met Tyr Phe Phe Leu Ala Asn Leu 
50 55 60 

tct ttt gtt gac atg ggt tta acg tec tec aca gtt acc aag atg ctg 240 

Ser Phe Val Asp Met Gly Leu Thr Ser Ser Thr Val Thr Lys Met Leu 
65 70 75 80 

gtg aat ata cag act egg cat cac acc ate tec tat acg ggt tgc etc 288 

Val Asn lie Gin Thr Arg His His Thr lie Ser Tyr Thr Gly Cys Leu 
85 90 95 

acg caa atg tat ttc ttt ctg atg ttt ggt gat eta gac age ttc ttc 336 

Thr Gin Met Tyr Phe Phe Leu Met Phe Gly Asp Leu Asp Ser Phe Phe 

100 105 110 

ctg get gee atg gcg tat gac cgc tat gtg gee att tgc cac ccc etc 384 

Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His Pro Leu 
115 120 125 

tgc tac tec aca gtc atg agg ccc caa gtc tgt gec eta atg ctt gca 432 

Cys Tyr Ser Thr Val Met Arg Pro Gin Val Cys Ala Leu Met Leu Ala 
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135 140 

130 

_ acc ctq act cac acg ttc etc 

ss s s e s e s & s ~ - - - - is 

14 5 

atg g = t ™ «, tec t « «t 52 s « s s s - ^ n: 

Met Ala Arg Leu Ser Pne uy ^ 175 

165 

i-nt- tct qac acc cac ate 
tg t gac ate act cot gtc ctg aag ctg tea tgt 9 ^ ne 

Cys Lp He Thr Pro Val Leu Lys Leu Ser Cy 

180 

« ... «, •« f « ttt *= t« «. ^ £ *. «« .tc *= === 

Asn Glu Met Met Val Phe Val be 2Q5 
195 

ata cca get ate ctg 

ttt tta tgc att gtc acc tec tac ate cac att g^ ^ ^ ^ Leu 
Phe Leu Cys lie Val Thr Ser Tyr ^ 

210 21b 

5 e s s s § 9 ofv « 5 S | s s s - £ 

~ se s 5 s S 5 « - i s £ = ~ ii E 

245 

t « ct, tgt cot ccc jee .« K - « £ K= £ K S 

Tyr Leu cys Pro Pro ser lie Al. ser J?0 

gct g c, »t g Z ~= £ t l £ - %t S - Pro E £ £ 

Ala Ala Met Tyr Thr He Val Thr 2QS 

agc eta Z aac aag gac atg aag gg £ c eta aag agg etc ttc agt 
Ser Leu Arg Asn Lys Asp Met Lys Gly ^ 
290 ^ 

cac agg agt att gtt tec tct tag 
ITs Arg Ser lie Val Ser Ser 



305 



<210> 100 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 100 



480 



528 



576 



624 



672 



720 



816 



864 



912 



936 



* ain ser ser He Ser Glu Phe Phe Leu Arg Gly lie Ser 

Glu Asn Gin ser ^ Q .ls 

1 5 

- , rl(= > phe Leu Cys Met 

Ala pro Pro Glu Gin Gin Gin Ser Leu Phe Gly He ^ 



20 25 
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Tyr Leu Val Thr Leu Thr Gly Asn Leu Leu lie lie Leu Ala He Gly 
35 40 45 



Ser Asp Leu His Leu His Thr Pro Met Tyr Phe Phe Leu Ala Asn Leu 
50 55 60 



Ser Phe Val Asp Met Gly Leu Thr Ser Ser Thr Val Thr Lys Met Leu 
65 70 75 80 



Val Asn He Gin Thr Arg His His Thr He Ser Tyr Thr Gly Cys Leu 
85 90 95 



Thr Gin Met Tyr Phe Phe Leu Met Phe Gly Asp Leu Asp Ser Phe Phe 
100 105 110 



Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu 
115 120 125 



Cys Tyr Ser Thr Val Met Arg Pro Gin Val Cys Ala Leu Met Leu Ala 
130 135 140 



Leu Cys Trp Val Leu Thr Asn He Val Ala Leu Thr His Thr Phe Leu 
145 150 155 160 



Met Ala Arg Leu Ser Phe Cys Val Thr Gly Glu He Ala His Phe Phe 
165 170 175 



Cys Asp He Thr Pro Val Leu Lys Leu Ser Cys Ser Asp Thr His He 
180 185 190 



Asn Glu Met Met Val Phe Val Leu Gly Gly Thr Val Leu He Val Pro 
195 200 205 



Phe Leu Cys He Val Thr Ser Tyr He His He Val Pro Ala He Leu 
210 215 220 



Arg Val Arg Thr Arg Gly Gly Val Gly Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ser His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Ala 
245 250 255 



Tyr Leu Cys Pro Pro Ser He Ala Ser Glu Glu Lys Asp He Ala Ala 
260 265 270 
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^ tip Thr Pro Met Leu Asn Pro Phe lie Tyr 

Ala Ala Met Tyr Thr He Val Thr pr ^ 

275 280 

s . r ,=u m *s„ ,ys m r «y «• «-» ^ "» Ph ' s " 

His Arg Ser lie Val Ser Ser 
305 310 



<210> 101 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • - (939) 

<223> 

<400> 101 t q ttc etc etc ctg gac 

atg aag agg gag aat cag age agt gtg tct g g ^ ^ ^ ^ Asf> 
Met Lys Arg Glu Asn Gin Ser Ser val ^ ^ 

Lc ccc ate tgg oca gag cag cag get gtg ttc ttc acc ctg ttc ttg 
L eu Pro He Trp Pro Glu Gin Gin Ala Val Pn ^ 

20 Zb 
ggc , tg - fg ate ^ S c« 9f £ «J «= «c .t« «c 

Gly Met Tyr Leu He Thr Val Leu y ^ 
35 

r r s k e His m s s - s e s - - m 

lie Arg Leu Asp &ei na.=> 6Q 
50 55 

<-^t- ate act gtc cca aag 
eac ttg get etc act gac ate tec ctt tea tct gtc ^ ^ ^ 
His Leu Ala Leu Thr Asp He Ser Leu QQ 
65 70 

atg tta tta age atg caa act ca 3 gat caa tec att ctt tat gca « 
Met Leu Leu Ser Met Gin Tnr trin **i> 95 
85 yu 

ttt ttc act gat eta gac aat 
cfs ?" Er 35 S £ Phe Ph. Ill Ph. Ph. Thr «« «» 
y 100 105 

ttc ctt etc act tea atg gca tac gat egg tat gtg gee ate tgt cac 
Phe Leu Leu Thr Ser Met Ala Tyr Asp Arg Tyr V ^ 
115 L ^ 

„na rta tqt aac tta eta 

m z z s s s s: s E ss sj -s & - - - 

130 135 

^t- rrrc eta tct cac act 
gtc act gtg tec tgg ate etc tec tgt acc aat gec ctg 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 
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Val Thr Val Ser Trp lie Leu Ser Cys Thr Asn Ala Leu Ser His Thr 
145 150 155 160 

etc etc ctg gec cag ctg tec ttt tgt get gac aac ace ate ccc cat 528 

Leu Leu Leu Ala Gin Leu Ser Phe Cys Ala Asp Asn Thr lie Pro His 

165 170 175 

ttc ttc tgt gat ctt gtt gec eta etc aag etc tea tgc tea gac ate 576 

Phe Phe Cys Asp Leu Val Ala Leu Leu Lys Leu Ser Cys Ser Asp lie 

180 185 190 

tec etc aat gag ctg gtc att ttc aca gtg gga cag gca gtc att act 624 

Ser Leu Asn Glu Leu Val lie Phe Thr Val Gly Gin Ala Val lie Thr 

195 200 205 

eta cca eta ata tgc ate ttg ate tct tat ggc cac att ggg gtc ace 672 

Leu Pro Leu lie Cys He Leu He Ser Tyr Gly His He Gly Val Thr 
210 215 220 

ate etc aag get cca tct act aag ggc ate ttc aaa get ttg tec acc 720 

He Leu Lys Ala Pro Ser Thr Lys Gly He Phe Lys Ala Leu Ser Thr 
225 230 235 240 

tgt 99 c tct cac ctc tct 9 fc 9 9 fc 9 tct ct 9 tat tat 99 c aca att att 768 

Cys Gly Ser His Leu Ser Val Val Ser Leu Tyr Tyr Gly Thr He He 

245 250 255 

gga ctg tat ttt ctc ccc tea tec agt gee tec agt gac aag gac gta 816 

Gly Leu Tyr Phe Leu Pro Ser Ser Ser Ala Ser Ser Asp Lys Asp Val 

260 265 270 

att gec tct gtg atg tac acg gtg ate acc cca ttg ctg aat cccttc 864 

He Ala Ser Val Met Tyr Thr Val He Thr Pro Leu Leu Asn Pro Phe 

275 280 285 

att tat age eta agg aac agg gac ata aag gga gee ctg gag aga ctc 912 

He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Ala Leu Glu Arg Leu 
290 295 300 

ttc aac agg gca aca gtc tta tct caa tga 942 

Phe Asn Arg Ala Thr Val Leu Ser Gin 
305 310 



<210> 102 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 102 

Met Lys Arg Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Asp 
15 10 15 



Leu Pro He Trp Pro Glu Gin Gin Ala Val Phe Phe Thr Leu Phe Leu 
20 25 30 



Gly Met Tyr Leu He Thr Val Leu Gly Asn Leu Leu He He Leu Leu 
35 40 45 
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t A« Ser His Leu His Thr Pro Met Phe Phe Phe Leu Ser 
He Arg Leu Asp Ser nib u 6Q 

50 55 

co-r ^-c Val Thr Val Pro Lys 
His Leu Ala Leu Thr Asp He Ser Leu Ser Ser Val 

65 70 

nir, Qpr He Leu Tyr Ala Gly 
Met Leu Leu Ser Met Gin Thr Gin Asp Gin Ser 95 
85 



^ rtu hp Phe Phe Thr Asp Leu Asp Asn 
ys Val Thr Gin Met Tyr Phe Phe lie Phe ^ 

100 

Phe w „ - ^ »r Met «. Tyr »P « Tyr V. - ». c yS Hi, 

115 

n. Th. Thr He Met Lys Glu Gly Leu Cys Asn Leu Leu 
Pro Leu Arg Tyr Thr Thr lie y UQ 

130 

„1 *r V.1 »r «p XL «. Ser Cys « «> « *• £ 

145 150 

Leu W u ». «n «n ..r «- cys £ «. » - - » ^ 

165 

130 185 

^ t.u Val He Phe Thr Val Gly Gin Ala Val He Thr 
Asn Glu Leu Val ne 205 

200 

le Leu He Ser Tyr Gly Hie He Gly Val Thr 

T rn„ tip Phe Lys Ala Leu Ser Thr 
He Leu Lys Ala Pro Ser Thr Lys Gly He Phe y ^ 

225 230 

CyB aly ser His Leu Ser Val Val Ser Leu Tyr Tyr Gly Thr He He 
3 245 ^ 

r, Q^r qer Ser Ala Ser Ser Asp Lys Asp Val 
Gly Leu Tyr Phe Leu Pro Ser Ser Ser a ^ 
260 ^ 

m u ,„i tic Thr Pro Leu Leu Asn Pro Phe 
lie Ala Ser Val Met Tyr Thr Val He ^ 
275 280 



Phe Phe cys Asp Leu v<». — 

130 185 



Ser Leu - 20Q 



Leu Pro Leu He Cys He Leu lie ^ — ^ 

210 215 
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He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Ala Leu Glu Arg Leu 
290 295 300 



Phe Asn Arg Ala Thr Val Leu Ser Gin 
305 310 



<210> 103 

<211> 930 

<212> DNA 

<213> Homo Sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

CD . . (927) 



<400> 103 

atg gaa aga ate aac cac acc age agt gtc tec gag ttt ate etc ctg 

Met Glu Arg lie Asn His Thr Ser Ser Val Ser Glu Phe He Leu Leu 
15 10 15 



48 



gga etc tec tec egg cct gag gac caa aag aca etc ttt gtt etc ttc 
Gly Leu Ser Ser Arg Pro Glu Asp Gin Lys Thr Leu Phe Val Leu Phe 
20 25 30 



96 



etc ate gtg tac ctg gtc acc ata aca ggg aac ctg etc ate ate ctg 
Leu He Val Tyr Leu Val Thr He Thr Gly Asn Leu Leu He He Leu 
35 40 45 



144 



gee att cgc ttc aac ccc cat ctt cag acc cct atg tat ttc ttc ttg 
Ala He Arg Phe Asn Pro His Leu Gin Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



192 



agt ttt ctg tct etc act gat att tgc ttt aca aca age gtt gtc ccc 
Ser Phe Leu Ser Leu Thr Asp He Cys Phe Thr Thr Ser Val Val Pro 
65 70 75 80 



240 



aag atg ctg atg aac ttc ctg tea gaa aag aag acc ate tec tat get 
Lys Met Leu Met Asn Phe Leu Ser Glu Lys Lys Thr He Ser Tyr Ala 
85 90 95 



288 



999 tgt ctg aca cag atg tat ttt etc tat gec ttg ggc aac agt gac 
Gly Cys Leu Thr Gin Met Tyr Phe Leu Tyr Ala Leu Gly Asn Ser Asp 
100 105 110 



336 



age tgc ctt ctg gca gtc atg gee ttt gac cgc tat gtg gec gtc tgt 
Ser Cys Leu Leu Ala Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys 
115 120 125 



384 



gac cct ttc cac tat gtc acc acc atg age cac cac cac tgt gtc ctg 
Asp Pro Phe His Tyr Val Thr Thr Met Ser His His His Cys Val Leu 
130 135 140 



432 



ctg gtg gee ttc tec tgc tea ttt cct cac etc cac tea etc ctg cac 
Leu Val Ala Phe Ser Cys Ser Phe Pro His Leu His Ser Leu Leu His 
145 150 155 160 



480 
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«. «t ctg ctg »t «t =tc acc «= t£ |« « £ g «=. ^ 

Thr Leu Leu Leu Asn Arg Leu Thr Pne L.y v ^ 
165 x 

. „ r.^ ace cct gtg ctg aaa ttg tec tgc tct tec 
cac ttt etc tgt gae etc age cct g g g ^ ^ cys ger Ser 

His Phe Leu Cys Asp Leu Ser Pro vai ^ 

it: e s e a £ « s a s s e e e e s 

US S 5 E S S £ E S E S S 2*. S E E 

210 215 

t-r^ art tct qgg aaa cgc aaa gee ttc tec 

S SS S 5 S i S S ser S - - - ■« 

Te tgt ggt ttt tac etc ace gtg gtg acg etc ttt tat gga age ate 
Thr Cys Gly Phe Tyr Leu Thr Val Val Tn ^ 
245 * D 

«c t gt 9 tc „t eg ccc «. tec ,« «= jet £ £ £ =« 

Phe Cys Val Tyr Leu Gin Pro Pro ber ^ 
260 Z " 

^„ *-r*a trr ata etc aat cct ttt 
f,I S S E !S S E "e 9 » ser s.r H« £ » - - 

,t= »o Tc c tg a g a a« £ ,c c« aa, c„ gc «, ^ jj, «t 

He Tyr Ser Leu Arg Asn Lys Asp u y ^ 
290 23b 



atg age aag aga tec tag 
Met Ser Lys Arg Ser 
305 



<210> 104 

<211> 309 

<212> P^T 

<213> Homo Sapiens 

<400> 104 

„« Glu «, xi. » His * .« - ^ - ~ - ™ " u 

1 5 

Gly ^ Ser Ser «, Pro -P W * »" *f - 

t v a i Thr He Thr Gly Asn Leu Leu lie He Leu 
Leu lie Val Tyr Leu Val Thr lie ^ 

35 



528 



576 



624 



672 



720 



768 



816 



864 



912 



930 



Ala 
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50 55 60 



Ser Phe Leu Ser Leu Thr Asp lie Cys Phe Thr Thr Ser Val Val Pro 
65 70 75 80 



Lys Met Leu Met Asn Phe Leu Ser Glu Lys Lys Thr lie Ser Tyr Ala 
85 90 95 



Gly Cys Leu Thr Gin Met Tyr Phe Leu Tyr Ala Leu Gly Asn Ser Asp 
100 105 110 



Ser Cys Leu Leu Ala Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys 
115 120 125 



Asp Pro Phe His Tyr Val Thr Thr Met Ser His His His Cys Val Leu 
130 135 140 



Leu Val Ala Phe Ser Cys Ser Phe Pro His Leu His Ser Leu Leu His 
145 150 155 160 



Thr Leu Leu Leu Asn Arg Leu Thr Phe Cys Asp Ser Asn Val He His 
165 170 175 



His Phe Leu Cys Asp Leu Ser Pro Val Leu Lys Leu Ser Cys Ser Ser 
180 185 190 



He Phe Val Asn Glu He Val Gin Met Thr Glu Ala Pro He Val Leu 
195 200 205 



Val Thr Arg Phe Leu Cys He Ala Phe Ser Tyr He Arg He Leu Thr 
210 215 220 



Thr Val Leu Lys He Pro Ser Thr Ser Gly Lys Arg Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Gly Phe Tyr Leu Thr Val Val Thr Leu Phe Tyr Gly Ser He 
245 250 255 



Phe Cys Val Tyr Leu Gin Pro Pro Ser Thr Tyr Ala Val Lys Asp His 
260 265 270 



Val Ala Thr He Val Tyr Thr Val Leu Ser Ser Met Leu Asn Pro Phe 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Leu Lys Gin Gly Leu Arg Lys Leu 
290 295 300 
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Met Ser Lys Arg Ser 
305 



<210> 


105 


<211> 


930 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) ■ 


<223> 




<400> 


105 



(927) 



Met Ala Ala Gly Asn His ser x« ^ ^ 15 

1 5 

tta acg aag aga gca gac etc cag etc ccc etc ttt etc etc ttc c^ 
L eu Thr Lys Arg Ala Asp Leu Gin Leu 30 
20 

. r-r ate qtq ggg aac ctg ggc atg ate act eta 
III S "/r S ?S S S S IS »» «u «V « »» 

«' r 9 e s« S5 S £°. Kr s s £ £ £ =« 

He Cys Leu Asn Ser i^xn u 6Q 
50 55 

_ .--r. i-*c tec tec gtc att acc cct aag 
aat ctg tea etc atg gat etc tgc tac tec g^ ^ ^ prQ 

Asn Leu Ser Leu Met Asp Leu Cys Ty 80 
65 70 

= a aac ate ate tec tac gca ggg 

r 9 !2 e £ ss e s; £ - s. ~ ^ Gly 

Met Leu Val Asn fhk vd gQ y5 

- S S 2 s 5 s s: £ s s « s s s ss 

- s s s s s s i s s - s K s 5 s 

115 

*■* ata tct cat cac acc tgc ctg ctg ctg 
cct ttg ctt tac aae ate att atg tc ^ ^ ^ cyg Leu Leu Leu 
Pro Leu Leu Tyr Asn lie lie ^ Q 
130 135 

r.*r att qqc tec aca ata gaa act 

gtg get gtg gtc tac gec ate gga etc att gg ^ ^ ^ ^ 
Val Ala Val Val Tyr Ala He Giy ^ l6 0 

, . tat aag cac etc ate agt cac tac 
ggc etc atg tta aaa ctg ccc tat tg g 9 ^ jle ger His ^ 

Gly Leu Met Leu Lys Leu Pro Tyr cys ^ 1?5 



48 



96 



144 



192 



240 



336 



384 



432 



480 
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ttc tgt gac ate etc cct etc atg aag ctg tec tgc tct age ace tat 576 
Phe Cys Asp lie Leu Pro Leu Met Lys Leu Ser Cys Ser Ser Thr Tyr 
180 185 190 

gat gtt gag atg aca gtc ttc ttt teg get gga ttc aac ate ata gtc 624 
Asp Val Glu Met Thr Val Phe Phe Ser Ala Gly Phe Asn lie lie Val 
195 200 205 

acg age tta aca gtt ctt gtt tct tac ace ttc att etc tec age ate 672 
Thr Ser Leu Thr Val Leu Val Ser Tyr Thr Phe lie Leu Ser Ser lie 
210 215 220 

etc ggc ate age ace aca gag ggg aga tec aaa gee ttc age acc tgc 720 
Leu Gly lie Ser Thr Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr Cys 
225 230 235 240 

age tec cac ctt gca gee gtg gga atg ttc tat gga tea act gca ttc 768 
Ser Ser His Leu Ala Ala Val Gly Met Phe Tyr Gly Ser Thr Ala Phe 
245 250 255 

atg tac tta aaa ccc tec aca ate agt tec ttg acc cag gag aat gtg 816 
Met Tyr Leu Lys Pro Ser Thr lie Ser Ser Leu Thr Gin Glu Asn Val 
260 265 270 

gee tct gtg ttc tac acc acg gta ate ccc atg ttg aat ccc eta ate 864 
Ala Ser Val Phe Tyr Thr Thr Val lie Pro Met Leu Asn Pro Leu lie 
275 280 285 

tac age ctg agg aac aag gaa gta aag get gee gtg cag aaa acg ctg 912 
Tyr Ser Leu Arg Asn Lys Glu Val Lys Ala Ala Val Gin Lys Thr Leu 
290 295 300 

agg ggt aaa ctg ttt tga 930 

Arg Gly Lys Leu Phe 

305 



<210> 106 

<211> 309 

<212> PRT 

<213> Homo Sapiens 

<400> 106 

Met Ala Ala Gly Asn His Ser Thr Val Thr Glu Phe lie Leu Lys Gly 
15 10 15 



Leu Thr Lys Arg Ala Asp Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 
20 25 30 



Gly lie Tyr Leu Val Thr lie Val Gly Asn Leu Gly Met lie Thr Leu 
35 40 45 



lie Cys Leu Asn Ser Gin Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 
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Asn Leu Ser Leu Me, Asp Leu Cys Tyr - Ser V.l He Thr Pro Lys 
65 70 



He He ser Tyr Ala Gly 

; vax sci <jj." —j- - — 
on 

85 



Met Leu Val Asn Phe Val Ser Glu Lys Asn „_ ^ 



cys Met Ser Gin Leu V «- - Leu Val Phe Val XL Ala «lu Cys 

100 

Tyr * « T h r val H.t Tyr »p «■ TV, val £ II. 

115 1ZU 

Pro ,e» «. Tyr *s„ II. II. «* ser Hi. His Thr cys Leu Leu ,«u 

130 135 

n r ti« riv Ser Thr He Glu Thr 
Val Ala Val Val Tyr Ala He Gly Leu He Gly ^ 

145 150 

Tml Pro Tvr cys Glu His Leu lie Ser His Tyr 
Gly Leu Met Leu Lys Leu Pro Tyi t-ys 175 
165 1 u 

Ph . cys M p XI. -» Pro ,e» »e t ser Cys ser S«r Thr Tyr 

180 



a8p v.l - Thr v.i Phe Ph. ser », «y »- -n H- ™1 

195 /UU 

Thr ser Thr val ». v.l s.r Tyr Thr Ph. lie ,e» Ser ser lie 

210 21b 

Leu 91y II. ser Thr Thr ... Gl, « g ser ,ys »!. ». Ser Thr cys 

225 "° 

s . r ser His « 1. «> «> "V Phe Tyr aiy S.r Thr ,1a Phe 



245 



» „ Thr He Ser Ser Leu Thr Gin Glu Asn Val 

Met Tyr Leu Lys Pro Ser Thr lie « 27Q 
260 ^ 



, n» ™- Thr Thr Val He Pro Met Leu Asn Pro Leu He 
Ma Ser Val Phe Tyr Thr Tnr ^ 

215 280 

* fccn Lvs Glu Val Lys Ala Ala Val Gin Lys Thr Leu 
Tyr Ser Leu Arg Asn Lys Glu ^ 

290 295 
Arg Gly I>Y S Leu Phe 
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305 



<210> 107 

<211> 963 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (960) 

<223> 



<400> 107 

atg agt tec tgc aac ttc aca cat gec acc tgt gtg ctt att ggt ate 4 8 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Cys Val Leu lie Gly lie 

15 10 15 

cca gga tta gag aaa gec cat ttc tgg gtt ggc ttc ccc etc ctt tec 96 

Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 

20 25 30 

atg tat gta gtg gca atg tgt gga aac tgc ate gtg gtc ttc ate gta 144 
Met Tyr Val Val Ala Met Cys Gly Asn Cys lie Val Val Phe lie Val 
35 40 45 

agg acg gaa cgc age ctg cac get ccg atg tac etc ttt etc tgc atg 192 
Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 

ctt gca gee att gac ctg gee tta tec aca tec acc atg cct aag ate 240 
Leu Ala Ala lie Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys lie 
65 70 75 80 

ctt gec ctt ttc tgg ttt gat tec cga gag att age att gag gee tgt 288 
Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu lie Ser lie Glu Ala Cys 
85 90 95 

ctt acc cag atg ttc ttt att cat gec etc tea gec att gaa tec acc 336 
Leu Thr Gin Met Phe Phe lie His Ala Leu Ser Ala lie Glu Ser Thr 
100 105 110 

ate ctg ctg gee atg gec ttt gac cgt tat gtg gec ate tgc cac cca 384 
He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 

ctg cgc cat get gca gtg etc aac aat aca gta aca gec cag att ggc 432 
Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly 
130 135 140 

ate gtg get gtg gtc cgc gga tec etc ttt ttt ttc cca ctg cct ctg 480 
He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 

ctg ate aag egg ctg gec ttc tgc cac tec aat gtc etc teg cac tec 528 
Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 

tat tgt gtc cac cag gat gta atg aag ttg gee tat gca gac act ttg 576 
Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
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190 

185 

180 

an- rta ctq gtc atg 99^ 9^9 

~ s s r.i s & - i »- »• - - in ~ ° iy vsi 

gac gt . « 0 ;r «. «« « - s s s s s & 

Asp Val Met Phe lie Ser Leu Ser y ^ 

S S 2 5 S i S S S S 1 K S S S £ 

s s s s ss a S £ s s - s s s i s 

245 

»n ctt cat ccc att gtg cgt 

- r« si & sr. s e s - - - » £ - l " 9 

260 

gt t gtc at, «t r .« »= £S S S fro Pro SS i". » « 

Val Val Met Sly A=P Ile ^ ™„ 285 

S S £ £ K S | - = S 5 S S S 2 S 

a s s s = 5 S 5 s s | s s s s i 



624 



672 



720 



816 



864 



912 



960 



310 

305 963 
tga 



<210> 108 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 108 

„ et s « « » - - - - ~ " B v>1 leu » 

1 5 

,1, His Phe Trp Val Gly Phe Pro Leu Leu Ser 
Pro Gly Leu Glu Lys Ala His Phe irp 3Q 
20 

Met ^ »X v»! M - - CV. sly », Cys U. V,! v f «- « - 

35 



Arg Thr Glu Arg Ser Leu His Ala Pro ^ 



Met Tyr Leu Phe Leu Cys Met 

55 



50 

Thr Met Pro Lys He 



Leu Ma Ala He Asp Leu Ala Leu Ser Thr Ser 
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65 70 75 80 



Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu lie Ser lie Glu Ala Cys 
85 90 95 



Leu Thr Gin Met Phe Phe lie His Ala Leu Ser Ala He Glu Ser Thr 
100 105 110 



He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie Cys His Pro 
115 120 125 



Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly 
130 135 140 



He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 



Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 



Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
180 185 190 



Pro Asn Val Val Tyr Gly Leu Thr Ala He Leu Leu Val Met Gly Val 
195 200 205 



Asp Val Met Phe He Ser Leu Ser Tyr Phe Leu He He Arg Thr Val 
210 215 220 



Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys 
225 230 235 240 



Val Ser His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly 
245 250 255 



Leu Ser Val Val His Arg Phe Gly Asn Ser Leu His Pro He Val Arg 
260 265 270 



Val Val Met Gly Asp He Tyr Leu Leu Leu Pro Pro Val He Asn Pro 
275 280 285 



He He Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu Ala 
290 295 300 



Met Phe Lys He Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly Lys 
305 310 315 ' 320 
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<210> 109 

<211> 933 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) (930) 

<223> 



144 



- V£ - r „ - - s £ s £ £ £ £ § - 

Met Ala Ala Lys Asn Ser Ser va 15 

ttc ttc ctg ttt ctg ggt 

s £ £ £ s £ s £ £ £ ». - - - - «* 
~ - s £ s a a s £ = s a ~ s s s 

3 „«. rac atq tac ttc ttc ctt ttt aac 

ggg ctg aac tct cac ctg cac act -9 phe phe Leu Phe As n 
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290 295 300 

gcc etc age agg acc ttc cac aag gtc eta gcc etc aga aac tgt ate 960 
Ala Leu Ser Arg Thr Phe His Lys Val Leu Ala Leu Arg Asn Cys lie 
305 310 315 320 

cca tag 966 
Pro 



<210> 118 

<211> 321 

<212> PRT 

<213> Homo Sapiens 

<400> 118 

Met Pro lie Leu Met Ala lie Gly Asn Trp Thr Glu He Ser Glu Phe 
15 10 15 



He Leu Met Ser Phe Ser Ser Leu Pro Thr Glu He Gin Ser Leu Leu 
20 25 30 



Phe Leu Thr Phe Leu Thr He Tyr Leu Val Thr Leu Lys Gly Asn Ser 
35 40 45 



Leu He He Leu Val Thr Leu Ala Asp Pro Met Leu His Ser Pro Met 
50 55 60 



Tyr Phe Phe Leu Arg Asn Leu Ser Phe Leu Glu He Gly Phe Asn Leu 
65 70 75 80 



Val He Val Pro Lys Met Leu Gly Thr Leu Leu Ala Gin Asp Thr Thr 
85 90 95 



He Ser Phe Leu Gly Cys Ala Thr Gin Met Tyr Phe Phe Phe Phe Phe 
100 105 110 
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Oiy V,! Aia Giu Cys Phe Leu Leu Thr »et xu Tyr A.p «g Tyr 

115 120 

= ivr Pro Val He Met Asn Gin Arg 
Val Ala lie Cys Ser Pro Leu His Tyr Pro va ^ 

130 135 

sl= Ala Ser Trp Phe Pro Gly Phe Pro Val 

Thr Arg Ala Lys Leu Ala Ala Ala ber xiy 160 

145 150 

A1 a Thr Val Gin Thr Thr Trp Leu Phe Ser Phe Pro Phe Cys Gly Thr 

165 1/u 

Asn Lys vai »n His Phe Phe Cys f P ser Pro Pro v.! Leu Lys - 

180 185 

, r T5>,o nil, Tie Tvr Ala He Val Gly Thr 
Val Cys Ala Asp Thr Ala Leu Phe Glu He Tyr A ^ 

195 ~ UU 
ne Leu val v.! Met .1. Pro c y . Leu L.u He Leu cy. ser Tyr Thr 

210 215 

^ lla ». 1. ». II. »» W «° A " So 

9 3 0 

225 Z 



Lys a. Phe ser Thr eye ser ser His Leu Leu ,ai vai ser Leu Ph. 

r , TYir Tvr Phe Trp Pro Lys Ser Asn Asn Ser 
Tyr He Ser Ser Ser Leu Thr Tyr Pne irp ^ 

260 265 

~ ^ rp, rT - T hr val Val Thr Pro 
Pro Glu Ser Lys Lys Leu Leu Ser Leu Ser Tyr Thr Va^ 

275 280 

t-i tt« Tvr ser Leu Arg Asn Ser Glu Val Lys Asn 
Met Leu Asn Pro He He Tyr Ser Leu g ^ 

290 295 
Ma Leu Ser Arg Thr Phe His Lys Val Leu Ala Leu Arg Asn Cys lie 

310 

305 "* XU 



Pro 



<2 10> H9 

<211> 933 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1) . . (930) 

<223> 



<400> 119 

caa act atg aga cag ata aat cag aca caa gtg aca gaa ttc etc ctt 48 

Gin Thr Met Arg Gin lie Asn Gin Thr Gin Val Thr Glu Phe Leu Leu 

15 10 15 

ct 9 99 a ctc tct gat ggg cca cac acc gag cag ctg eta ttt ate gta 96 

Leu Gly Leu Ser Asp Gly Pro His Thr Glu Gin Leu Leu Phe lie Val 

20 25 30 

tta ttg ggt gtc tac ctg gtc act gtg ctt gga aat ctg ctt eta ate 144 

Leu Leu Gly Val Tyr Leu Val Thr Val Leu Gly Asn Leu Leu Leu lie 

35 40 45 

tec ctt gtt cat gtt gac tec caa ctt cac aca ccc atg tat ttt ttt 192 

Ser Leu Val His Val Asp Ser Gin Leu His Thr Pro Met Tyr Phe Phe 

50 55 60 

ctc tgc aac ttg tct ctg get gac ctc tgt ttc tct acc aac ata gtt 240 

Leu Cys Asn Leu Ser Leu Ala Asp Leu Cys Phe Ser Thr Asn lie Val 

65 70 75 80 

cct cag gca eta gtc cac ctg ctt tec aga aag aag gtc att gca ttc 288 

Pro Gin Ala Leu Val His Leu Leu Ser Arg Lys Lys Val lie Ala Phe 

85 90 95 

aca ctt tgc gca get cga ctt ctc ttt ttc ctc att ttt ggg tgt acc 336 

Thr Leu Cys Ala Ala Arg Leu Leu Phe Phe Leu lie Phe Gly Cys Thr 

100 105 110 

cag tgc gec ctt ctt gca gtg atg tec tat gat cgc tat gtt gca ate 384 

Gin Cys Ala Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Val Ala lie 

115 120 125 

tgc aat cct ctg cgt tac cct aac ate atg acc tgg aaa gtg tgt gtc 432 

Cys Asn Pro Leu Arg Tyr Pro Asn lie Met Thr Trp Lys Val Cys Val 

130 135 140 

cag ctg gca aca gga tea tgg acc agt ggc att ctg gtg tct gtg gta 4 80 

Gin Leu Ala Thr Gly Ser Trp Thr Ser Gly lie Leu Val Ser Val Val 

145 150 155 160 

gac acc acc ttc ata ctg agg eta ccc tac cga ggc agt aac age att 528 

Asp Thr Thr Phe lie Leu Arg Leu Pro Tyr Arg Gly Ser Asn Ser lie 

165 170 175 

get cat ttc ttt tgt gag gee cct gca eta ttg ate tta gca tec aca 576 

Ala His Phe Phe Cys Glu Ala Pro Ala Leu Leu He Leu Ala Ser Thr 

180 185 190 

gac acc cat gca tea gag atg gee att ttt ctt atg ggg gtt gtg att 624 

Asp Thr His Ala Ser Glu Met Ala He Phe Leu Met Gly Val Val He 

195 200 205 

ctc ctc ata cct gtt ttt ctg att ctg gta tec tat ggc cgt ate ata 672 

Leu Leu He Pro Val Phe Leu lie Leu Val Ser Tyr Gly Arg lie He 
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215 220 
210 ZL ^ 



gt , «t 9 t9 etc », 9 .« tea , f « „g J* «c aa g j=. «t 

Val Thr Val Val Lys Met Lys Ser Tnr vai y 24Q 

230 

225 ~ J 

£ s s s = sr. s s a g s s £ - 1 « 
k s s £ s s s s I £ £ £ = i = s 

260 265 

... t- a r aca ata gtg act ccc atg ctt aat ccc etc 

S fa? £ ?£ £ £ S n. ™ r ». t L» »» « 

275 280 

.« t« a 9 e o tg a 9 a >ac aa 9 £ gt. -J. J« £9 « «» £ 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Aia ^ 



290 295 

gec aca agg aat ttc cca tga 
Ala Thr Arg Asn Phe Pro 
305 310 



<210> 120 

<211> 310 

<212> PRT 

<213> Homo Sapiens 



rirTet A rg Gin 11. *-» Gin Thr Gin Val Thr Glu Phe Leu Leu 

1 5 

n , Dv .^ His T hr Glu Gin Leu Leu Phe He Val 
Leu Gly Leu Ser Asp Gly Pro His Thr faiu ^ 

20 ^ 

«, «» 3 ly V,! ^ va! Thr «1 » JJ» - »' 

35 

Ser ,eu «! »i= val »P Ser o ln «u HI. Thr Pro «* Tyr Phe Ph. 

50 55 

«, t-„ aia Asp Leu Cys Phe Ser Thr Asn He Val 
Leu Cys Asn Leu Ser Leu Ala Asp beu y 80 

65 70 

Pro Gin Ala Leu Val His Leu Leu Ser Arg Lys Lys Val He Ala Phe 

85 yu 

Th r «, cys «a »1. «. «u ,eu Phe Phe »» ^ "V <*■ ™ 



720 



768 



816 



864 



912 



933 



100 105 
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Gin Cys Ala Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Val Ala lie 
115 120 125 



Cys Asn Pro Leu Arg Tyr Pro Asn lie Met Thr Trp Lys Val Cys Val 
130 135 140 



Gin Leu Ala Thr Gly Ser Trp Thr Ser Gly lie Leu Val Ser Val Val 
145 150 155 160 



Asp Thr Thr Phe lie Leu Arg Leu Pro Tyr Arg Gly Ser Asn Ser lie 
165 170 175 



Ala His Phe Phe Cys Glu Ala Pro Ala Leu Leu lie Leu Ala Ser Thr 
180 185 190 



Asp Thr His Ala Ser Glu Met Ala lie Phe Leu Met Gly Val Val He 
195 200 205 



Leu Leu He Pro Val Phe Leu lie Leu Val Ser Tyr Gly Arg lie He 
210 215 220 



Val Thr Val Val Lys Met Lys Ser Thr Val Gly Ser Leu Lys Ala Phe 
225 230 235 240 



Ser Thr Cys Gly Ser His Leu Met Val Val He Leu Phe Tyr Gly Ser 
245 250 255 



Ala He He Thr Tyr Met Thr Pro Lys Ser Ser Lys Gin Gin Glu Lys 
260 265 270 



Ser Val Ser Val Phe Tyr Ala He Val Thr Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val Lys Ala Ala Leu Arg Lys Val 
290 295 300 



Ala Thr Arg Asn Phe Pro 
305 310 



<210> 121 

<211> 951 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1) . . (948) 



181 



BNSDOCID <WO _ 0224726A2 I > 



PCT/BE01/00162 



WO 02/24726 



<223> 



48 



144 



192 



336 



ESSE S £ £ £ £ S £ S - S £ S 5 

1 5 tt aca 

.tt ctg aat gac agt ggg tct eet |« ctg etc gt get •« aca 

He Leu Asn Asp Ser Gly Ser Pro ^ 30 

«= =» - r s £ £ £ £ Sy - £ £ £ sr. 

He Leu Tyr Leu Leu Ala Leu ±± 45 
35 

t tac c tc ctg ctt ggg 

;r. £ £ S» £ s £ sr. - - - it - " u Leu Gly 
- ~ r £ 2 5 £ £ £ £ £ - - £ s s 

Gin Leu Ser Leu Met a^P 75 
° 70 

" , aac acc ate tec ttt gga ggc 288 

III £ H 5 £ 2 5 £ SS £ - - - - - - 

* s £ = £ £ £ £ £ £ s s K S s 5 

100 

«n t-at- atq qcc att tgt cat 

£ £ 2 E 2 £ £ i £ S £ «. S Ile ws His 

£ 2 £ £ £ £ £ £ £ £ = a £ s s 2 

S K £ £ s £ £ £ £ £ S s £ ~ - £ 

145 150 

i-t-r tac aqq gee cag gag ate agg cat 

ti £ £ £ £ £ £ £ £ « - - G1 " Ile SS 

£ £ cf. s £ £ £ £ s £ 53 s " s £ s s 
£ 5 £ £ £ £ ? " i 53 s s 53 £ * S S 

195 

cc tct ctt g ct f t .„ ct 9 jee tec «t ». c- £ «a etc act 

Pro Ser Leu Ala Ala lie i,eu 22Q 



215 

210 



384 



432 



576 



624 



672 



720 
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Val Leu His Met Pro Ser Asn Glu Gly Arg Lys Lys Ala Leu Val Thr 
225 230 235 240 



tgc tct tec cac ctg act gtg gtt ggg atg ttc tat gga get gec aca 
Cys Ser Ser His Leu Thr Val Val Gly Met Phe Tyr Gly Ala Ala Thr 
245 250 255 



768 



ttc atg tat gtc ttg ccc agt tec ttc cac age acc aga caa gac aac 
Phe Met Tyr Val Leu Pro Ser Ser Phe His Ser Thr Arg Gin Asp Asn 
260 265 270 



816 



ate ate tct gtt ttc tac aca att gtc act cca gec ctg aat cca etc 
lie lie Ser Val Phe Tyr Thr lie Val Thr Pro Ala Leu Asn Pro Leu 
275 280 285 



864 



ate tac age ctg agg aat aag gag gtc atg egg gec ttg agg agg gtc 
lie Tyr Ser Leu Arg Asn Lys Glu Val Met Arg Ala Leu Arg Arg Val 
290 295 300 



912 



ct g gga aaa tac atg ctg cca gca cac tec acg etc tag 
Leu Gly Lys Tyr Met Leu Pro Ala His Ser Thr Leu 



305 



310 



315 



951 



<210> 122 

<211> 316 

<212> PRT 

< 2 1 3 > Homo Sapi ens 

<400> 122 

Met Glu Leu Trp Asn Phe Thr Leu Gly Ser Gly Phe lie Leu Val Gly 
15 10 15 



lie Leu Asn Asp Ser Gly Ser Pro Glu Leu Leu Cys Ala Thr lie Thr 
20 25 30 



lie Leu Tyr Leu Leu Ala Leu lie Ser Asn Gly Leu Leu Leu Leu Ala 
35 40 45 



lie Thr Met Glu Ala Arg Leu His Met Pro Met Tyr Leu Leu Leu Gly 
50 55 60 



Gin Leu Ser Leu Met Asp Leu Leu Phe Thr Ser Val Val Thr Pro Lys 
65 70 75 80 



Ala Leu Ala Asp Phe Leu Arg Arg Glu Asn Thr lie Ser Phe Gly Gly 
85 90 95 



Cys Ala Leu Gin Met Phe Leu Ala Leu Thr Met Gly Gly Ala Glu Asp 
100 105 110 



Leu Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 
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Pro » Thr Tyr Met Thr K» Met Ser ser «, M. cy« Trp «u »t 

130 135 



v,l Ma Thr ser Trp He Le„ *. «r ser M. ». H- Tyr Thr 

145 150 

va l Tyr Thr Met Hi, Tyr Pre Phe Cys M. 31» «u .1. « 

165 

Mu « Cys 01. IX. Pro Hi. «. - ^ v,l Ma cys ». »P - 

180 lt3:D 

s .r » g Tyr OX. L« val Tyr v,l Met oly V* £ «» -» 

195 /UU 

, Tn t«, Ma Ser Tyr Thr Gin He Leu Leu Thr 
Pro Ser Leu Ala Ala He Leu Ala Ser xyr ^ 

210 215 



val w » His Met Pro Ser *s„ 01. oly W I*. «r- ». Leu v.l Thr 

230 

225 ^ 

CyS Ser Ser His Leu Thr Val Val Gly Met Phe Tyr Oly Ala Ala Thr 



245 250 



wic; ser Thr Arg Gin Asp Asn 
Phe Met Tyr Val Leu Pro Ser Ser Phe H« Ser Th ^ 

260 265 
Ile He Ser Val Phe Tyr Thr He Val Thr Pro Ala Leu Asn Pro Leu 



275 280 



Ile Tyr Ser Leu Arg Asn Lys Glu Val Met Arg Ala Leu Ar 9 Arg Val 



290 295 



Leu Gly Lys Tyr Met Leu Pro Ala His Ser Thr Leu 



305 310 



<210> 123 

<211> 897 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(894) 

<223> 
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<400> 123 

atg aga aat cac aca atg gtg act gaa ttc ate ctt ctg gga ate cct 48 

Met Arg Asn His Thr Met Val Thr Glu Phe lie Leu Leu Gly lie Pro 

15 10 15 

gag aca gag ggc eta gag aca gee ctt tta ttc ctg ttc tec tea ttt 96 

Glu Thr Glu Gly Leu Glu Thr Ala Leu Leu Phe Leu Phe Ser Ser Phe 

20 25 30 

tat tta tgc acc etc ttg gga aac gtg ctt ate ctt aca get ate ate 144 

Tyr Leu Cys Thr Leu Leu Gly Asn Val Leu lie Leu Thr Ala lie lie 
35 40 45 

tec tec act cga ctt cac act cct atg tat ttt ttc ttg gga aac etc 192 

Ser Ser Thr Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Leu 
50 55 60 

tec ate ttt gac ctg ggt ttc tct tea acg act gtt ccc aag atg ttg 240 

Ser He Phe Asp Leu Gly Phe Ser Ser Thr Thr Val Pro Lys Met Leu 

65 70 75 80 

ttc tac ctt teg ggg aac age cat get ate teg tat gca ggc tgc gtg 288 

Phe Tyr Leu Ser Gly Asn Ser His Ala He Ser Tyr Ala Gly Cys Val 

85 90 95 

tec cag ctt ttc ttc tac cat ttc eta ggc tgt act gag tgt ttc etc 336 

Ser Gin Leu Phe Phe Tyr His Phe Leu Gly Cys Thr Glu Cys Phe Leu 

100 105 110 

tac aca gtg atg gee tgt gac cgc ttt gtt gee ata tgt ttt cct ttg 384 

Tyr Thr Val Met Ala Cys Asp Arg Phe Val Ala He Cys Phe Pro Leu 
115 120 125 

aga tac acg gtc ate atg aac cac agg gtg tgc ttt atg ttg gee acg 432 

Arg Tyr Thr Val He Met Asn His Arg Val Cys Phe Met Leu Ala Thr 
130 135 140 

ggg acc tgg atg att ggc tgt gtc cat gee atg ate eta act ccc etc 480 

Gly Thr Trp Met He Gly Cys Val His Ala Met He Leu Thr Pro Leu 

145 150 155 160 

acc ttc cag tta cct tac tgt ggc cct aac aag gtg ggc tat tac ttc 528 

Thr Phe Gin Leu Pro Tyr Cys Gly Pro Asn Lys Val Gly Tyr Tyr Phe 

165 170 175 

tgt gat att cct gca gtg tta cct eta gec tgt aag gac aca tec tta 576 

Cys Asp He Pro Ala Val Leu Pro Leu Ala Cys Lys Asp Thr Ser Leu 

180 185 190 

gec cag agg gta ggt ttt aca aat gtt ggt ctt ttg tct etc att tgc 624 

Ala Gin Arg Val Gly Phe Thr Asn Val Gly Leu Leu Ser Leu He Cys 
195 200 205 

ttt ttt etc ate ctt gtt tec tat act tgc att ggg att tec ata tea 672 

Phe Phe Leu He Leu Val Ser Tyr Thr Cys lie Gly He Ser lie Ser 
210 215 220 

aaa ate cgc tea gca gag ggc agg cag egg gec ttc tec acc tgc age 720 

Lys He Arg Ser Ala Glu Gly Arg Gin Arg Ala Phe Ser Thr Cys Ser 

225 230 235 240 
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245 2bU 
tat cta caa ccc aat ccc agt gcc ttg ctt ggt tec ata att cag ata 
Tyr Leu Gin Pro Asn Pro Ser Ala Leu Leu Gly Ser ^ 
260 265 

»* - r s & s m £ s £ s z s s 

Leu Asn Asn Leu Val Tnr Fro n 

275 280 

agg aat aag gat gta aaa tea gat cag ccc tga 
Arg Asn Lys Asp Val Lys Ser Asp Gin Pro 
290 295 



768 



816 



864 



897 



<210> 124 
<211> 298 
<212> PRT 
<213> Homo Sapiens 

ZlVjL His Thr Met Val Thr Glu Phe He Leu Leu Gly II. Pro 
1 5 

Leu Phe Leu Phe Ser Ser Phe 



Glu Thr Glu Gly Leu Glu Thr Ala Leu Leu vne ^ 
20 25 

Tyr Leu Cys Thr Leu Leu Gly Asn Val Leu He Leu Thr Ala He He 

35 40 

ser s.r Thr «g «» Hl» Thr Pro M,t T,r Ph e Ph. Gly »» w« 

. 50 55 

Ser lie Phe Asp Leu Gly Phe Ser Ser Thr Thr Val Pro Lys Met Leu 
65 70 

Phe Tyr Leu Ser Gly Asn Ser His Ala lie Ser Tyr Ala Gly Cys Val 

85 yU 

Ser Gin Leu Phe Phe Tyr His Phe Leu Gly Cys Thr Glu Cys Phe Leu 



100 105 



Tyr Th r Val Met Ala Cys Asp Arg Phe Val Ala He Cys Phe Pro Leu 

115 120 



- ir^n r^res php Met Leu Ala Thr 
Arg Tyr Thr Val He Met Asn Has Arg Val Cys Phe Met 

Val His Ala Met He Leu Thr Pro Leu 



130 135 



Gly Thr Trp Met He Gly Cys 
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145 



150 



155 



160 



Thr Phe Gin Leu Pro Tyr Cys Gly Pro Asn Lys Val Gly Tyr Tyr Phe 
165 170 175 



Cys Asp lie Pro Ala Val Leu Pro Leu Ala Cys Lys Asp Thr Ser Leu 
180 185 190 



Ala Gin Arg Val Gly Phe Thr Asn Val Gly Leu Leu Ser Leu lie Cys 
195 200 205 



Phe Phe Leu lie Leu Val Ser Tyr Thr Cys lie Gly lie Ser lie Ser 
210 215 220 



Lys lie Arg Ser Ala Glu Gly Arg Gin Arg Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ala His Leu Thr Ala He Leu Cys Ala Tyr Gly Pro Val He Val He 
245 250 255 



Tyr Leu Gin Pro Asn Pro Ser Ala Leu Leu Gly Ser He He Gin He 
260 265 270 



Leu Asn Asn Leu Val Thr Pro Met Leu Asn Pro Leu lie Tyr Ser Leu 
275 280 285 



Arg Asn Lys Asp Val Lys Ser Asp Gin Pro 
290 295 



<210> 125 

<211> 969 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (966) 

<223> 



<400> 125 

atg aat tec ctg aag gac ggg aat cac acc get ctg acg ggg ttc ate 

Met Asn Ser Leu Lys Asp Gly Asn His Thr Ala Leu Thr Gly Phe He 
15 10 15 



48 



eta ttg ggc tta aca gat gat cca ate ctt cga gtc ate etc ttc atg 
Leu Leu Gly Leu Thr Asp Asp Pro He Leu Arg Val He Leu Phe Met 
20 25 30 



96 



ate ate eta tct ggt aat etc age at a att att ctt ate aga att tct 
He He Leu Ser Gly Asn Leu Ser He He He Leu He Arg He Ser 



144 



187 
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35 40 



45 



,-t-r ttt ctq age cac ttg get ttt 
tct cag etc cat cat cct atg tat ttc ttt g 9^ ^ ^ ^ phe 
S er Gin Leu His His Pro Met Tyr Phe Fn ^ 
50 55 

t- ate aca ccc aac atg ctt gta aac 
S S HI £ S I" Sr '»! T»r pro *.» Met «. Val » 

l ct g 9 te g . 9 a 9 . -ca f c tec t.c ctt g. £ jee Jtc ca g 

Phe Leu Val Qlu Arg Asn Thr Val Ser iy ^ 
85 

E S5 III S S S £ £ Ej - - - - i s S 

g c= .t, ecc tat g ac = f ttt g t g g ca att t g c a g t cca ct g ctt tat 
Ala Met Ala Tyr Asp Arg Pne 125 

115 12U 
tc , acc ,., at. tec .ea =.. £= , g t g « ca g ct, etc tt, £. £t 

Ser Thr Lys Met Ser Thr Gin i4Q 

tac Z get ggt ttt etc .tt get gtc tec tat act act tee ttc tat 
Tyr lie Ala Gly Phe Leu lie Ala Val Ser y lf . Q 
145 150 

ttt tta etc ttc tgt gga cca aat eaa gtc aat cat ttt ttc tgt g^ 
Phe Leu Leu Phe Cys Gly Pro Asn Gln 17 5 

165 

ttc g ct ccc tt. ctt %T etc tec t g t tct .at ate , g t ? tc tec ac. 

Phe Ala Pro Leu Leu Glu Leu Ser cys *e y ^ Q 

gtt g tt etc Z ttt tct tct gg . tee ate .tt g t g £c act « £ 

Val Val Leu Ser Phe Ser ser 2Q5 

+ ~ t-at- ate etc ate ace ate ctg aag atg 
gtc ata gec gtc tgc tac ate tat ate ct ^ ^ Lys Met 

Val He Ala Val Cys Tyr lie Tyr lie i,e ^ 

cge tee act gag ggg cac cac aag gec ttc tee ace tgc jet tee -c 
Arg ser Thr Glu Gly His His Lys Ala Phe Ser y ^ 

225 230 

^ a ttc tat ggg acc att ace ttc att tat gtg 
etc act gtg gtt acc ctg ttc tat ggg ^ ^ jle Tyr Val 

Leu Thr Val Val Thr Leu Phe Tyr Gly 255 
245 

«- n tea act gac cag aac aag gtg gtg tct gtg 
atg ccc aat ttt age tac tea act g g ^ ^ ^ ger Val 

Met Pro Asn Phe Ser Tyr Ser mr V 21Q 
260 

i. aa<- pre ctq ate tac age etc 

« 9 %? f£ fa! "e So £ « «° »« » r S " "° 

Leu Tyr Thr Val Val lie ^ 285 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 
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agg aac aag gag att aag ggg get ctg aag aga gag ctt gtt aga aaa 912 
Arg Asn Lys Glu lie Lys Gly Ala Leu Lys Arg Glu Leu Val Arg Lys 
290 295 300 

ata ctt tct cat gat get tgt tat ttt agt aga act tea aat aat gat 960 
lie Leu Ser His Asp Ala Cys Tyr Phe Ser Arg Thr Ser Asn Asn Asp 
305 310 315 320 

att aca tag 969 
He Thr 



<210> 126 

<211> 322 

<212> PRT 

<213> Homo Sapiens 

<400> 126 

Met Asn Ser Leu Lys Asp Gly Asn His Thr Ala Leu Thr Gly Phe He 
15 10 15 



Leu Leu Gly Leu Thr Asp Asp Pro He Leu Arg Val He Leu Phe Met 
20 25 30 



He He Leu Ser Gly Asn Leu Ser lie He He Leu He Arg He Ser 
35 40 45 



Ser Gin Leu His His Pro Met Tyr Phe Phe Leu Ser His Leu Ala Phe 
50 55 60 



Ala Asp Met Ala Tyr Ser Ser Ser Val Thr Pro Asn Met Leu Val Asn 
65 70 75 80 



Phe Leu Val Glu Arg Asn Thr Val Ser Tyr Leu Gly Cys Ala He Gin 
85 90 95 



Leu Gly Ser Ala Ala Phe Phe Ala Thr Val Glu Cys Val Leu Leu Ala 
100 105 110 



Ala Met Ala Tyr Asp Arg Phe Val Ala He Cys Ser Pro Leu Leu Tyr 
115 120 125 



Ser Thr Lys Met Ser Thr Gin Val Ser Val Gin Leu Leu Leu Val Val 
130 135 140 



Tyr He Ala Gly Phe Leu He Ala Val Ser Tyr Thr Thr Ser Phe Tyr 
145 150 155 160 
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Gin val Asn His Phe Phe Cys Asp 



Phe 



^eu Leu Phe Cys Gly Pro Asn Gin vax «,u ^ 



165 



Ph . Ala pro « l» o!u «. s.r cys Ser ASP II. Ser val ser Thr 

180 103 

Q phP Ser Ser Gly Ser He lie Val Val Thr Val Cys 

Val Val Leu Ser Phe Ser Ser <*j.y 2(J5 

195 zuu 

„ ti. Tvr He Leu He Thr He Leu Lys Met 

Val He Ma Val Cys Tyr He Tyr He Leu ^ 

210 215 



, ser Thr «» cly Hie His Lys «, Ph. s.r Thr Cys Thr s.r His 

: 230 

» Thr v»l V.1 Thr he» Phe Tyr o!y Thr u. Thr Phe XL Tyr Val 

245 

u c Tvr Ser Thr Asp Gin Asn Lys Val Val Ser Val 
t Pro Asn Phe Ser Tyr Ser inr 27Q 

2 6b 



260 



^ Val Val lie Pro Met Leu Asn Pro Leu lie Tyr Ser Leu 
Leu Tyr Thr Val Val lie *ru 2g5 

275 280 

t rlu lie Lys Gly Ala Leu Lys Arg Olu Leu Val Arg Lys 
Arg Asn Lys Glu He i^ys 3Q0 

290 295 

n , Thr Ser Asn Asn Asp 

He Leu Ser His Asp Ala Cys Tyr Phe Ser Arg Thr ^ 

305 310 



He Thr 



<210> 127 

<2ll> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • . (942) 

<223> 



<400> 127 tc ctq ct t ggt eta acc 

»? Ill i" III Thr IS tl III 1" Ph. S hi h.„ 0!y «, Thr 

1 5 

n-t- ate atq ttt acc etc ate 
aat gec cca gaa eta cag gtt ccc etc ttt ate atg 



190 



WO 02/24726 



PCT/BE01/00162 



Asn Ala Pro 



tac etc ate 
Tyr Leu He 
35 

ctg gac tct 
Leu Asp Ser 
50 

tct ctt gca 
Ser Leu Ala 
65 

act ggg ttg 
Thr Gly Leu 



get cag atg 
Ala Gin Met 



ttg tec tea 
Leu Ser Ser 
115 

cat tat acc 
His Tyr Thr 
130 

ggc tgt tat 
Gly Cys Tyr 
145 

aca ttt cgc 
Thr Phe Arg 



tgt gac aaa 
Cys Asp Lys 



agt gag ttg 
Ser Glu Leu 
195 

ctt ctt gtt 
Leu Leu Val 
210 

aag agg cac 
Lys Arg His 
225 

tct cac etc 
Ser His Leu 



tac ata cga 
Tyr He Arg 



Glu Leu Gin 
20 

act ctg act 
Thr Leu Thr 



cat etc cac 
His Leu His 



ggc att ggt 
Gly He Gly 
70 

ctt ata gaa 
Leu He Glu 
85 

ttc ttt tgt 
Phe Phe Cys 
100 

atg gec tat 
Met Ala Tyr 



acc acc atg 
Thr Thr Met 



gtc att ggt 
Val He Gly 
150 

etc tct ttc 
Leu Ser Phe 
165 

cca gca gtc 
Pro Ala Val 
180 

att ctt gtt 
He Leu Val 



acc ttg att 
Thr Leu He 



aca ggt aag 
Thr Gly Lys 
230 

att gec att 
He Ala He 
245 

cca agt tec 
Pro Ser Ser 



Val Pro Leu 
25 

ggg aac ctg 
Gly Asn Leu 
40 

act ccc atg 
Thr Pro Met 
55 

tac tec tea 
Tyr Ser Ser 



gac aaa gec 
Asp Lys Ala 



gca gtc ttt 
Ala Val Phe 
105 

gac cgc tac 
Asp Arg Tyr 
120 

aca aca cgt 
Thr Thr Arg 
135 

ttt ctg aat 
Phe Leu Asn 



tgc atg tec 
Cys Met Ser 



att act ctg 
He Thr Leu 
185 

ctt ata tea 
Leu He Ser 
200 

tec tat ctg 
Ser Tyr Leu 
215 

gga tac cag 
Gly Tyr Gin 



ttc tta ttt 
Phe Leu Phe 



agt cat tec 
Ser His Ser 



Phe He Met 



ggg atg ate 
Gly Met He 



tac ttt ttt 
Tyr Phe Phe 
60 

get gtc act 
Ala Val Thr 
75 

ate tec tac 
He Ser Tyr 
90 

gec act gtg 
Ala Thr Val 



gca gca gtg 
Ala Ala Val 



gtg tgt get 
Val Cys Ala 
140 

get tct ate 
Ala Ser He 
155 

aat gtg att 
Asn Val He 

170 

acc tgc tct 
Thr Cys Ser 



agt ttt aat 
Ser Phe Asn 



ttc ata ttg 
Phe He Leu 
220 

aag cct tta 
Lys Pro Leu 
235 

tat ata act 
Tyr He Thr 
250 

atg gac aca 
Met Asp Thr 



Phe Thr Leu 
30 

ata tta ate 
He Leu He 
45 

etc agt aac 
Leu Ser Asn 



cca aag gtt 
Pro Lys Val 



agt gec tgt 
Ser Ala Cys 
95 

gaa aat tac 
Glu Asn Tyr 
110 

tgt aac ccc 
Cys Asn Pro 
125 

tgt ctg get 
Cys Leu Ala 



caa att gga 
Gin He Gly 



cat cac ttt 
His His Phe 
175 

gag aaa cac 
Glu Lys His 
190 

gtc ttt ttt 
Val Phe Phe 
205 

ate acc att 
He Thr He 



tct acc tgt 
Ser Thr Cys 



gtc ate ate 
Val He He 
255 

gac aaa att 
Asp Lys He 



He 



ctg 144 
Leu 



ctg 192 
Leu 



tta 240 

Leu 

80 

get 288 
Ala 



etc 336 
Leu 



eta 384 

Leu 



ata 432 
He 



gat 480 

Asp 

160 

ttc 528 
Phe 



att 576 
He 



gca 624 
Ala 



ctt 672 
Leu 



ggt 720 

Gly 

240 

atg 768 
Met 



gca 816 
Ala 
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Ser Val Phe Tyr Thr Met He lie Pro ^ 
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<210> 128 
<211> 314 
<212> PRT 
<213> Homo Sapiens 

ri^l *s„ Thr «. »1 Ser 0!u Ph. XL - ol, ,«» Thr 

1 5 

m Tm Gin Val Pro Leu Phe He Met Phe Thr Leu He 
Asn Ala Pro Glu Leu Gin Val 30 
20 " 

Tyr Leu lie Thr ueu 45 



35 



wu „ ser Hi. «» His Thr Pro -t Tyr Phe Phe «. - » - 

50 55 

ser «. ,1. «Y II. "V Tyr Ser « »1 «r Pro W . v.1 « 



70 
65 



t\i^ tip qpr Tvr Ser Ala Cys Ala 
Thr Gly Leu Leu lie Glu Asp Lys Ala lie Ser Tyr ^ 

85 * u 

». Sl„ Phe Phe Cy. »1. v.! Ph. M, Thr «1 .1. « Tyr -» 

100 

. ,i a Tvr Asd Arg Tyr Ala Ala Val Cys Asn Pro Leu 
Leu Ser Ser Met Ala Tyr Asp Arg xy ^ 

115 ±zy 

His Tyr Thr Thr Thr Met Thr Thr *r 9 val Cys »1» cys «» M . He 

130 135 

Val He Gly Phe Leu Asn Ala Ser He Gin He Gly Asp 



864 



912 



945 



Gly Cys Tyr vai xxe — i55 

145 150 
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Thr Phe Arg Leu Ser Phe Cys Met Ser Asn Val lie His His Phe Phe 
165 170 175 



Cys Asp Lys Pro Ala Val lie Thr Leu Thr Cys Ser Glu Lys His lie 
180 185 190 



Ser Glu Leu lie Leu Val Leu lie Ser Ser Phe Asn Val Phe Phe Ala 
195 200 205 



Leu Leu Val Thr Leu lie Ser Tyr Leu Phe lie Leu lie Thr lie Leu 
210 215 220 



Lys Arg His Thr Gly Lys Gly Tyr Gin Lys Pro Leu Ser Thr Cys Gly 
225 230 235 240 



Ser His Leu lie Ala lie Phe Leu Phe Tyr lie Thr Val lie lie Met 
245 250 255 



Tyr lie Arg Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys lie Ala 
260 265 270 



Ser Val Phe Tyr Thr Met He He Pro Met Leu Ser Pro He Val Tyr 
275 280 285 



Thr Leu Arg Asn Lys Asp Val Lys Asn Ala Phe Met Lys Val Val Glu 
290 295 300 



Lys Ala Lys Tyr Ser Leu Asp Ser Val Phe 

310 



305 
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<212> 
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<213> 
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<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 




<400> 


129 



at 9 99^ aac tgg age act gtg act gaa ate acc eta att gec ttc cca 48 

Met Gly Asn Trp Ser Thr Val Thr Glu He Thr Leu He Ala Phe Pro 
15 10 15 

get etc ctg gag att cga ata tct etc ttc gtg gtt ctt gtg gta act 96 

Ala Leu Leu Glu He Arg He Ser Leu Phe Val Val Leu Val Val Thr 
20 25 30 
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**n atc acc ate ate tec ctg ata tgg 

£ S £ S S S My « - - »e s f « n. «P 

t-*r ttc ttc etc agt aat ttg 
att gat cat cgc ctg caa act cca atg tac t^ ^ ^ ^ ^ Leu 
He Asp His Arg Leu Gin Tiir Pro gQ 
50 55 

=,-+- ntr att acc cca aag ttg ttg 

S lit S S U. - £ S E £l - »r « - r 

70 

,ta tct ttt get ggt tgc atg 

s s £ - is s: - £ £ u. se, « r «« 

85 

atc caa aca tat ttc tac ttc ttt ctg ggj gtg 9JJ «t ate etc 
He Gin Thr Tyr Phe Tyr Phe Phe Leu faiy ^ 

100 xu 
ttg gcg gtg atg tec ttt gac cgc tac atg get atc tgc gac cca c^g 
Leu A ia Val Met Ser Phe Asp Arg Tyr n ^ 

115 ^ 
cac tac acg gtc atc atg aac age agg gec tgc ctt ctg ctg gtt ctg 
His Tyr Thr Val He Met Asn Ser Arg * ^ 
130 13 

% IT. £ S My E E S £ 52 £ - - - »• ll 

145 150 

gtg aca agg eta cct tac tgt agg aaa gaa att aat eat ttc ttc tgt 
Val Thr Arg Leu Pro Tyr Cys Arg Lys b 1?5 
165 

<- ata aat act cac etc att 
gac att gee cct ctt ctt cag gtg gec tgt ^ ^ ne 

Asp He Ala Pro Leu Leu Gin Val Ala cy ^ 

*. a , c ctt gtc atc ctg age tec ctg 

gag aag ata aac ttt etc etc tct gec ctt g ^ ^ ger Leu 

111 Lys He Asn Phe Leu Leu Ser Ala Leu ^ 
195 ^ UU 

a *-a att tct acc atc ctg cgt 
g ca tte act act ggg tec tac gtg tac at ^ ^ Leu Arg 

Ala Phe Thr Thr Gly Ser Tyr Val Tyr ^ 
210 215 

, tt ^_ ^- C t acc tgt get tct 
atc cec tee ace cag ggc cgt cag aaa get ^ ^ ^ ggr 

lie Pro Ser Thr Gin Gly Arg Gin Lys Ala »^ 24Q 

225 2 30 

K S S S E S S K K 1 S = S S S - 
« S S £ = = = = 2 S - = - i K S 

260 265 

v^r a = r cct ttt atc tac age 
gtC etc atc aca gtg gtg ace cct etc ctg aac 
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192 



240 
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336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 
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Val Leu lie Thr Val Val Thr Pro Leu Leu Asn Pro Phe lie Tyr Ser 

275 280 285 

ttg agg aat gag aag gta cag gaa gtg ttg aga gag aca gtg aac aga 912 

Leu Arg Asn Glu Lys Val Gin Glu Val Leu Arg Glu Thr Val Asn Arg 
290 295 300 



ate atg acc ttg ata caa agg aaa act tga 
lie Met Thr Leu lie Gin Arg Lys Thr 

310 



305 




<210> 


130 


<211> 


313 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


130 



Met Gly Asn Trp Ser Thr Val Thr Glu lie Thr Leu lie Ala Phe Pro 
15 10 15 



Ala Leu Leu Glu lie Arg He Ser Leu Phe Val Val Leu Val Val Thr 
20 25 30 



Tyr Thr Leu Thr Ala Thr Gly Asn He Thr He He Ser Leu He Trp 
35 40 45 



He Asp His Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 



Ser Phe Leu Asp He Leu Tyr Thr Thr Val He Thr Pro Lys Leu Leu 
65 70 75 80 



Ala Cys Leu Leu Gly Glu Glu Lys Thr He Ser Phe Ala Gly Cys Met 
85 90 95 



He Gin Thr Tyr Phe Tyr Phe Phe Leu Gly Thr Val Glu Phe He Leu 
100 105 110 



Leu Ala Val Met Ser Phe Asp Arg Tyr Met Ala He Cys Asp Pro Leu 
115 120 125 



His Tyr Thr Val He Met Asn Ser Arg Ala Cys Leu Leu Leu Val Leu 
130 135 140 



Gly Cys Trp Val Gly Ala Phe Leu Ser Val Leu Phe Pro Thr He Val 
145 150 155 160 



Val Thr Arg Leu Pro Tyr Cys Arg Lys Glu He Asn His Phe Phe Cys 
165 170 175 
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Aep Ila Ma p„ «. - - «■ ^ «■ Tht lm lle 

Glu „ U . »n «- L« «» «J - - £ S " " r " U 

195 

rr v*i rvr He He Ser Thr He Leu Arg 

A la Phe Thr Thr Gly Ser Tyr Val Tyr ^ 

210 

Ile Pro s« 3 ln oiy «g ox» w . «. £ « ™ *™ « 

225 230 

T1 ana His Gly ser Asn He Phe Val Tyr 
His He Thr Val Val Ser He Ala His Gly ^ 

245 

, ^ ^ /T - 7v SD lvs Val Ala Ala 
val Arg Pro Asn Gin Asn Ser ser Leu Asp Tyr Asp y ^ 

260 ^ 

n v 1 Thr Pro Leu Leu Asn Pro Phe He Tyr Ser 
Val Leu He Thr Val Val Thr Pro Le ^ 

275 

T , „ pi,, Thr Val Asn Arg 

rirt Glu Val Leu Arg G±u iu-l 

Leu Arg Asn Glu Lys Val Gin Glu ^ 

290 295 

He Met Thr Leu He Gin Arg Lys Thr 
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<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - * ( 945) 

<223> 



48 



<400> 131 ttt gtt etc gtg age ttc 

atg tgg gaa aac tgg aca att gtc ag g ^ ^ v&] _ ger phe 

Met Trp Glu Asn Trp Thr He Val Ser ^ l5 
1 5 

eta ctg ttt etc ctt ttc ttg 

tea gec ctg tec act gag ctt cag gc ^ ^ ^ phe Leu 

Ser Ala Leu Ser Thr Glu Leu Gin Aia ^ 
20 
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act ata get 
Thr lie Ala 
50 

aac ttg tec 
Asn Leu Ser 
65 

atg ctg ggg 
Met Leu Gly 



tgt gec act 
Cys Ala Thr 



tgc etc ctg 
Cys Leu Leu 
115 

ccc ttg cac 
Pro Leu His 
130 

gca get gee 
Ala Ala Ala 
145 

aca tgg att 
Thr Trp lie 



ttc ttc tgt 
Phe Phe Cys 



tct gtg ttt 
Ser Val Phe 
195 

ttt cct ttc 
Phe Pro Phe 
210 

ate ttc agg 

lie Phe Arg 
225 

tgt tec gee 

Cys Ser Ala 



etc acg tat 
Leu Thr Tyr 



ctg ctg tea 
Leu Leu Ser 
275 



gac tct gca 

Asp Ser Ala 



ttc ctg gag 
Phe Leu Glu 
70 

acc ctg ate 
Thr Leu lie 
85 

cag atg tat 
Gin Met Tyr 
100 

gee acc atg 
Ala Thr Met 



tac cca gtc 
Tyr Pro Val 



tct tgg ttc 
Ser Trp Phe 
150 

ttc agt ttc 
Phe Ser Phe 
165 

gac age cct 
Asp Ser Pro 
180 

gaa ctg gag 
Glu Leu Glu 



ttg ctg ate 
Leu Leu lie 



atg ccg tea 
Met Pro Ser 
230 

cac etc ttg 
His Leu Leu 
245 

ttc cga ccc 
Phe Arg Pro 
260 

etc tct tec 
Leu Ser Ser 



eta caa agt 
Leu Gin Ser 
55 

ata ggt ttc 
lie Gly Phe 



att caa gac 
lie Gin Asp 



ttc ttc ttc 
Phe Phe Phe 
105 

gca tat gac 
Ala Tyr Asp 
120 

ate atg ggc 
lie Met Gly 
135 

tea ggg ttt 
Ser Gly Phe 



cct ttt tgt 
Pro Phe Cys 



cct gtt att 
Pro Val lie 
185 

get ctg aca 
Ala Leu Thr 
200 

ctg gga tec 
Leu Gly Ser 
215 

get gag ggg 
Ala Glu Gly 



gtt gtc tct 
Val Val Ser 



caa tec agt 
Gin Ser Ser 
265 

aca gtg gtg 
Thr Val Val 
280 



cct atg tac 
Pro Met Tyr 
60 

aac ttg gtc 
Asn Leu Val 
75 

aca acc ate 
Thr Thr lie 
90 

ttt ttt ggg 
Phe Phe Gly 



cgc tac gtg 
Arg Tyr Val 



cac ata tec 
His lie Ser 
140 

tea gtg gee 
Ser Val Ala 
155 

ggc ccc aac 
Gly Pro Asn 
170 

gca ctg gtc 
Ala Leu Val 



gee act gtc 
Ala Thr Val 



tat gtc cgc 
Tyr Val Arg 
220 

aaa cat cag 
Lys His Gin 
235 

etc ttc tat 
Leu Phe Tyr 
250 

gee tct tct 
Ala Ser Ser 



act ccc atg 
Thr Pro Met 



ttc ttc etc 
Phe Phe Leu 



att gtg ccc 
lie Val Pro 



tec ttc ctt 
Ser Phe Leu 
95 

get get gag 
Ala Ala Glu 
110 

gee ate tgt 
Ala lie Cys 
125 

tgt gee cag 
Cys Ala Gin 



act gtg caa 
Thr Val Gin 



agg gtg aac 
Arg Val Asn 
175 

tgt get gac 
Cys Ala Asp 
190 

cca ttc att 
Pro Phe lie 
205 

ate etc tec 
lie Leu Ser 



gca ttc tec 
Ala Phe Ser 



age act gee 
Ser Thr Ala 
255 

gag age aag 
Glu Ser Lys 
270 

ttg aac ccc 
Leu Asn Pro 
285 



aga 192 
Arg 



aag 240 

Lys 

80 

gga 288 
Gly 



tgc 336 
Cys 



gac 384 
Asp 



ctg 432 
Leu 



acc 480 

Thr 

160 

cac 528 
His 



acc 576 
Thr 



etc 624 
Leu 



act 672 
Thr 



acc 720 

Thr 

240 

ate 768 
He 



aag 816 
Lys 



ate 864 
He 
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290 295 



945 

ate cac agg acc ctg ggc tct cag aaa eta tga 
He His Arg Thr Leu Gly Ser Gin Lys Leu 
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<210> 132 
<211> 314 
<212> PRT 



<213> Homo Sapiens 
<400> 132 



Met 
1 



^ *«n TrD Thr He Val Ser Glu Phe Val Leu Val Ser Phe 
Trp Glu Asn Trp mr vax 15 

5 10 

Ser Ala Leu Ser Thr Glu Leu Gin Ala Leu Leu Phe Leu Leu Phe Leu 

20 25 

Thr lie Tyr Leu Val Thr Leu Met Gly Asn Val Leu lie He Leu Val 
35 40 

Thr He Ala Asp Ser Ala Leu Gin Ser Pro Met Tyr Phe Phe Leu Arg 

50 55 

^ t*,i rln He Gly Phe Asn Leu Val He Val Pro Lys 
Asn Leu Ser Phe Leu Glu lie ^xy v QQ 

65 /U 

Met Leu Gly Thr Leu He lie Gin Asp Thr Thr He Ser Phe Leu Gly 

85 90 



Cys Ala Thr Gin Met Tyr Phe Phe Phe Phe Phe Gly Ala Ala Glu Cys 

100 105 

, ovu a i a Tvr Asp Arg Tyr Val Ala He Cys Asp 

Cys Leu Leu Ala Thr Met Ala Tyr Asp y ^ 

115 120 

Pro Leu His Tyr Pro Val He Met Gly Hie He Ser Cys Ala Gin Leu 

130 135 

Ala A la Ala Ser Trp Phe Ser Gly Phe Ser Val Ala Thr Val Gin Thr 
145 150 

Thr Trp He Phe Ser Phe Pro Phe Cys Gly Pro Asn Arg Val Asn His 

165 X/U 
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180 185 190 



Ser Val Phe Glu Leu Glu Ala Leu Thr Ala Thr Val Pro Phe lie Leu 
195 200 205 



Phe Pro Phe Leu Leu lie Leu Gly Ser Tyr Val Arg lie Leu Ser Thr 
210 215 220 



lie Phe Arg Met Pro Ser Ala Glu Gly Lys His Gin Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ala His Leu Leu Val Val Ser Leu Phe Tyr Ser Thr Ala lie 
245 250 255 



Leu Thr Tyr Phe Arg Pro Gin Ser Ser Ala Ser Ser Glu Ser Lys Lys 
260 265 270 



Leu Leu Ser Leu Ser Ser Thr Val Val Thr Pro Met Leu Asn Pro lie 
275 280 285 



lie Tyr Ser Ser Arg Asn Lys Glu Val Lys Ala Ala Leu Lys Arg Leu 
290 295 300 



lie His Arg Thr Leu Gly Ser Gin Lys Leu 
305 310 
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<400> 


133 





atg gag egg gtc aat gag act gtg gtg aga gag gtc ate ttc etc ggc 48 
Met Glu Arg Val Asn Glu Thr Val Val Arg Glu Val lie Phe Leu Gly 
15 10 15 

ttc tea tec ctg gee agg ctg cag cag ctg etc ttt gtt ate ttc ctg 96 
Phe Ser Ser Leu Ala Arg Leu Gin Gin Leu Leu Phe Val He Phe Leu 
20 25 30 

etc etc tac ctg ttc act ctg ggc ace aat gca ate ate att tec acc 144 
Leu Leu Tyr Leu Phe Thr Leu Gly Thr Asn Ala He He He Ser Thr 
35 40 45 

att gtc ctg gac agg gec ctt cat ate ccc atg tac ttc ttc ctt gee 192 
He Val Leu Asp Arg Ala Leu His He Pro Met Tyr Phe Phe Leu Ala 
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Met Leu Val Asp Leu Leu Ser Gin Lys ^y g5 

85 3U 

„o t-t-t tec ttc etc ttc ctt ggc tgc tct cac tec 

Cys E ne oE -t Phe S C e C r Phe Leu Phe Leu oly Cys Ser Ha. Ser 
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145 150 

1-1-1- tat tec tec aat caa eta cat cac 
tec ttg gta ttt cac etg cct ttt tat tec ^ ^ His 

Ser Leu Val Phe His Leu Pro Phe Tyr Ser ber ^ 
165 1/U 
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195 200 
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230 

225 ZJU 

,tt att qtc act gtc cac tat ggc tgt gee tec 
tg t gta tct cac etc att att gtc a g cys Ala ger 

Cys Val Ser His Leu He He Val inr va ^ 
1 245 Zbu 
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240 
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720 



768 
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864 



912 
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gtg aga aga aca att tec ctg ttg taa 939 
Val Arg Arg Thr lie Ser Leu Leu 
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Homo Sapiens 


<400> 


134 



Met Glu Arg Val Asn Glu Thr Val Val Arg Glu Val lie Phe Leu Gly 
15 10 15 



Phe Ser Ser Leu Ala Arg Leu Gin Gin Leu Leu Phe Val lie Phe Leu 
20 25 - 30 



Leu Leu Tyr Leu Phe Thr Leu Gly Thr Asn Ala lie lie lie Ser Thr 
35 40 45 



lie Val Leu Asp Arg Ala Leu His He Pro Met Tyr Phe Phe Leu Ala 
50 55 60 



He Leu Ser Cys Ser Glu He Cys Tyr Thr Phe He He Val Pro Lys 
65 70 75 80 



Met Leu Val Asp Leu Leu Ser Gin Lys Lys Thr He Ser Phe Leu Gly 
85 90 95 



Cys Ala He Gin Met Phe Ser Phe Leu Phe Leu Gly Cys Ser His Ser 
100 105 110 



Phe Leu Leu Ala Val Met Gly Tyr Asp Arg Tyr He Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Ser Val Leu Met Gly His Gly Val Cys Met Gly Leu 
130 135 140 



Val Ala Ala Ala Cys Ala Cys Gly Phe Thr Val Ala Gin He He Thr 
145 150 155 160 



Ser Leu Val Phe His Leu Pro Phe Tyr Ser Ser Asn Gin Leu His His 
165 170 175 



Phe Phe Cys Asp He Ala Pro Val Leu Lys Leu Ala Ser His His Asn 
180 185 190 
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fc A . t Pvc rrii-T^ L eU val Leu Ala 
His Phe Ser Gin lie Val He Phe Met Leu Cys Leu 

195 2UU 

x-i to,, v*l Ser Tyr Val His He Leu Ser Ala 
lie Pro Leu Leu Leu He Leu Val Ser lyr ^ 

210 215 



lie Leu Gin Phe Pro Ser Thr Leu Gly Arg Cys Lys Ma Phe Ser Thr 

225 ^ U 

Cy» v.1 ser His «» He II. « «r v.1 Hi. Tyr 31y cys «. ser 

245 ^ bU 

Ph e il. Tyr «u « g Pr= ol= ser Je» Tyr Ser S«r ser 01„ A„P ». 

260 265 

w » „e Ser vai ser Tyr T*r n. IX. Thr Pro he» Phe »» «. Me, 

275 280 

Ile Tyr ser W . «g « W «" «- >*■ « »1. «» cys Lys He 

290 295 



Val Arg Arg Thr He Ser Leu Leu 
305 310 
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Asn Leu 
65 

gcc ttg 
Ala Leu 



gga tgt 
Gly Cys 



tgt gtc 
Cys Val 



cac cct 
His Pro 
130 

ctg ctg 
Leu Leu 
145 

acc att 
Thr lie 



cac ttc 
His Phe 



aca cgc 
Thr Arg 



age ate 
Ser lie 
210 

gcc att 
Ala lie 
2 25 

acc tgc 
Thr Cys 



age ttt 
Ser Phe 



egg gtg 
Arg Val 



ttg ate 
Leu lie 
290 

gca ttg 
Ala Leu 



Ala Val 



gca aac 
Ala Asn 



ggc acc 
Gly Thr 
100 

ctg ctg 
Leu Leu 
115 

ctg cga 
Leu Arg 



gta ggc 
Val Gly 



tta ate 
Leu lie 



tac tgt 
Tyr Cys 
180 

gtt cac 
Val His 
195 

ccc etc 
Pro Leu 



tta egg 
Leu Arg 



tct tct 
Ser Ser 



ata tac 
lie Tyr 
260 

gta tct 
Val Ser 
275 

tat agt 
Tyr Ser 



aga aaa 
Arg Lys 



Leu Glu 
70 

etc ctt 
Leu Leu 
85 

cag atg 
Gin Met 



gta gtc 
Val Val 



tac agg 
Tyr Arg 



tec ttg 
Ser Leu 
150 

ttc cat 
Phe His 
165 

gac atg 
Asp Met 



aag act 
Lys Thr 



tea ttg 
Ser Leu 



ate egg 
lie Arg 
230 

cac ate 
His He 
245 

ttg tec 
Leu Ser 



gtg gcc 
Val Ala 



ttg agg 
Leu Arg 



ttc tag 
Phe 



He Phe 



tea atg 
Ser Met 



ttt ttc 
Phe Phe 



atg get 
Met Ala 
120 

etc ate 
Leu He 
135 

gtg ctg 
Val Leu 



etc cca 
Leu Pro 



cct gca 
Pro Ala 



get ctg 
Ala Leu 
200 

ate tec 
He Ser 
215 

tea gca 
Ser Ala 



tta gtg 
Leu Val 



ccc agt 
Pro Ser 



tac aca 
Tyr Thr 
280 

aac aag 
Asn Lys 
295 



Tyr Thr 



ggc aaa 
Gly Lys 
90 

ttt gtc 
Phe Val 
105 

tat gac 
Tyr Asp 



atg age 
Met Ser 



ggg ttc 
Gly Phe 



ttc tgc 
Phe Cys 
170 

gtc atg 
Val Met 
185 

tat ate 
Tyr He 



ate tec 
He Ser 



gaa ggg 
Glu Gly 



gtc etc 
Val Leu 
250 

tec age 
Ser Ser 
265 

ttt ate 
Phe He 



gaa ctg 
Glu Leu 



Ser Ser 
75 

act cct 
Thr Pro 



ttc ttg 
Phe Leu 



egg ttt 
Arg Phe 



tgg tec 
Trp Ser 
140 

ctg ttg 
Leu Leu 
155 

cac aat 
His Asn 



cgc ctg 
Arg Leu 



ate age 
He Ser 



tat gtc 
Tyr Val 
220 

cgc cag 
Arg Gin 
235 

ctg cag 
Leu Gin 



tac tct 
Tyr Ser 



act ccc 
Thr Pro 



aaa gat 
Lys Asp 
300 



He Thr 



gtt tec 
Val Ser 



ggt ggg 
Gly Gly 
110 

ata gcg 
He Ala 
125 

ttg tgt 
Leu Cys 



tea ctg 
Ser Leu 



gat gag 
Asp Glu 



get tgt 
Ala Cys 
190 

ttc ate 
Phe He 
205 

ttc ate 
Phe He 



caa gcc 
Gin Ala 



tat ggc 
Tyr Gly 



cct gag 
Pro Glu 
270 

att tta 
He Leu 
285 

gcc eta 
Ala Leu 



Pro Leu 
80 

ate acg 288 

He Thr 

95 

get gat 336 
Ala Asp 



ate tgt 384 
He Cys 



gtg gag 432 
Val Glu 



cca etc 480 
Pro Leu 
160 

ate tac 528 

He Tyr 

175 

gca gac 576 
Ala Asp 



gtc ctt 624 
Val Leu 



gtg gta 672 
Val Val 



tac tct 720 
Tyr Ser 
240 

tgc acc 768 

Cys Thr 

255 

atg ggc 816 
Met Gly 



aac ccc 864 
Asn Pro 



agg aaa 912 
Arg Lys 
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136 




Met Glu Gly 


He Asn 


1 




5 



10 



* r>™ riu Val Gin Met Leu He Phe Val Val Phe Leu 
Phe Ser Pro Asp Pro Glu Val ^xn w 3Q 

20 2b 

q^r Leu Gly Gly Asn Ala Thr He Ala Val He 
Met Met Tyr Leu Thr Ser Leu ^y ^ 

35 40 

,.1 Gl„ II. A» His ser Le, Hi. Thr Pro Met Tyr Ph. Phe Leu U. 

50 55 

« Le» M. v.1 Olu II. Phe Tyr Thr Ser ser Tie Thr Pro Lj. 

7 0 

65 /U 

c^r- Met Gly Lys Thr Pro Val Ser He Thr 
Ala Leu Ala Asn Leu Leu Ser Met ^xy g5 



85 



„, Cy. <3ly Thr 31n Met Phe Ph. Phe V.l Phe L.» 81y Gly «P 

100 1Ub 

cy s va! Leu « val V,l Met Ala Tyr asp «8 Phe II. M. U. cys 

115 120 

His Pro Leu A r 9 Tyr Ar g Leu Xle Met Ser Trp Ser Leu Cys Val Glu 
130 135 

,eu Leu val Gly Ser Leu Val Leu Gly Phe Leu Leu Ser Le U Pro Leu 

150 

145 

1U «« ii. «- «■ — «° fhe s; 1,18 ssn Rsp Glu i™ ^ 

165 1/u 

Hi. Ph. Tyr cy, »p »t Pro Ala val Met »r 9 L.e U ,1. Cy. «. «P 

180 185 

mx. TV. Ton Tvr Tie He Ser Phe He Val Leu 
Thr Arg Val His Lys Thr Ala Leu Tyr He ^ 
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Ser lie Pro Leu Ser Leu lie Ser lie Ser Tyr Val Phe lie Val Val 
210 215 220 



Ala lie Leu Arg lie Arg Ser Ala Glu Gly Arg Gin Gin Ala Tyr Ser 
225 230 235 240 



Thr Cys Ser Ser His He Leu Val Val Leu Leu Gin Tyr Gly Cys Thr 
245 250 255 



Ser Phe He Tyr Leu Ser Pro Ser Ser Ser Tyr Ser Pro Glu Met Gly 
260 265 270 



Arg Val Val Ser Val Ala Tyr Thr Phe He Thr Pro He Leu Asn Pro 
275 280 285 



Leu He Tyr Ser Leu Arg Asn Lys Glu Leu Lys Asp Ala Leu Arg Lys 
290 295 300 



Ala Leu Arg Lys Phe 
305 
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<400> 


137 



atg gaa gga ata aat aaa act gca aag atg cag ttt ttc ttt cgt cca 48 

Met Glu Gly He Asn Lys Thr Ala Lys Met Gin Phe Phe Phe Arg Pro 
15 10 15 

ttc tea cct gac cct gag gtc cag atg ctg att ttt gtg gtc ttc ctg 96 

Phe Ser Pro Asp Pro Glu Val Gin Met Leu He Phe Val Val Phe Leu 
20 25 30 



atg atg tat ctg acc age etc ggt gga aat get aca att gca gtc att 
Met Met Tyr Leu Thr Ser Leu Gly Gly Asn Ala Thr He Ala Val He 
35 40 45 

gtt cag ate aat cat tec etc cac acc ccc atg tac ttt ttc ctg get 
Val Gin He Asn His Ser Leu His Thr Pro Met Tyr Phe Phe Leu Ala 
50 55 60 



144 



192 



aat ctg gca gtt eta gaa ate ttc tat aca tct tec ate acc cca ttg 240 
Asn Leu Ala Val Leu Glu He Phe Tyr Thr Ser Ser He Thr Pro Leu 
65 70 75 80 
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^ ntt tea atq ggc aaa act cct gtt tec ate acg 

gee ttg gca aac etc ctt tea atg gg ^ ^ Ser ne Thr 
Ala Leu Ala Asn Leu Leu Ser Met ^y* g5 

85 90 
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Leu Leu Val Gly Ser Leu Val Leu ^±y * 160 
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~ S 2 S 2 2 2 2 2 2 2 2 S K 2 2 
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180 iab 
aca cgc gtt cac aag act get ctg tat ate ate age ttc ate gtc ctt 
Thr Arg Val His Lys Thr Ala Leu Tyr He ^ 
195 zuu 

„ t-r-n tec tat qtc ttc ate gtg gta 

age ate ecc etc tea ttg ate tee ate tec ta g ^ ^ ^ 

Ser He Pro Leu Ser Leu He Ser He Ser ly ^ 

210 215 
gee att tta egg ate egg tea gca gaa ggg cgc cag eaa gec tac tct 
Ala He Leu Arg He Arg Ser Ala Glu Gly Arg * ^ 
2^5 230 

1 t g c tct t=t c,c .to «. gtj etc etc ctj eg «t g tgc «c 

Thr Cys Ser Ser His He Leu va± va ^ 
245 ^ u 

ag c ttt .t. t.c tt g tec ccc , f tec Jje t.c t f cct g, «c 

Ser Phe lie Tyr Leu Ser Pro Ser Ser ber y ^ 
260 ^ br> 

4-*-%- atr act ccc att tta aac ccc 

25 2 2 2 2 S 2 2 2 2 2 „ % - - » 

275 280 

ttg ate tat agt ttg agg aac aag gaa c 
Leu He Tyr Ser Leu Arg Asn Lys Glu 
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<400> 138 

Met Glu Gly lie Asn Lys Thr Ala Lys Met Gin Phe Phe Phe Arg Pro 
15 10 15 



Phe Ser Pro Asp Pro Glu Val Gin Met Leu lie Phe Val Val Phe Leu 
20 25 30 



Met Met Tyr Leu Thr Ser Leu Gly Gly Asn Ala Thr lie Ala Val lie 
35 40 45 



Val Gin lie Asn His Ser Leu His Thr Pro Met Tyr Phe Phe Leu Ala 
50 55 60 



Asn Leu Ala Val Leu Glu lie Phe Tyr Thr Ser Ser lie Thr Pro Leu 
65 70 75 80 



Ala Leu Ala Asn Leu Leu Ser Met Gly Lys Thr Pro Val Ser lie Thr 
85 90 95 



Gly Cys Gly Thr Gin Met Phe Phe Phe Val Phe Leu Gly Gly Ala Asp 
100 105 110 



Cys Val Leu Leu Val Val Met Ala Tyr Asp Gin Phe lie Ala lie Cys 
115 120 125 



His Pro Leu Arg Tyr Arg Leu lie Met Ser Trp Ser Leu Cys Val Glu 
130 135 140 



Leu Leu Val Gly Ser Leu Val Leu Gly Phe Leu Leu Ser Leu Pro Leu 
145 150 155 160 



Thr lie Leu lie Phe His Leu Pro Phe Cys His Asn Asp Glu lie Tyr 
165 170 175 



His Phe Tyr Cys Asp Met Pro Ala Val Met Arg Leu Ala Cys Ala Asp 
180 185 190 



Thr Arg Val His Lys Thr Ala Leu Tyr lie lie Ser Phe lie Val Leu 
195 200 205 



Ser lie Pro Leu Ser Leu lie Ser lie Ser Tyr Val Phe lie Val Val 
210 215 220 



Ala lie Leu Arg He Arg Ser Ala Glu Gly Arg Gin Gin Ala Tyr Ser 
225 230 235 240 
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ser ser His II. Leu V,I * Leu ^ OI» T y r Oly Cys ^ 



Thr Cys Ser ber nib ^ 
245 



„ ^ Q ~r- Tvr Ser Pro Glu Met Gly 
Ser Phe He Tyr Leu Ser Pro Ser Ser Ser Tyr ^ 

260 265 

Mg V,I val « val TV, Tjr P*e He T h r Pro II. - « Pro 

275 ^ 



Leu He Tyr Ser Leu Arg Asn Lys Glu 
290 295 
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100 " LUD 

nar rac tat qtq gec atc tgc aac 
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Phe Tta ,„ Hi, Pro «. Le„ ,y. Thr «. »» « »1 Val Phe P>« 

20 2b 

A la Xle Tyr Leu He Thr Val Val Gly Asn He Ser Leu Val Ma Leu 
35 40 

tij r. Thv pt-o Met Tvr He Phe Leu Gly 
lie Phe Thr His Cys Arg Leu His Thr Pro Met xyr 

50 55 

Asn Leu Ala Leu Val Asp Ser Cys Cys Ala Cys Ala He Thr Pro Lys 

65 /U 



„ t l« «1« Asn Phe Ph. ser 31, «y W. II. ser L„ Tyr 01. 

85 90 

cy5 Ala val Gin Phe Tyr Phe Leu Cys Thr Val Glu Thr Ala Asp Cys 

100 10b 

Ph e Leu Leu Ala Ala Val Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 

Pro Leu Gin Tyr His He Met Met Ser Lys Lys Leu Cys He Gin Met 

130 135 

Thr Thr Gly Ala Phe He Ala Gly Asn Leu His Ser Met He His Val 
145 lbU 

Gly L eu val Phe Arg Leu Val Phe Cys Gly Leu Asn His He Asn His 

165 1/u 

Phe Tyr cy. »P Thr «. Pro to Tyr «, to =«r »J ^ *» 

180 1Sb 

Phe ,1. *.» Ol. «. V,! » Ph« ne Phe ser «y ser val 31„ val 
Ph. Thr lie <=!y ser Val - He s.r Tyr Le, Tyr II. L.U Keu Thr 

210 215 

He Phe Arg Met Lys Ser Lys Glu Gly Arg Ala Lys Ala Phe Ser Thr 

225 ^ U 

cys Ala Ser His Phe Ser Ser Val Ser Leu Phe Tyr Gly Ser lie Phe 

245 250 

Phe Leu Tyr He Arg Pro Asn Leu Leu Glu Glu Gly Gly Asn Asp He 
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260 265 270 



Pro Ala Ala lie Leu Phe Thr lie Val Val Pro Leu Leu Asn Pro Phe 
275 280 285 



lie Tyr Ser Leu Arg Asn Lys Glu Val lie Ser Val Leu Arg Lys He 
290 295 300 



Leu Leu Lys He Lys Ser Gin Gly Ser Val Asn Lys 
305 310 315 
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<400> 141 

atg gat cag aaa aat gga agt tct ttc act gga ttt ate eta ctg ggt 48 

Met Asp Gin Lys Asn Gly Ser Ser Phe Thr Gly Phe He Leu Leu Gly 
15 10 15 

ttc tct gac agg cct cag ctg gag eta gtc etc ttt gtg gtt ctt ttg 96 

Phe Ser Asp Arg Pro Gin Leu Glu Leu Val Leu Phe Val Val Leu Leu 
20 25 30 

ate ttc tat ate ttc act ttg ctg ggg aac aaa acc ate att gta tta 144 

He Phe Tyr He Phe Thr Leu Leu Gly Asn Lys Thr He He Val Leu 
35 40 45 

tct cac ttg gac cca cat ctt cac act cct atg tat ttt ttc ttc tec 192 

Ser His Leu Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Phe Ser 
50 55 60 

aac eta age ttt ttg gat ctg tgt tac aca acc ggc att gtt cca cag 240 

Asn Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Gly He Val Pro Gin 

65 70 75 80 

etc ctg gtt aat etc agg gga gca gac aaa tea ate tec tat ggt ggt 2 88 

Leu Leu Val Asn Leu Arg Gly Ala Asp Lys Ser He Ser Tyr Gly Gly 
85 90 95 

tgt gta gtt cag ctg tac ate tct eta ggc ttg gga tct aca gaa tgc 336 

Cys Val Val Gin Leu Tyr He Ser Leu Gly Leu Gly Ser Thr Glu Cys 
100 105 HO 

gtt ctt ttt tta gtg atg gta ttt gac cgc tat gca get gtt tgc agg 3 84 

Val Leu Phe Leu Val Met Val Phe Asp Arg Tyr Ala Ala Val Cys Arg 
115 120 125 

ccc etc cac tac aca gta gtc atg cac cct tgt ctg tat gtg ctg atg 432 

Pro Leu His Tyr Thr Val Val Met His Pro Cys Leu Tyr Val Leu Met 
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Phe Leu Cys Glu Val Pro Pro i*u * ig0 

1B0 185 

«* .t, «t (,» t« «= «= ttt f = a f f: att .« =» c« 

Thr Met Asn Glu Ser Glu Leu Phe Phe vax ^ 
195 " 00 

= t-t-r tec tat agt cag att gtc agg gca 
gta cct gtt gca tta ate ttc tec ta g ^ ^ Arg ftla 

Val Pro Val Ala Leu He lie Phe her y ^ 
210 21b 

ora aca qgq cag aga aaa gtg ttt ggg aca 
gtc atg agg ata aag tta gca aca ggg g a phe Ql Thr 

val Met Arg He Lys Leu Ala Thr Gly Gin Aig y ^ 

230 

I* g9 c «=c ? c c« aca £ - «J - tac S aca £ ate 

Cys Gly Ser His Leu Thr Val va± ^ 255 

245 

t-ac tct cag gat cag ggc aag 
tat get tac etc cag ccc ggc « ^c tct 9 ^ ^ ^ 
Tyr Ala Tyr Leu Gin Pro Gly Asn ash y ^ 
260 265 

.,*-+- = frc atq ate aac ccc etc 
ttc ate tct etc ttc tac acc ate att aca ccc atg ^ ^ ^ 

Phe He Ser Leu Phe Tyr Thr lie He Thr ^ 

275 280 
ata tat aca etg agg aac aag gat gtg aaa gga gca ctt aag aag gtg 
He Tyr Thr Leu Arg Asn Lys Asp Val Lys Gly Ala 
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etc tgg aag aac tac gac tec aga tga 
Leu Trp Lys Asn Tyr Asp Ser Arg 
305 310 
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lie Phe Tyr lie Phe Thr Leu Leu Gly Asn Lys Thr lie lie Val Leu 
35 40 45 



Ser His Leu Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Phe Ser 
50 55 60 



Asn Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Gly lie Val Pro Gin 
65 70 75 80 



Leu Leu Val Asn Leu Arg Gly Ala Asp Lys Ser lie Ser Tyr Gly Gly 
85 90 95 



Cys Val Val Gin Leu Tyr lie Ser Leu Gly Leu Gly Ser Thr Glu Cys 
100 105 110 



Val Leu Phe Leu Val Met Val Phe Asp Arg Tyr Ala Ala Val Cys Arg 
115 120 125 



Pro Leu His Tyr Thr Val Val Met His Pro Cys Leu Tyr Val Leu Met 
130 135 140 



Ala Ser Thr Ser Trp Val lie Gly Phe Ala Asn Ser Leu Leu Gin Thr 
145 150 155 160 



Val Leu lie Leu Leu Leu Thr Leu Cys Gly Arg Asn Lys Leu Glu His 
165 170 175 



Phe Leu Cys Glu Val Pro Pro Leu Leu Lys Leu Ala Cys Val Asp Thr 
180 185 190 



Thr Met Asn Glu Ser Glu Leu Phe Phe Val Ser Val lie lie Leu Leu 
195 200 205 



Val Pro Val Ala Leu lie lie Phe Ser Tyr Ser Gin lie Val Arg Ala 
210 215 220 



Val Met Arg He Lys Leu Ala Thr Gly Gin Arg Lys Val Phe Gly Thr 
225 230 235 240 



Cys Gly Ser His Leu Thr Val Val Ser Leu Phe Tyr Gly Thr Ala He 
245 250 255 



Tyr Ala Tyr Leu Gin Pro Gly Asn Asn Tyr Ser Gin Asp Gin Gly Lys 
260 265 270 
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t Phe Tvr Thr He He Thr Pro Met He Asn Pro Leu 
Phe He Ser Leu Phe Tyr mr 2Q5 
275 280 

n . Tyr ». « «. Giy " u Lys val 
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Leu Trp Lys Asn Tyr Asp Ser Arg 
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1 5 

ttt ttt etc att gtc tat 

aag act gaa etc cag gga att ate ttc etc ^ ^ ^ Val ^ 

Lys Pro Glu Leu Gin Gly He lie va 3Q 
20 

£ & s £ £ £ - - s - " : s - S : " 3 s " r 

35 40 

4- +- «^ m-c ctt ctg aca ctg get 

S c £ £ S £ £ £ £ £ " u Thr wu "* 

Asn Asn Thr Leu His inr ^ * 6Q 

50 55 

~ at-r. at-a ccq aag atg ctg ggg 

gtt 9t r «c at= «= ac, „ g .« «; f ! ^ „ et Leu „ ly 

Val Val Asp He He cys iuj- 75 80 

70 

s a £ £ £ e £ s £ £ - £ s £ £ £ 

S £ £ £ £ £ 5 £ 2 - S £ E £ = - 

100 10b 

+-t- tat ttc cct ctt cat 
acc acc atg gec tat gac cgc tat gtg gee a ^ ^ ^ ^ ^ 
Thr Thr Met Ala Tyr Asp Arg Tyr Val AJ. ^ 
115 

*. i-n*- ata qcc ttg etc age atg 

tac agt act gtt atg aac eac eat atg tgt g ^ ^ ^ ^ 

Tyr Ser Thr Val Met Asn His Hrs Met cy ^ 
130 

<- *-~r* taa atq eac aca get ctt ate 

gtc atg get att gca gtc acc aat tec tgg gtg 



48 
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144 



192 



240 



288 



336 



384 



432 



480 



214 



WO 02/24726 



PCT/BE01/00162 



Val Met Ala lie Ala Val Thr Asn Ser Trp Val His Thr Ala Leu lie 
145 150 155 160 

atg agg ttg act ttc tgt ggg cca aac acc att gac cac ttc ttc tgt 528 
Met Arg Leu Thr Phe Cys Gly Pro Asn Thr He Asp His Phe Phe Cys 
165 170 175 

gag ata ccc cca ttg ctg get ttg tec tgt age cct gta aga ate aat 576 
Glu He Pro Pro Leu Leu Ala Leu Ser Cys Ser Pro Val Arg He Asn 
180 185 190 

gag gtg atg gtg tat gtt get gat att acc ctg gec ata ggg gac ttt 624 
Glu Val Met Val Tyr Val Ala Asp He Thr Leu Ala He Gly Asp Phe 
195 200 205 

att ctt acc tgc ate tec tat ggt ttt ate att gtt get att etc cgt 672 
He Leu Thr Cys He Ser Tyr Gly Phe He He Val Ala He Leu Arg 
210 215 220 

ate cgc aca gta gaa ggc aag agg aag gee ttc tea aca tgc tea tct 720 
He Arg Thr Val Glu Gly Lys Arg Lys Ala Phe Ser Thr Cys Ser Ser 
225 230 235 240 

cat etc aca gtg gtg acc ctt tac tat tct cct gta ate tac acc tat 768 
His Leu Thr Val Val Thr Leu Tyr Tyr Ser Pro Val He Tyr Thr Tyr 
245 250 255 

ate cgc cct get tec age tat aca ttt gaa aga gac aag gtg gta get 816 
He Arg Pro Ala Ser Ser Tyr Thr Phe Glu Arg Asp Lys Val Val Ala 
260 265 270 

gca etc tat act ctt gtg act ccc aca tta aac ccg atg gtg tac age 864 
Ala Leu Tyr Thr Leu Val Thr Pro Thr Leu Asn Pro Met Val Tyr Ser 
275 280 285 

ttc cag aat agg gag atg cag gca gga att agg aag gtg ttt gca ttt 912 
Phe Gin Asn Arg Glu Met Gin Ala Gly He Arg Lys Val Phe Ala Phe 
290 295 300 

ctg aaa cac tag 924 

Leu Lys His 

305 



<210> 144 

<211> 307 

<212> PRT 

<213> Homo Sapiens 

<400> 144 

Met Asn His Ser Val Val Thr Glu Phe He He Leu Gly Leu Thr Lys 
15 10 15 



Lys Pro Glu Leu Gin Gly He He Phe Leu Phe Phe Leu He Val Tyr 
20 25 30 



Leu Val Ala Phe Leu Gly Asn Met Leu He He He Ala Lys He Tyr 
35 40 45 
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» « T„ r «. H 1S ^ « - ^ P„. JJ. ~ - - 

50 55 



Val Val Asp He He Cys Thr Thr Ser --- - 80 

65 70 



He He Pro Lys Met Leu Gly 
75 80 

« L e» T te « 0!» - «• « T ^ G1 " 05,5 "f S " 

« P,e „u ™* «P «r »» -V ^ « -1 »- 

100 

Thr „« «. Tyr «P *9 Tyr v.l »!. .1. CV, £ «o - Hi» 

115 120 

. Val Ala Leu Leu Ser Met 

Val Met Asn His His Met Cys Val ai 

135 

m u; q Thr Ala Leu lie 

He Ala Val Thr Asn Ser Trp Val His Thr A ^ 



Tyr Ser Thr 

130 iJ3 



Val Met Ala He Ala vax — — - ^ 



r-v,^ tip Ast> His Phe Phe Cys 
Met Arg Leu Thr Phe Cys Gly Pro Asn Thr He Asp 

165 



Le u Leu Ala Leu Ser Cys Ser Pro Val Arg He Asn 

180 

He Thr Leu Ala He Gly Asp Phe 



Glu He Pro Pro Leu i,eu — ~ 

180 

Glu Val Met Val Tyr Val Ala Asp He - — ~- — 

ri v Phe He He Val Ala He Leu Arg 
He Leu Thr Cys He Ser Tyr Gly Phe ^ 

210 215 

Ile Arg Thr val Glu Gly Lys Arg Lys Ala Phe Ser Thr Cys Ser Ser 
He 

tvt- Tvr Ser Pro Val He Tyr Thr Tyr 
His Leu Thr Val Val Thr Leu Tyr Tyr Ser ^ 
245 

B a . Tvr Thr Phe Glu Arg Asp Lys Val Val Ala 
Ile Arg Pro Ala Ser Ser Tyr Thr *n a ^ 

260 Z 

« i Th^ Pro Thr Leu Asn Pro Met Val Tyr Ser 
Ala Leu Tyr Thr Leu Val Thr Pro Thr ^ 

275 280 
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Phe Gin Asn Arg Glu Met Gin Ala Gly lie Arg Lys Val Phe Ala Phe 
290 295 300 



Leu Lys His 
305 



<210> 145 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (945) 

<223> 



<400> 145 

atg acc aat cag aca cag atg atg gaa ttc ttg ctt gtg aga ttt act 

Met Thr Asn Gin Thr Gin Met Met Glu Phe Leu Leu Val Arg Phe Thr 

15 10 15 

gag aat tgg gtg etc ctg agg ctg cat get ttg etc ttc tea ctg ate 

Glu Asn Trp Val Leu Leu Arg Leu His Ala Leu Leu Phe Ser Leu lie 

20 25 30 



48 



96 



tac etc acg get gtg ctg atg aat tta gtc ate att etc etc atg att 144 

Tyr Leu Thr Ala Val Leu Met Asn Leu Val lie lie Leu Leu Met lie 

35 40 45 

ctg gac cat cgt etc cac atg gca atg tac ttt ttc etc cga cat ttg 192 

Leu Asp His Arg Leu His Met Ala Met Tyr Phe Phe Leu Arg His Leu 

50 55 60 

tec ttc tta gac ctg tgt etc att tct gee aca gtc ccc aaa tec ate 240 

Ser Phe Leu Asp Leu Cys Leu He Ser Ala Thr Val Pro Lys Ser He 

65 70 75 80 

etc aac tct gtc gec tec act gac tec ate tec ttc ctg ggg tgt gtg 288 

Leu Asn Ser Val Ala Ser Thr Asp Ser He Ser Phe Leu Gly Cys Val 

85 90 95 

ttg cag etc ttc ttg gtg gta ctg ctg get gga tea gag att ggc ate 336 

Leu Gin Leu Phe Leu Val Val Leu Leu Ala Gly Ser Glu He Gly He 

100 105 110 

ctt act gec atg tec tat gac cgc tat get gec ate tgc tgc ccc eta 384 

Leu Thr Ala Met Ser Tyr Asp Arg Tyr Ala Ala lie Cys Cys Pro Leu 

115 120 125 

cac tgt gag get gtc atg age aga ggg etc tgt gtc cag ttg atg get 432 

His Cys Glu Ala Val Met Ser Arg Gly Leu Cys Val Gin Leu Met Ala 

130 135 140 



ctg tec tgg etc aac aga ggg gec ttg gga etc ttg tac aca get gga 
Leu Ser Trp Leu Asn Arg Gly Ala Leu Gly Leu Leu Tyr Thr Ala Gly 
145 150 155 160 



480 
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m «c «ct «g «t £ g? c j« g .t „ c» -t «, tt= tto 

Thr Phe Ser Leu Asn Phe Tyr Gly Ser Asp ^ 
165 x ' u 

tgc g.t gtc cct 9 cc eta eta aag etc act tgt tot -a ga. eat gee 

Cys Asp val Pro Ala Leu Leu Lys Leu Thr Cys ^ 
180 io 

S - £ £ 2 S3 S S 5 E Si - E ~ S= - 
S S S S S S S £ S £ S E S S S3 S 

210 215 

a = a ncc ttt tec aac tgt gtg 

s s e S2 s s - r« s .« - - - 

S K S S 55 ll £ S 5£ £ £ = S E S E 

245 2bU 

a tt eta qac ttg ctg gtg 
tat tta aag eea ggg tct gat gca cct tct att eta g ^ ^ ^ 
Tyr Leu Lys Pro Gly Ser Asp Ala Pro Ser ^ 
260 265 

nra arc ttq aac cct gtt ate tac 

Sf r S3 E £ S SS £ £ - £ ^ » » ».x ix. ^ 

275 280 

„ =>^ 3 aa tec act ctg agt aaa gtc ctg tgg 
tgt ctg aag aac aag gac att aaa tec g y ^ Trp 

Cys Leu Lys Asn Lys Asp lie Lys Ser Ala ^ 
290 ~ 95 

aat att aga age agt ggg gta atg aaa gat gac taa 
En S Arg Ser Ser Gly Val Met Lys Asp Asp 

Tin O 



528 



576 



624 



672 



720 



768 



816 



864 



912 



948 
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<210> 146 

<211> 315 

<212> PRT 

<213> Homo Sapiens 



Met Thr Asn Gin Thr Gin Met Met Glu Phe Leu Leu Val Arg Phe Thr 
1 5 

n. v,l Leu Leu Arg Leu His Ala Leu Leu Phe Ser Leu He 
Glu Asn Trp Val Leu Leu «xy 2 5 30 



20 

Thr Ala val Leu Met Asn Leu Val He He Leu Leu Met He 
35 40 

His Met Ala Met Tyr Phe Phe Leu Arg His Leu 



Leu Asp His Arg Leu 
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50 55 60 



Ser Phe Leu Asp Leu Cys Leu lie Ser Ala Thr Val Pro Lys Ser He 
65 70 75 80 



Leu Asn Ser Val Ala Ser Thr Asp Ser He Ser Phe Leu Gly Cys Val 
85 90 95 



Leu Gin Leu Phe Leu Val Val Leu Leu Ala Gly Ser Glu He Gly He 
100 105 110 



Leu Thr Ala Met Ser Tyr Asp Arg Tyr Ala Ala He Cys Cys Pro Leu 
115 120 125 



His Cys Glu Ala Val Met Ser Arg Gly Leu Cys Val Gin Leu Met Ala 
130 135 140 



Leu Ser Trp Leu Asn Arg Gly Ala Leu Gly Leu Leu Tyr Thr Ala Gly 
145 150 155 160 



Thr Phe Ser Leu Asn Phe Tyr Gly Ser Asp Glu Leu His Gin Phe Phe 
165 170 175 



Cys Asp Val Pro Ala Leu Leu Lys Leu Thr Cys Ser Lys Glu His Ala 
180 185 190 



He He Ser Val Ser Val Ala He Gly Val Cys Tyr Ala Phe Ser Cys 
195 200 205 



Leu Val Cys He Val Val Ser Tyr Val Tyr He Phe Ser Ala Val Leu 
210 215 220 



Arg He Ser Gin Arg Gin Arg Gin Ser Lys Ala Phe Ser Asn Cys Val 
225 230 235 240 



Pro His Leu He Val Val Thr Val Phe Leu Val Thr Gly Ala Val Ala 
245 250 255 



Tyr Leu Lys Pro Gly Ser Asp Ala Pro Ser He Leu Asp Leu Leu Val 
260 265 270 



Ser Val Phe Tyr Ser Val Ala Pro Pro Thr Leu Asn Pro Val He Tyr 
275 280 285 



Cys Leu Lys Asn Lys Asp He Lys Ser Ala Leu Ser Lys Val Leu Trp 
290 295 300 
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As 
305 



n val Arg Ser Ser Gly Val Met Lys Asp Asp 
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<210> 147 

<211> 939 

<212> BNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - - < 936) 

<223> 



<400> 147 t qaa ttc att etc ctg gga 

s sr. sr. K ir» sr. s s ;r. £ - - - - Gly 

i 5 

r-t-r etc ttt gtg ctt ttc ttg 
ttt ttc aag cag gat gag cat caa aac c ^ ^ Leu phe Leu 

Phe Phe Lys Gin Asp Glu His Gin Asn l ^ 
20 /b 

ggt , tg t ,= «, ■« s .« « - » - s £ ?2 S 

Gly Met Tyr Leu Val Thr vax xx ^ 
35 

;r. f s £ s £ f» sr. s - "» i 111 " h: "° s 

S £ S S E S S S S S S = = - - y 

70 

- s 52 E «• - - - £ I" ~ ;s ~ " r » ~ 

85 

tgc ate aca cag atg tac ttt tct att gtg ttt gtc gtc att gac aat 

Cys He Thr Gin Met Tyr Phe Ser lie va iiQ 
100 105 

« g etc «, 933 r s - £ ss s ss s sr. ss ss 

Leu Leu Leu Gly Thr Met Ala Tyr Asp n ^ 
115 1ZV 

«* r 9 e £ s is s ss s - s ss s - x £ 

Pro Leu Asn Tyr inr xj-^ 140 
130 135 

_ a n- act ctg aca cac acc 

aca gtc ate tea tgg ttc etc agt aat att att g ^ Thr 

Thr Val He Ser Trp Phe Leu Ser Asn He lie Ala ^ 

145 150 

s m m s sr» ^ s $ « sr. e £ ss i s 
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144 - 



19'2 



240 
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336 



384 
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ttc ttc tgt gac ttg gcc cct ctg etc aaa ctg tec tgt tea gat aca 
Phe Phe Cys Asp Leu Ala Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 



576 



ttg ate aat gag ctt gtg ttg ttt att gtg ggt tta tea gtt ate ate 
Leu lie Asn Glu Leu Val Leu Phe lie Val Gly Leu Ser Val lie lie 
195 200 205 



624 



ttc ccc ttt aca etc age ttc ttt tec tat gtc tgc ate ate aga get 
Phe Pro Phe Thr Leu Ser Phe Phe Ser Tyr Val Cys lie lie Arg Ala 
210 215 220 



672 



gtc ctg aga gta tct tec aca cag gga aag tgg aaa gcc ttc tec act 
Val Leu Arg Val Ser Ser Thr Gin Gly Lys Trp Lys Ala Phe Ser Thr 
225 230 235 240 



720 



tgt ggc tct cac ctg aca gtt gta tta ctg ttc tac gga acc att gta 
Cys Gly Ser His Leu Thr Val Val Leu Leu Phe Tyr Gly Thr lie Val 
245 250 255 



768 



ggc gtg tac ttt ttc ccc tec tec act cac cct gag gac act gat aag 
Gly Val Tyr Phe Phe Pro Ser Ser Thr His Pro Glu Asp Thr Asp Lys 
260 265 270 



816 



att ggt get gtc eta ttc act gtg gtg aca ccc atg ata aac ccc ttc 
lie Gly Ala Val Leu Phe Thr Val Val Thr Pro Met lie Asn Pro Phe 
275 280 285 



864 



ate tac age ttg agg aat aag gat atg aaa ggt gcc ctg aga aag etc 
lie Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly Ala Leu Arg Lys Leu 
290 295 300 



912 



ate aat aga aaa att tct tec ctt tga 
lie Asn Arg Lys lie Ser Ser Leu 
305 310 



939 



<210> 148 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 148 



Met His Gin Gly Asn Gin Thr Thr lie Thr Glu Phe lie Leu Leu Gly 



10 



15 



Phe Phe Lys Gin Asp Glu His Gin Asn Leu Leu Phe Val Leu Phe Leu 
20 25 30 



Gly Met Tyr Leu Val Thr Val lie Gly Asn Gly Leu lie lie Val Ala 
35 40 45 



lie Ser Leu Asp Thr Tyr Leu His Thr Pro Met Tyr Leu Phe Leu Ala 
50 55 60 
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Ti^ ^ Pr Asn Ser Val Pro Lys 
As n Leu Ser Phe Ala Asp He Ser Ser He Ser 

65 70 

Met L eu Val Asn XI- Oln Thr V - ^ ^ ™ *** T ™ 

85 

Tlp Val p he Val val He Asp Asn 
C ys He Thr Gin Met Tyr Phe Ser Val 
100 

n n, ^ wiq Phe Val Ala He Cys His 
L eu Leu Leu Gly Thr Met Ala Tyr Asp Has 
115 



Pro Leu Asn 



Tyr Thr Ile Leu Met Arg - Arg Phe aly H. - Leu 



130 

Xhr Val II. Ser T r P Phe Leu Ser Asn He XI. - - Thr His Thr 
145 150 

r*„= rvs Asn His Asn Thr Leu Pro His 
L eu Leu Leu He Gin Leu Leu Phe Cys Asn ^ 

165 



Phe Phe Cys Asp Leu Ala Pro Leu «ju 



Al a Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr 

180 

u. u. «. «• - ™ - - "* V " »» "* 

195 

Ph e Pro «- ~ - - £ ~ *** ST. M9 

210 21b 

«X W » M9 V.1 *r ~ « «n 0* ^ £ »» ~ ~ £ 

^ Gly His L e» *>» V.X V.1 » - «- ^ ~ & ^ 

245 

~v„- vri«; Pro Glu Asp Thr Asp Lys 
Gly val Tyr Phe Phe Pro Ser Ser Thr His ^ 
260 /t>3 

u ^ v„i val Thr Pro Met He Asn Pro Phe 
lie Gly Ala Val Leu Phe Thr Val Val Thr ^ 

275 

x. t re? piv Ala Leu Arg Lys Leu 
He Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly Ala 

290 295 
lie Asn Arg Lys He Ser Ser Leu 
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<210> 149 

<211> 921 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (918) 

<223> 



<400> 149 

atg gtg act gag ttt ctt ctt etc ggc ttc tec cac ctg gec gac etc 48 

Met Val Thr Glu Phe Leu Leu Leu Gly Phe Ser His Leu Ala Asp Leu 
15 10 15 

ca 9 99 c ttg ctc ttc tct 9 tc ttt ctc act atc tac ct 9 ct 9 acc 9 fc 9 

Gin Gly Leu Leu Phe Ser Val Phe Leu Thr lie Tyr Leu Leu Thr Val 
20 25 30 

gca ggc aat ttc ctc att gtg gtg ctg gtc tec act gat get gee ctc 144 

Ala Gly Asn Phe Leu He Val Val Leu Val Ser Thr Asp Ala Ala Leu 

35 40 45 

cag tec cct atg tac ttc ttc ctg cgc acc ctc teg gec ttg gag att 192 

Gin Ser Pro Met Tyr Phe Phe Leu Arg Thr Leu Ser Ala Leu Glu He 

50 55 60 

ggc tat acg tct gtc acg gtc ccc ctg eta ctt cac cac ctc ctt act 240 

Gly Tyr Thr Ser Val Thr Val Pro Leu Leu Leu His His Leu Leu Thr 

65 70 75 80 

ggc egg cgc cac atc tct cgc tct gga tgt get ctc cag atg ttc ttc 288 

Gly Arg Arg His lie Ser Arg Ser Gly Cys Ala Leu Gin Met Phe Phe 
85 90 95 

ttc ctc ttc ttt ggc gec acg gag tgc tgc ctc ctg gca gec atg gec 336 

Phe Leu Phe Phe Gly Ala Thr Glu Cys Cys Leu Leu Ala Ala Met Ala 
100 105 110 

tat gac cgc tat gca gee atc tgt gaa ccc ctc cgc tac cca ctg ctg 384 

Tyr Asp Arg Tyr Ala Ala He Cys Glu Pro Leu Arg Tyr Pro Leu Leu 

115 120 125 

ctg age cac egg gtg tgt eta cag eta get ggg teg gcg tgg gee tgt 432 

Leu Ser His Arg Val Cys Leu Gin Leu Ala Gly Ser Ala Trp Ala Cys 

130 135 140 

999 gtg ctg gtg ggg ctg ggc cac acc cct ttc atc ttc tct ttg ccc 480 

Gly Val Leu Val Gly Leu Gly His Thr Pro Phe He Phe Ser Leu Pro 

145 150 155 160 

ttc tgc ggc ccc aat acc atc ccg cag ttc ttc tgt gag atc cag cct 528 

Phe Cys Gly Pro Asn Thr He Pro Gin Phe Phe Cys Glu He Gin Pro 
165 170 175 

gtc ctg cag ctg gta tgt gga gac acc teg ctt aat gaa ctg cag att 576 

Val Leu Gin Leu Val Cys Gly Asp Thr Ser Leu Asn Glu Leu Gin He 
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190 



180 185 



- n+r ate etc tgc ccc ttt ggc etc ate ctg 

s: ss s: s sr. - - s £ c? s « ». - - - 
- «° r is s s £ £ s s e s s e . « £ - 

Gly Ser Tyr Gly Arg lie ^ 22Q 
210 21 

, tcc tcc cac ctg ate gtg 

III % S Z S K°. - S S c 9 YS s« - Bis - - - 
S S £ E S S S S £ i s - S S 5 * 

245 

g « a 9 C «.= ,« ==9 £ £ £ £ S Va! S°r Su E £ K 

Ala Ser Tyr Asp Pro Ala Thr Asp 21Q 

gtg gtc a« I! .« c« aa. « «c «e «o go «, « J» £ 

Val Val Thr Pro He Leu Asn 285 

gag gte Z get 9 cc eta aag aga ace ate cag aaa «g gtg cct atg 
Glu Val Lys Ala Ala Leu Lys Arg Thr 



290 295 



gag att tga 
Glu He 
305 



<210> 150 

<211> 306 

<212> PRT' 

<213> Homo Sapiens 



c400> 150 

r<w Phe Ser His Leu Ala Asp Leu 
Val Thr Glu Phe Leu Leu Leu Gly Phe 15 



Met val mr >»" — ~ 10 

1 5 

ov, e Pr Val Phe Leu Thr He Tyr Leu Leu Thr Val 
Gin Gly Leu Leu Phe Ser Val Phe be 3Q 
20 2b 

Tl v=i val Leu Val Ser Thr Asp Ala Ala Leu 
Ala Gly Asn Phe Leu lie Val Val Leu ^ 

35 



Met Tyr Phe Phe Leu Arg Thr Leu Ser Ala Leu Glu He 
Th r Ser Val Thr Val Pro Leu Leu Leu His His Leu Leu Thr 



Gin Ser Pro 

50 b 



624 



672 



720 



768 



816 



864 



912 



921 



Gly Tyr 

65 
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Gly Arg Arg His He Ser Arg Ser Gly Cys Ala Leu Gin Met Phe Phe 
85 90 95 



Phe Leu Phe Phe Gly Ala Thr Glu Cys Cys Leu Leu Ala Ala Met Ala 
100 105 110 



Tyr Asp Arg Tyr Ala Ala He Cys Glu Pro Leu Arg Tyr Pro Leu Leu 
115 120 125 



Leu Ser His Arg Val Cys Leu Gin Leu Ala Gly Ser Ala Trp Ala Cys 
130 135 140 



Gly Val Leu Val Gly Leu Gly His Thr Pro Phe lie Phe Ser Leu Pro 
145 150 155 160 



Phe Cys Gly Pro Asn Thr He Pro Gin Phe Phe Cys Glu He Gin Pro 
165 170 175 



Val Leu Gin Leu Val Cys Gly Asp Thr Ser Leu Asn Glu Leu Gin He 
180 185 190 



He Leu Ala Thr Ala Leu Leu He Leu Cys Pro Phe Gly Leu He Leu 
195 200 205 



Gly Ser Tyr Gly Arg He Leu Val Thr He Phe Arg He Pro Ser Val 
210 215 220 



Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser Ser His Leu He Val 
225 230 235 240 



Val Ser Leu Phe Tyr Gly Thr Ala Leu Phe He Tyr He Arg Pro Lys 
245 250 255 



Ala Ser Tyr Asp Pro Ala Thr Asp Pro Leu Val Ser Leu Phe Tyr Ala 
260 265 270 



Val Val Thr Pro He Leu Asn Pro He He Tyr Ser Leu Arg Asn Thr 
275 280 285 



Glu Val Lys Ala Ala Leu Lys Arg Thr He Gin Lys Thr Val Pro Met 
290 295 300 



Glu He 
305 



225 



PCT/BEO 1/00 162 

WO 02/24726 



<210> 151 

<211> 957 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - - < 954 > 

<223> 



<400> 151 ttt ttt ctg aag gga 

2 S" S I" a - S £ - ?J L. ». - - s - 

i 5 

si a ss a a si a is a a a - a a a - 

20 25 

S £ £ S3 £ £ £ 25 S5 a SS S a £ a S 
E £ 2 5 S E S a S S 2 £ a - = - 

50 55 

„ c etc t c= «= «, r .« ^ - s s a a a a 

Asn Leu Ser Phe Leu Asp He Cys Tyr in 8Q 

70 

65 

«. eta tf* -9C ttc ctt t=, gj. . f a„ aec .« tec ttt «t gc 

Thr Leu val Ser Phe Leu Ser Glu Arg uy g5 
85 * u 

* a a a a a a s a s a s a a a $ 
a s a s a a a a a s - « s £ - - 
a a a £ a a a a a a a a a a a a 

g ct Z « too t» ttt jc. „ att f c jjo tct g. £ c,a £ 

Ala Val Gly Ser Trp Phe Ala G±y ne va 160 
145 150 

aca ttt gta gf caa ttg cct ttc tgc jgg -8 £ 9* £ aat cat 

Thr Phe Val Val Gin Leu Pro Phe Cys Arg Lys ^ 
165 i/u 

a a s a a a a a a a a a s a a a 

180 185 
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96 
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192 
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288 
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384 



432 



480 
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Ser Gly Asn Glu Phe Leu Met Leu Val Ala Thr lie Leu Phe Thr Leu 
195 200 205 

atg cca ctg etc ttg ata gtt ate tct tac tea tta ate att tec age 672 

Met Pro Leu Leu Leu lie Val lie Ser Tyr Ser Leu lie lie Ser Ser 

210 215 220 

ate etc aag att cac tec tct gag ggg aga age aaa get ttc tct ace 720 

lie Leu Lys He His Ser Ser Glu Gly Arg Ser Lys Ala Phe Ser Thr 

225 230 235 240 

tgc tea gee cat ctg act gtg gtc ata ata ttc tat ggg acc ate etc 768 

Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Leu 
245 250 255 

ttc atg tat atg aag ccc aag tct aaa gag aca ctt aat tea gat gac 816 

Phe Met Tyr Met Lys Pro Lys Ser Lys Glu Thr Leu Asn Ser Asp Asp 
260 265 270 

ttg gat get acc gac aaa att ata tec atg ttc tat ggg gtg atg act 864 

Leu Asp Ala Thr Asp Lys He He Ser Met Phe Tyr Gly Val Met Thr 
275 280 285 

ccc atg atg aat cct tta ate tac agt ctt aga aac aag gat gtg aaa 912 

Pro Met Met Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 

290 295 300 

gag gca gta aaa cac eta ccg aac aga agg ttc ttt age aag tga 957 

Glu Ala Val Lys His Leu Pro Asn Arg Arg Phe Phe Ser Lys 

305 310 315 



<210> 152 

<211> 318 

<212> PRT 

<213> Homo Sapiens 

<400> 152 

Met Glu Trp Glu Asn Gin Thr He Leu Val Glu Phe Phe Leu Lys Gly 
15 10 15 



His Ser Val His Pro Arg Leu Glu Leu Leu Phe Phe Val Leu He Phe 
20 25 30 



He Met Tyr Val Val He Leu Leu Gly Asn Gly Thr Leu He Leu He 
35 40 45 



Ser He Leu Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Thr Ser He Pro Ser 
65 70 75 80 



Thr Leu Val Ser Phe Leu Ser Glu Arg Lys Thr He Ser Phe Ser Gly 
85 90 95 
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Cys Ala Val Gin Met Phe Leu 



Phe Leu Gly Leu Ala Met Gly Thr Thr Glu Cys 



100 



Asr> Arq Tyr val Ala He Cys Asn 
Val Leu Leu Gly Met Met Ala Phe Asp Arg y ^ 

115 i - U 

Tl t1 p Met Ser Lys Asn Ala Tyr Val Pro Met 
Pro Leu Arg Tyr Pro lie lie Met Ser Ly ^ 

130 

vl iy .« «, « «. «y ^ « s « »' ^ ^ So 

145 



n t>h P Cvs Arg Lys Asn Val He Asn His 
Thr Phe Val Val Gin Leu Pro Phe Cys Arg y ^ 
165 

, t zvl* val Met Lys Leu Ala Cys Ala Asp lie 
Phe Ser Cys Glu He Leu Ala Val Met y ^ 
180 

Val Ala Thr He Leu Phe Thr Leu 



Ser 



Gly Asn Glu Phe Leu Met Leu Val ^ — ^ 



195 



, ti„ Tvr Ser Leu He He Ser Ser 

Pro Leu Leu Leu He Val He Ser Tyr Ser ^ 



Met 215 

210 ^ X 



Ser Glu Gly Arg Ser Lys Ala Phe Ser Thr 



He Leu Lys He His Ser — - 
225 230 

CyB ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr lie Leu 
245 

„ Tw Ser Lys Glu Thr Leu Asn Ser Asp Asp 
Phe Met Tyr Met Lys Pro Lys Ser Lys fa 2?0 
260 

Tl(= Ile S er Met Phe Tyr Gly Val Met Thr 
Leu Asp Ala Thr Asp Lys He He Ser M ^ 

275 



„ lie Tyr Ser Leu Arg Asn Lys Asp Val Lys 

Pro Met Met Asn Pro Leu I lyr be ^ 

290 295 
c lu «a V,! W . His ,e» Pr= »» «, «, ». «- - ^ 



310 

305 J 



<210> 153 
<211> 954 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1) . . (951) 

<223> 



<400> 153 

atg caa cca tat acc aaa aac tgg acc cag gta act gaa ttt gtc atg 48 
Met Gin Pro Tyr Thr Lys Asn Trp Thr Gin Val Thr Glu Phe Val Met 
15 10 15 

at 9 99 c ttt 9 ct ggc ate cat gaa gca cac etc etc ttc ttc ata etc 96 
Met Gly Phe Ala Gly lie His Glu Ala His Leu Leu Phe Phe lie Leu 
20 25 30 

ttc etc acc atg tac ctg ttc acc ttg gtg gag aat ttg gee ate att 144 
Phe Leu Thr Met Tyr Leu Phe Thr Leu Val Glu Asn Leu Ala lie lie 
35 40 45 

tta gtg gtg ggt ttg gac cac cga eta egg aga ccc atg tat ttc ttc 192 
Leu Val Val Gly Leu Asp His Arg Leu Arg Arg Pro Met Tyr Phe Phe 
50 55 60 



ctg aca cac ttg tec tgc ctt gaa ate tgg tac act tct gtt aca gtg 
Leu Thr His Leu Ser Cys Leu Glu lie Trp Tyr Thr Ser Val Thr Val 
65 70 75 80 



tgc tea gat gtc act tgg aag gag act gtg gat ttc ctg gtg tct ctg 
Cys Ser Asp Val Thr Trp Lys Glu Thr Val Asp Phe Leu Val Ser Leu 
195 200 205 



240 



ccc aag atg ctg get ggt ttt att ggg gtg gat ggt ggc aag aat ate 288 

Pro Lys Met Leu Ala Gly Phe lie Gly Val Asp Gly Gly Lys Asn lie 
85 90 95 

tct tat get ggt tgc eta tec cag etc ttc ate ttc acc ttt ctt ggg 336 

Ser Tyr Ala Gly Cys Leu Ser Gin Leu Phe lie Phe Thr Phe Leu Gly 

100 105 110 

gca act gag tgt ttc eta ctg get gee atg gee tat gat cgt tat gtg 384 

Ala Thr Glu Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 
115 120 125 

gec att tgt atg cct etc cac tat ggg get ttt gtg tec tgg ggc acc 432 

Ala lie Cys Met Pro Leu His Tyr Gly Ala Phe Val Ser Trp Gly Thr 

130 135 140 

tgc ate cgt ctg gca get gee tgt tgg ctg gta ggt ttc etc aca ccc 480 

Cys lie Arg Leu Ala Ala Ala Cys Trp Leu Val Gly Phe Leu Thr Pro 
145 150 155 160 

ate ttg cca ate tac etc ttg tct cag eta aca ttt tgt ggc cca aat 528 

lie Leu Pro lie Tyr Leu Leu Ser Gin Leu Thr Phe Cys Gly Pro Asn 
165 170 175 

gtc att gac cat ttc tec tgt gat gec tea ccc ttg eta gec ttg teg 576 

Val lie Asp His Phe Ser Cys Asp Ala Ser Pro Leu Leu Ala Leu Ser 

180 185 190 



624 
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- „+n at-t act qtg tec tat ggc aac 
gct gtg eta ctg gec tec tct atg 9- att g^ ^ ^ Qly Asn 
Ala Val Leu Leu Ala Ser bei i«= ^ 

210 215 
,tc gtc t 9S «. «9 =« ate c f tea jet 9=t «c g £ 

lie val Trp Thr Leu Leu His He Arg Ser 24Q 
225 2 ^ 

gcc ttc tct .ce tgt 9f | f «c « £ S3 sir £ S Tyr 
La Phe Ser Thr cys Ala Ala Has » Thr v ^ 

245 

ggc act ctt ttc ttt atg tat gtc cag acc aag gtg ace tec tec ate 
lly Thr Leu Phe Phe Met Tyr Val Gin Thr Ly ^ 

260 265 
aac ttc aae aag gtg gta tct gtc ttc tac tct gtt gtc acg ccc atg 
Asn Phe Asn Lys Val Val Ser Val Pne ly ^ 

etc aat 2 etc atc tac ^ ctt . f a.c ,a, g. JJJ «. £ 

„„„ t pii Tip Tvr Ser Leu Arg Hfau 
Leu Asn Pro Leu xxe xyx. 30Q 

290 295 

,n-r. i-t-t tct etc aac ttt tgg aag gga cag tga 
25 & £ -1 S Ser «. Ash Phe Trp Ly, .ly «. 



305 310 



<210> 154 

<211> 317 

<212> PRT 

<213> Homo Sapiens 



<400> 154 

Me t G l„ Pre Tyr Thr x,ys Ash Trp Thr Cl» « Thr «« Phe va! »et 
1 5 

„.t G1 y Phe Ala .ly XI. Hi* ^ «■ "» ^ T "* 

20 " 

Phe 1..U Thr M Tyr ,.» Phe Thr L» v.! Ql, Ash Lj. KU He He 

35 



672 



720 



768 



816 



864 



912 



954 



L .» Val Val Oly ~ «P »- - «» " 3 S° ^ " e 

50 55 

L eu Thr His Leu Ser Cys Leu Clu xl. Trp Tyr Thr Ser Val Thr Val 
65 70 

n riv Phe He Gly Val Asp Gly Gly Lys Asn He 
Pro Lys Met Leu Ala Gly Phe lie ^±y v v 95 

85 yu 

He Phe Thr Phe Leu Gly 



Ser Tyr 



Ala Gly Cys Leu Ser Gin Leu Phe 
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100 105 110 



Ala Thr Glu Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 
115 120 125 



Ala lie Cys Met Pro Leu His Tyr Gly Ala Phe Val Ser Trp Gly Thr 
130 135 140 



Cys lie Arg Leu Ala Ala Ala Cys Trp Leu Val Gly Phe Leu Thr Pro 
145 150 155 160 



lie Leu Pro lie Tyr Leu Leu Ser Gin Leu Thr Phe Cys Gly Pro Asn 
165 170 175 



Val lie Asp His Phe Ser Cys Asp Ala Ser Pro Leu Leu Ala Leu Ser 
180 185 190 



Cys Ser Asp Val Thr Trp Lys Glu Thr Val Asp Phe Leu Val Ser Leu 
195 200 205 



Ala Val Leu Leu Ala Ser Ser Met Val lie Ala Val Ser Tyr Gly Asn 
210 215 220 



lie Val Trp Thr Leu Leu His lie Arg Ser Ala Ala Glu Arg Trp Lys 
225 230 235 240 



Ala Phe Ser Thr Cys Ala Ala His Leu Thr Val Val Ser Leu Phe Tyr 
245 250 255 



Gly Thr Leu Phe Phe Met Tyr Val Gin Thr Lys Val Thr Ser Ser lie 
260 265 270 



Asn Phe Asn Lys Val Val Ser Val Phe Tyr Ser Val Val Thr Pro Met 
275 280 285 



Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala 
290 295 300 



Leu Gly Arg Val Phe Ser Leu Asn Phe Trp Lys Gly Gin 
305 310 315 



<210> 155 

<211> 978 

<212> DNA 

<213> Homo Sapiens 



231 
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<220> 

<221> CDS 

<222> (1) - - (975) 

<223> 



SEE S E £ K £ S £ E = S3 E E 5 

- E S S S E E S S E E E S E E - 

20 

3rr tat ctq ctg aca ctg ctg gag aat ctt 

ttc tec att ttc ctg gca acc tat ctg g ^ ^ ^ ^ Mn Leu 
Phe Ser He Phe Leu Ala Thr iyr 45 

S ~ E E E E E E E 35 E = - S ~ - 

- E E S E E E E E S S S 5 E E E 

65 70 

4-.- n-r etc aqt cat gac aag agt 

gtc ate age cee aag atg ctt gtt gac ttc g ^ S£r 

Val lie Ser Pro Lys Met Leu Val Asp Phe L g5 
85 

. . j. _ ttt ttt gtg acc ttt 
att tec ttc aat ggc tgc atg act caa ^ ^ Va Thr phe 

He Ser Phe Asn Gly Cys Met 110 

100 1UD 
gtc tgc act gag tac ate ctt ctt get ate atg gec ttt gac egc tat 
Val Cys Thr Glu Tyr lie Leu Leu Ala Me ^ 

115 12U 
gta gee att tgt aat cca eta egc tac cca gtc ate atg acc aac cag 
Val Ala lie Cys Asn Pro Leu Arg Tyr Pro v ^ 
130 135 

E S K E E E S E E £ E E E E £ E 
E E S S S E E E E E E E E E 5 S 

165 X/U 

c « „ g .tc .» «c - *« £ £ «c £ » - «t »= *= 

Pro Gin He Asn His Tyr Pne cys * p igQ 
180 

v a tn atq qac ttc ttc ttg gec 

tee tgt gag gat gee tea cag get gag atg 9 9 9^ ^ ^ ^ ^ 
Ser Cys Glu Asp Ala Ser Gin Ala * 2QS 
195 ^ UU 

^ 4. nt-a ata qca tec tac get 

E E E E E E E E E E E E L. ~ * «. 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 
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210 215 220 

get ate ctt gee acc ate etc agg ate cct tct get cag ggc cgc caa 720 
Ala lie Leu Ala Thr lie Leu Arg lie Pro Ser Ala Gin Gly Arg Gin 
225 230 235 240 

aag gca ttc tec acc tgt gee tec cac ctg acc gtc gta att etc ttc 768 
Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val lie Leu Phe 
245 250 255 

tat tec atg aca ctt ttc acc tat gec cgt ccc aaa etc atg tat gec 816 
Tyr Ser Met Thr Leu Phe Thr Tyr Ala Arg Pro Lys Leu Met Tyr Ala 
260 265 270 

tac aat tec aac aaa gtg gta tct gtt etc tac act gtc att gtt cca 864 
Tyr Asn Ser Asn Lys Val Val Ser Val Leu Tyr Thr Val lie Val Pro 
275 280 285 

etc etc aac ccc ate att tac tgt ctg agg aac cat gaa gta aag gca 912 
Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn His Glu Val Lys Ala 
290 295 300 

gec etc aga aag acc ata cat tgc aga gga agt ggg ccc cag gga aat 960 
Ala Leu Arg Lys Thr He His Cys Arg Gly Ser Gly Pro Gin Gly Asn 
305 310 315 320 

ggg get ttc agt agt taa 978 
Gly Ala Phe Ser Ser 
325 



<210> 156 

<211> 325 

<212> PRT 

< 2 13 > Homo Sapiens 

<400> 156 

Met Thr Thr He He Leu Glu Val Asp Asn His Thr Val Thr Thr Arg 
15 10 15 



Phe He Leu Leu Gly Phe Pro Thr Arg Pro Ala Phe Gin Leu Leu Phe 
20 25 30 



Phe Ser He Phe Leu Ala Thr Tyr Leu Leu Thr Leu Leu Glu Asn Leu 
35 40 45 



Leu He He Leu Ala lie His Ser Asp Gly Gin Leu His Lys Pro Met 
50 55 60 



Tyr Phe Phe Leu Ser His Leu Ser Phe Leu Glu Met Trp Tyr Val Thr 
65 70 75 80 



Val He Ser Pro Lys Met Leu Val Asp Phe Leu Ser His Asp Lys Ser 
85 90 95 
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dv,p Phe Val Thr Phe 
Ila Ser Phe Asn Gly Cys Met Thr Gin Leu Tyr Phe ^ 

100 

vsl cys ThI e!. tvx I* - «u M . ne Met g. »P « ^ 

115 

. ra Tvr p r o Val He Met Thr Asn Gin 
Val Ala He Cys Asn Pro Leu Arg Tyr Pro ^ 

130 135 



cya « -u «. oiy «y <*■ n; cys Gly Leu " et * 

1 150 1:3 D 

et val Phe He Ala Gin Leu His Tyr Cys Gly Met 

170 X 

He Ser Pro Leu heu Asn Val 



Ala Met He Lys Met Val Pne xx« — „ 
165 



Pro Gin He Asn His Tyr Phe Cys Asp lie ^ ^ 

180 185 

m si a rlu Met Val Asp Phe Phe Leu Ala 
Ser Cys Glu Asp Ala Ser Gin Ala Glu Met P ^ 

195 ^ UU 

M «x n. U . iu « «. cys v.! vi v.. - - ^ m. 

210 215 

* la II. » 1. *r IX. ,e» «g II. -~ sjr *1» o!n «y » g 

, ya U , P„e « Cys M. « Hi. -r V,! V.1 «. « - 

245 

Tyr s „ „ et Thr «. »- »r Tyr £. « g Pro ^ - « ™ 

260 

„ i v»l Ser val Leu Tyr Thr Val He Val Pro 
Tyr Asn Ser Asn Lys Val Val Ser Val 285 

275 280 

n Pro lie lie Tyr Cys Leu Arg Asn His Glu Val Lys Ala 
Leu Leu Asn Pro lie ±±e iyi j 3Q0 

290 295 

pw Ser Glv Pro Gin Gly Asn 
Ala Leu Arg Lys Thr lie His Cys Arg Gly Ser Gly 

305 310 



Gly Ala Phe Ser Ser 
1 325 
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<210> 157 

<211> 927 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (924) 

<223> 



<400> 157 

atg gtc acc gaa ttc ctg ttg ctg ggt ttt tec age ctt ggt gaa att 48 

Met Val Thr Glu Phe Leu Leu Leu Gly Phe Ser Ser Leu Gly Glu He 

15 10 15 

cag ctg gcc etc ttt gta gtt ttt ctt ttt ctg tat eta gtc att ctt 96 

Gin Leu Ala Leu Phe Val Val Phe Leu Phe Leu Tyr Leu Val He Leu 

20 25 30 

agt ggc aat gtc acc att ate agt gtc ate cac ctg gat aaa age etc 144 

Ser Gly Asn Val Thr He He Ser Val He His Leu Asp Lys Ser Leu 
35 40 45 

cac aca cca atg tac ttc ttc ctt ggc att etc tea aca tct gag acc 192 

His Thr Pro Met Tyr Phe Phe Leu Gly He Leu Ser Thr Ser Glu Thr 

50 55 60 

ttc tac acc ttt gtc att eta ccc aag atg etc ate aat eta ctt tct 240 

Phe Tyr Thr Phe Val He Leu Pro Lys Met Leu He Asn Leu Leu Ser 

65 70 75 80 

gtg gcc agg aca ate tec ttc aac tgt tgt get ctt caa atg ttc ttc 288 

Val Ala Arg Thr He Ser Phe Asn Cys Cys Ala Leu Gin Met Phe Phe 

85 90 95 

ttc ctt ggt ttt gcc att acc aac tgc ctg eta ttg ggt gtg atg ggt 336 

Phe Leu Gly Phe Ala He Thr Asn Cys Leu Leu Leu Gly Val Met Gly 

100 105 110 

tat gat cgc tat get gcc att tgt cac cct ctg cat tac ccc act ctt 384 

Tyr Asp Arg Tyr Ala Ala He Cys His Pro Leu His Tyr Pro Thr Leu 
115 120 125 

atg age tgg cag gtg tgt gga aaa ctg gca get gcc tgt gca att ggt 432 

Met Ser Trp Gin Val Cys Gly Lys Leu Ala Ala Ala Cys Ala He Gly 

130 135 140 

ggc ttc ttg gcc tct ctt aca gta gta aat tta gtt ttc age etc cct 480 

Gly Phe Leu Ala Ser Leu Thr Val Val Asn Leu Val Phe Ser Leu Pro 

145 150 155 160 

ttt tgt age gcc aac aaa gtc aat cat tac ttc tgt gac ate tea gca 528 

Phe Cys Ser Ala Asn Lys Val Asn His Tyr Phe Cys Asp He Ser Ala 

165 170 175 

gtc att ctt ctg get tgt acc aac aca gat gtt aac gaa ttt gtg ata 576 

Val He Leu Leu Ala Cys Thr Asn Thr Asp Val Asn Glu Phe Val He 

180 185 190 

ttc att tgt gga gtt ctt gta ctt gtg gtt ccc ttt ctg ttt ate tgt 624 
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» u. S . »1 «. v.! « »- »1 Pro H. £ «- XU cvs 

gtt tee Z «o «= .« r/u « - - S S S ™ - S 

Val Ser Tyr Leu Cys He Leu Arg Thr ^ 
210 215 

arr tac qcc tct cac etc agt gtt 
gag ggc aga egg aaa gcg ttt tec ace g a ^ ^ ^ Ser Val 
Glu Gly Arg Arg Lys Ala Phe Ser Thr Ly 24Q 
225 230 

t - ^t- frc ttc ate tac ctg agg cct aca 
g tt att gtt cat tat ggc tgt get tec ^ Arg prQ Thr 

Val He Val His Tyr Gly Cys Ala Ser p 255 

245 

g „ m »t ^ tec »»c « £ « £J ^ S ?a? £ £ £ 

Ala Asn Tyr Val Ser Asn Lys Asp Arg l ^ 
260 

m- tat aqc etc aga aac aag 
att gtc act cca tta eta aae ccc atg gtt ^ ^ ^ Ly6 

He val Thr Pro Leu Leu Asn Pro we ^ 
275 280 

=, aaa ata ttg ggc aag aaa ggt tct eta 
gat gtc caa ctt get ate aga aaa gtg ^g gg^ ^ ^ ^ Sgr Leu 

Asp val Gin Leu Ala He Arg uy 3Q0 



295 

290 

aaa eta tat aat tga 
Lys Leu Tyr Asn 
305 



<210> 158 
<211> 308 
<212> PRT 
<213> Homo Sapiens 

»!'J*L «» «- - - - sly 5* s " ser Leu Gly s u Ile 

1 5 



Val phe Leu Phe Leu Tyr Leu Val He Leu 
in Leu Ala Leu Phe Val Val Pne ^ 3Q 
20 

T i ti p Ser Val He His Leu Asp Lys Ser Leu 
er Gly Asn Val Thr He He Ser Val ^ 

35 

v, Leu Gly He Leu Ser Thr Ser Glu Thr 

Iis Thr Pro Met Tyr Phe Phe Leu Gly ^ 

50 55 

Phe W r Thr V.1 Pro ,ys H« leu II. » - - « 

70 

65 

u .cn Cvs Cys Ala Leu Gin Met Phe Phe 
val Ala Arg Thr He Ser Phe Asn Cys Cys ^ 



672 



720 



768 



816 



864 



912 



927 



90 
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Phe Leu Gly Phe Ala lie Thr Asn Cys Leu Leu Leu Gly Val Met Gly 
100 105 110 



Tyr Asp Arg Tyr Ala Ala lie Cys His Pro Leu His Tyr Pro Thr Leu 
115 120 125 



Met Ser Trp Gin Val Cys Gly Lys Leu Ala Ala Ala Cys Ala lie Gly 
130 135 140 



Gly Phe Leu Ala Ser Leu Thr Val Val Asn Leu Val Phe Ser Leu Pro 
145 150 155 160 



Phe Cys Ser Ala Asn Lys Val Asn His Tyr Phe Cys Asp lie Ser Ala 
165 170 175 



Val lie Leu Leu Ala Cys Thr Asn Thr Asp Val Asn Glu Phe Val lie 
180 185 190 



Phe lie Cys Gly Val Leu Val Leu Val Val Pro Phe Leu Phe lie Cys 
195 200 205 



Val Ser Tyr Leu Cys He Leu Arg Thr He Leu Lys He Pro Ser Ala 
210 215 220 



Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ala Ser His Leu Ser Val 
225 230 235 240 



Val He Val His Tyr Gly Cys Ala Ser Phe He Tyr Leu Arg Pro Thr 
245 250 255 



Ala Asn Tyr Val Ser Asn Lys Asp Arg Leu Val Thr Val Thr Tyr Thr 
260 265 270 



He Val Thr Pro Leu Leu Asn Pro Met Val Tyr Ser Leu Arg Asn Lys 
275 280 285 



Asp Val Gin Leu Ala He Arg Lys Val Leu Gly Lys Lys Gly Ser Leu 
290 295 300 



Lys Leu Tyr Asn 
305 



<210> 159 
<211> 927 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1) • - (924) 

<223> 



S s a c r - s s K £ = ~ s s 5 s 

2 £ 2 £ E K 2 £ 2 2 2 - = 2 - - 

20 25 
gg , ate t.t f , f c jt. Jtj 9? c aao ot g gc at, att «= «g 

Gly He Tyr Val Val Tnr vai vax y ^ 
35 40 

att ,ca g tc , g o cot ot. ctt cao ace c== Jjtg ». «t «= «c .9= 
lie Ala val ser Pro Leu Leu His Thr Pro Met ly 

, g c tt g toe ttc f o g ,t ttc too tat too tot g to att act ccc aaa 

Ser Leu Ser Phe Val Asp Pne Lys x ^ 80 

7 0 

65 /U 

atg ctg gtg aac ttc eta gga aag aag aat aca ate ctt tac tct gag 
Met Leu Val Asm Phe Leu Gly Lys Lys Asn Thr ^ 
85 yu 

ttc ttt gtg gtc ttt gtg gtg get gag ggt 
tgc atg gtc cag etc ttt ttc ttt g g g ^ ^ ^ Qlu Qly 

Cys Met Val Gin Leu Phe Pne fne * 11Q 

100 lub 

»- = +- „=h rac tat qtt gec ate tgt age 
tac etc ctg act gee atg gca tat gat ego tat g g^ ^ ^ ^ 
Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg xy ^ 

£ 2 £ £ 2 H S 2 2 2 2 « - 5= = 2 
2 2 S E 2 2 2 S £ 2 2 K 2 £ 2 1 

150 

a 9t g cc ,t g ,t g aaa ot g too ttt t g c aaa too «= att .« aac oat 

Ser Ala Met Met Lys Leu Ser Phe cys uys 1?5 

165 1/u 

tac ttc tgt 9 at gtt ctt ccc etc etc aat etc tec tgc tec aac aca 
Tyr Phe Cys Asp Val Leu Pro Leu Leu Asn Leu Ser cy ^ 
180 185 

^ t-t-t- ai-r att qcq ggg ttt aac acc ttg 

cac etc aat gag ctt eta ctt ttt ate att gcg ggg ^ ^ 

His Leu Asn Glu Leu Leu Leu Phe lie He Ala c y ^ 
195 200 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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gtg ccc acc eta get gtt get gtc tec tat gee ttc ate etc tac age 672 
Val Pro Thr Leu Ala Val Ala Val Ser Tyr Ala Phe lie Leu Tyr Ser 
210 215 220 

ate ctt cac ate cgc tec tea gag ggc egg tec aaa get ttt gga aca 720 
lie Leu His lie Arg Ser Ser Glu Gly Arg Ser Lys Ala Phe Gly Thr 
225 230 235 240 

tgc age tct cat etc atg get gtg gtg ate ttc ttt ggg tec att acc 768 
Cys Ser Ser His Leu Met Ala Val Val lie Phe Phe Gly Ser lie Thr 
245 250 255 

ttc atg tat ttc aag ccc cct tea agt aac tec ctg gac cag gag aag 816 
Phe Met Tyr Phe Lys Pro Pro Ser Ser Asn Ser Leu Asp Gin Glu Lys 
260 265 270 

gtg tec tct gtg ttc tac acc acg gtg ate ccc atg ctg aac cct tta 864 
Val Ser Ser Val Phe Tyr Thr Thr Val lie Pro Met Leu Asn Pro Leu 
275 280 285 

ata tac agt ctg agg aat aag gat gtg aag aaa gca tta agg aag gtc 912 
lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Lys Ala Leu Arg Lys Val 
290 295 300 

tta gta gga aaa tga 927 

Leu Val Gly Lys 

305 



<210> 160 

<211> 308 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 160 

Met Thr Met Glu Asn Tyr Ser Met Ala Ala Gin Phe Val Leu Asp Gly 
15 10 15 



Leu Thr Gin Gin Ala Glu Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 
20 25 30 



Gly lie Tyr Val Val Thr Val Val Gly Asn Leu Gly Met lie Leu Leu 
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50 55 60 



Ser Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser Val lie Thr Pro Lys 
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atg ctg get 
Met Leu Ala 
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tta aca gat 
Leu Thr Asp 



gtg gtc tac 
Val Val Tyr 
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Phe Gly Leu 
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aat etc tec 
Asn Leu Ser 
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atg eta atg 
Met Leu Met 



tgc atg act 
Cys Met Thr 



tac atg ttg 
Tyr Met Leu 
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cca ttg ctg 
Pro Leu Leu 
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act ttt get 
Thr Phe Ala 
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999 tgc atg 
Gly Cys Met 



tac ttg tgt 
Tyr Leu Cys 



tat gtc aac 
Tyr Val Asn 
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gta ccc agt 
Val Pro Ser 
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aga aac aac 
Arg Asn Asn 
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cat cca gag 
His Pro Glu 
20 

att gtc acc 
He Val Thr 



aat tct cac 
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ttc att gat 
Phe He Asp 
70 

aac ttt gta 
Asn Phe Val 
85 

cag ctg ttt 
Gin Leu Phe 
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acc tea atg 
Thr Ser Met 



tat aag gtc 
Tyr Lys Val 



get tac ata 
Ala Tyr He 
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ctt aga etc 
Leu Arg Leu 
165 

gac ata etc 
Asp He Leu 
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gag gtg gtt 
Glu Val Val 



tgt acc ate 
Cys Thr He 



tec tta gtg 
Ser Leu Val 



ttc cag caa 
Phe Gin Gin 
25 

atg gta ggc 
Met Val Gly 
40 

etc cac aca 
Leu His Thr 
55 

etc tgt tac 
Leu Cys Tyr 



tea aaa aag 
Ser Lys Lys 



ttc ttt etc 
Phe Phe Leu 
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gca tat gat 
Ala Tyr Asp 
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acc atg tec 
Thr Met Ser 
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atg gga ttg 
Met Gly Leu 



acc ttc tgc 
Thr Phe Cys 
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Pro Leu Leu 
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gtt etc att 
Val Leu He 
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etc att tct 
Leu He Ser 
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act gaa ttt 
Thr Glu Phe 
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Pro Leu Phe 



aac ctt ggc 
Asn Leu Gly 



cca atg tac 
Pro Met Tyr 
60 

tec tct gtt 
Ser Ser Val 
75 

aat att ate 
Asn He He 
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ttt ttt gtc 
Phe Phe Val 
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Arg Tyr Val 



cat cag gtc 
His Gin Val 
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get gga gee 
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Ser Ala Asn 
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cag ctt tec 
Gin Leu Ser 
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Tyr Val Phe 
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Leu He He 
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tec tat gtt 
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tgt tct atg 
Cys Ser Met 
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Thr Ala His 



ate ate aac 
He He Asn 
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Cys Thr Ser 
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att aat ate 
He Asn He 
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att gtc act 
He Val Thr 
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L eu Th r Asp Hi, Pro Glu Phe Gin Gin Pro Leu Phe Phe Leu Phe Leu 
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r His Leu His Thr Pro Met Tyr Tyr Phe Leu Phe 

60 

Ser Ser Val Phe Thr Pro Lys 
75 80 

Met Met „» P-e «a ser Ly. ™ .1- «• ~ ^ ™ ^ 



Val Val Tyr lie vai — — - - 45 

35 40 



Phe Gly Leu Asn Ser His beu nx* ^ 
50 55 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser 8Q 
65 70 



720 



768 



816 



864 



912 



915 



85 90 



cy, „et T „r a* «n Phe PHe Phe £ P»e »- «! H. =»• 

100 

Tyt Met -r ser Met M a Tyr * S p « Tyr v al ». n. cy» » 

115 120 



242 



WO 02/24726 



PCT/BE01/00I62 



Pro Leu Leu Tyr Lys Val Thr Met Ser His Gin Val Cys Ser Met Leu 
130 135 140 



Thr Phe Ala Ala Tyr lie Met Gly Leu Ala Gly Ala Thr Ala His Thr 
145 150 155 160 



Gly Cys Met Leu Arg Leu Thr Phe Cys Ser Ala Asn lie lie Asn His 
165 170 175 



Tyr Leu Cys Asp lie Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 
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Tyr Val Asn Glu Val Val Val Leu lie Val Val Gly lie Asn He Met 
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Val Pro Ser Cys Thr He Leu He Ser Tyr Val Phe He Val Thr Ser 
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He Leu His He Lys Ser Thr Gin Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ser His Val He Ala Leu Ser Leu Phe Phe Gly Ser Ala Ala 
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Phe Met Tyr He Lys Tyr Ser Ser Gly Ser Met Glu Gin Gly Lys Val 
260 265 270 



Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu He 
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Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Arg Lys Ala Leu 
290 295 300 
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ttc atg tat att aaa tat tct tct gga tct atg gag cag gga aaa gtt 816 
Phe Met Tyr lie Lys Tyr Ser Ser Gly Ser Met Glu Gin Gly Lys Val 
260 265 270 

tct tct gtt ttc tac act aat gtg gtg ccc atg etc aat ccc etc ate 864 
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Met Leu Ala Arg Asn Asn Ser Leu Val Thr Glu Phe lie Leu Ala Gly 
15 10 15 



Leu Thr Asp His Pro Glu Phe Arg Gin Pro Leu Phe Phe Leu Phe Leu 
20 25 30 



Val lie Tyr lie Val Thr Met Val Gly Asn Leu Gly Leu lie Thr Leu 
35 40 45 



Phe Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Phe 
50 55 60 



Asn Leu Ser Phe lie Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 



Met Leu Met Asn Phe Val Ser Lys Lys Asn lie lie Ser Asn Val Gly 
85 90 95 



Cys Met Thr Arg Leu Phe Phe Phe Leu Phe Phe Val lie Ser Glu Cys 
100 105 110 



Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 



Pro Leu Leu Tyr Lys Val Thr Met Ser His Gin Val Cys Ser Met Leu 
130 135 140 



Thr Phe Ala Ala Tyr lie Met Gly Leu Ala Gly Ala Thr Ala His Thr 
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ggg ate tat 
Gly He Tyr 
35 

att ggg ata 
He Gly He 
50 

aac ttg tec 
Asn Leu Ser 
65 

atg ctg aat 
Met Leu Asn 



atg act cag 
Met Thr Gin 



gtg ttg gta 
Val Leu Val 
115 

ctg etc tac 
Leu Leu Tyr 
130 

ttt ggt tec 
Phe Gly Ser 
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age atg ctg 
Ser Met Leu 



ctg tgt gac 
Leu Cys Asp 



gtc agt gag 
Val Ser Glu 
195 

tec age ata 
Ser Ser He 
210 

etc tgt att 
Leu Cys He 
225 

ggc tec cac 
Gly Ser His 



acc tac tta 
Thr Tyr Leu 
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gtg ttc act 
Val Phe Thr 



aat cct age 
Asn Pro Ser 



ttt ata gat 
Phe He Asp 
70 

gac ttt gtt 
Asp Phe Val 
85 

eta ttt ttc 
Leu Phe Phe 
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tea atg gee 
Ser Met Ala 



atg gtc acc 
Met Val Thr 



tat gtg gta 
Tyr Val Val 
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cga ctg acc 
Arg Leu Thr 
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gtt etc ccc 
Val Leu Pro 
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ctg gta ttt 
Leu Val Phe 



age ate gtc 
Ser He Val 



cct tct gca 
Pro Ser Ala 
230 

ata att get 
He He Ala 
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aca aca tct 
Thr Thr Ser 
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gtg gtg ggc 
Val Val Gly 
40 

ctt cac acc 
Leu His Thr 
55 

etc tgt tat 
Leu Cys Tyr 



tea gaa agt 
Ser Glu Ser 



ttc tgt ttc 
Phe Cys Phe 
105 

tat gat cgc 
Tyr Asp Arg 
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atg tec cca 
Met Ser Pro 
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ggg ttt get 
Gly Phe Ala 



ttc tgt gat 
Phe Cys Asp 



etc ttg cag 
Leu Leu Gin 
185 

ttc att gtt 
Phe He Val 
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ate tct tac 
He Ser Tyr 
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gag ggc aga 
Glu Gly Arg 
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Val Ala Leu 



ttt cct ggc 
Phe Pro Gly 
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aac ttg ggc 
Asn Leu Gly 
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Pro Met Tyr 
60 

tec tgt gtg 
Ser Cys Val 
75 

ate ate tct 
He He Ser 
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ttt gtc aat 
Phe Val Asn 
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agg gtc tgc 
Arg Val Cys 
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ggg gee atg 
Gly Ala Met 
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tec aac gtc 
Ser Asn Val 
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Leu Ser Cys 
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Val Gly Val 
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Ala Leu He 
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tec aaa gee 
Ser Lys Ala 
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ttt ttt ggg 
Phe Phe Gly 
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tct atg aac 
Ser Met Asn 
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Leu He Thr 
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Ser Glu Cys 
110 
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Ala His Thr 



att gac cat 
He Asp His 
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Thr Ser Thr 
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ate acc atg 
He Thr Met 
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Leu Ser Asn 
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Phe Ser Thr 
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His Gly Arg 
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Met Ser Pro Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Gly 
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Leu Pro He Arg Pro Glu Gin Gin Ala Val Phe Phe Ala Leu Phe Leu 
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Phe Leu He Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 



Pro Leu His Tyr Ala Thr He Met Thr Gin Ser Gin Cys Val Met Leu 
130 135 140 



Val Ala Gly Ser Trp Val He Ala Cys Ala Cys Ala Leu Leu His Thr 
145 150 155 160 
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Le u «. «. «a B1 n ^ Ser P*, cy. «P His H« Pro His 

165 

Tyr P-e cys »p L =u oly »a L eu ,au ,y» I« s« Cys ser Asp 

180 185 



it .1= Tie Phe Thr Ala Ala Leu Thr Ala He Met 
Ser Leu Asn Gin Leu Ala He Phe Tnr ^ 

195 ^ uu 
Le „ Pro P„e «. Cys lie »» V.1 s«r T»r OY His II. ™ »« 

210 215 

lie Leu Gin lie Pro Ser Thr Ly S Gly He Cys Lys Ala Leu Ser Thr 
225 230 

Cys Gly ser His Leu Ser Val Val Thr lie Tyr Tyr Arg Thr lie He 
245 

Ser Asn Thr Asn Asp Lys Asn He 
265 270 

He Ala Ser Val He Tyr Thr Ala Val Thr Pro Met Leu Asn Pro Phe 

275 280 

ne Tyr s.r L-. «g »n Ky. «P II. «y -J - « " U 

290 295 

-. ,7=1 Ala His Ala Cys Asn Leu Ser Thr Leu 

Ser Arg Ser Gly Ala Val Ala His Ala ^ ^ 



Gly Leu Tyr Phe Leu Pro Pro Ser S - 27Q 
260 265 



Leu 

305 310 



Gly Gly 



<210> 169 

<211> 972 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - • (969) 

<223> 



< 4 oo> 169 ttc a tc ctt gag ggg 

* <■» °« « SS S Ur S S "sp Phe II. « .1. Oly 



a 
Met 
1 



i£ Gin Lys Asn Gin Thr Ser Leu Ala ^ ~ ^ 

c 10 
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etc ttc gat 
Leu Phe Asp 



gtg gtc ttc 
Val Val Phe 
35 

ate tgc att 
lie Cys lie 
50 

cag etc tec 
Gin Leu Ser 
65 

atg get acc 
Met Ala Thr 



tgt gca acc 
Cys Ala Thr 



ttt etc tta 
Phe Leu Leu 
115 

cca ctg cgc 
Pro Leu Arg 
130 

get gtc atg 
Ala Val Met 
145 

gcg ate ttg 
Ala lie Leu 



ttc tac tgt 
Phe Tyr Cys 



act gtg tat 
Thr Val Tyr 
195 

ccc ate ttc 
Pro He Phe 
210 

att cag atg 
He Gin Met 
225 

ggc tec cac 
Gly Ser His 



tec tac atg 



gac tec ctt 
Asp Ser Leu 
20 

ctt att gcg 
Leu lie Ala 



gat ccc cag 
Asp Pro Gin 



etc atg gat 
Leu Met Asp 
70 

aac tac eta 
Asn Tyr Leu 
85 

cag cac ttc 
Gin His Phe 
100 

get gtc atg 
Ala Val Met 



tat get gtg 
Tyr Ala Val 



tea tgg ttg 
Ser Trp Leu 
150 

atg cac ttc 
Met His Phe 
165 

gag ttc cca 
Glu Phe Pro 
180 

gag acc aca 
Glu Thr Thr 



ctg att tct 
Leu He Ser 



cgc tea tct 
Arg Ser Ser 
230 

etc acg gtg 
Leu Thr Val 
245 

aga ccc agg 



acc cac ctt 
Thr His Leu 

25 

gtg agt ggc 
Val Ser Gly 
40 

ctt cat aca 
Leu His Thr 
55 

ctg atg cat 
Leu Met His 



tct ggc aag 
Ser Gly Lys 



etc tat ttg 
Leu Tyr Leu 
105 

tec tat gac 
Ser Tyr Asp 
120 

etc atg aac 
Leu Met Asn 
135 

ggg gca tec 
Gly Ala Ser 



cct ttc tgt 
Pro Phe Cys 



get gtt gtg 
Ala Val Val 
185 

gtg tac ate 
Val Tyr He 
200 

aca tec tat 
Thr Ser Tyr 
215 

999 age aag 
Gly Ser Lys 



gtt tct ctt 
Val Ser Leu 



tec cag tgc 



ttc ctt ttc 
Phe Leu Phe 



aac acc etc 
Asn Thr Leu 



cca atg tat 
Pro Met Tyr 
60 

gtc tec aca 
Val Ser Thr 

75 

aaa tct ate 
Lys Ser He 
90 

tgt eta ggt 
Cys Leu Gly 



cgc tat gtt 
Arg Tyr Val 



aag aag gtg 
Lys Lys Val 
140 

gtg aac tec 
Val Asn Ser 
155 

ggg cct egg 
Gly Pro Arg 
170 

aag ttg gta 
Lys Leu Val 



age age att 
Ser Ser He 



gtc ttc ate 
Val Phe He 
220 

aga aat gee 
Arg Asn Ala 
235 

tgg ttt ggt 
Trp Phe Gly 
250 

act eta ttg 



tec ttg acc 
Ser Leu Thr 
30 

acc att etc 
Thr He Leu 
45 

ttc ctg etc 
Phe Leu Leu 



ate ate ctg 
He He Leu 



tec ttt gtg 
Ser Phe Val 
95 

ggt get gaa 
Gly Ala Glu 
110 

gee ate tgt 
Ala He Cys 
125 

gga ctg atg 
Gly Leu Met 



eta att cac 
Leu He His 



aaa gtc tac 
Lys Val Tyr 
175 

tgt ggc gac 
Cys Gly Asp 
190 

etc etc etc 
Leu Leu Leu 
205 

ctt caa agt 
Leu Gin Ser 



ttt gec act 
Phe Ala Thr 



gee tgc ate 
Ala Cys He 
255 

cag aac aaa 



atg 96 
Met 



etc 144 
Leu 



age 192 
Ser 



aag 240 

Lys 

80 

ggc 2 88 

Gly 



tgt 336 
Cys 



cat 384 
His 



atg 432 
Met 



atg 480 

Met 

160 

cac 528 
His 



ate 576 
He 



etc 624 
Leu 



gtc 672 
Val 



tgt 720 

Cys 

240 

ttc 768 
Phe 



gtt 816 



253 



PCT/BE01/00162 

WO 02/24726 



q „ r1n cvs Thr Leu Leu Gin Asn Lys Val 
Ser Tyr Met Arg Pro Arg Ser Gin Cys 2?Q 
260 

ggt tct gtg ttc tac age ate att acg cce aca ttg aat tct etg a^ 
Gly Ser Val Phe Tyr Ser He lie inr ^ 

275 280 
t .t act «c = 99 -t a.a £ £. 9=* « 9 =t ct, Jg. J ? » ?2 ^ 

Tyr Thr Leu Arg Asn Lys Asp Val Ala ^ 
290 295 

*-aa caa ctg caa ttg tgg ttg 
agg ag a f t £t ,tc ac= «, 3= « » ^ J| Qln Leu Trp , 

Arg Arg Asp Val He xnr oj-j x 320 



305 310 



ccc cga gtg tag 
Pro Arg Val 



864 



912 



960 



972 



<210> 170 
<211> 323 
<212> PRT 
<213> Homo Sapiens 

'nZjL WS - «» « «« f . « «- «• "» f 5 ° 

1 5 

M P„e ».p «P « »r H- - ™ - ™ »* 

20 " 

val v al P-e ^ M . VaX ser «, » »r - *f "» »» 

35 40 

«. cys ,1. »P » «- « Hi- »■* " U S " 

50 55 

G m L eu Ser Leu Met Asp Leu Met His Val Ser Th r Xle He - ^ 
65 70 

T , civ Lvs Lys Ser He Ser Phe Val Gly 

Met Ala Thr Asn Tyr Leu Ser Gly Lys y g5 

85 

• t m , Tvr Leu Cys Leu Gly Gly Ala Glu Cys 

Cys Ala Thr Gin His Phe Leu Tyr Leu y ^ 

100 xu 



Phe >Xa V,X «t s« Tyr »P «B Tyr v.l *1» XL cy= Hi. 

115 12 u 

MU tog Tyr V! I» »t » L*. ,ys V,X Ol, « « »« 



Pro — _ 

130 135 
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Ala Val Met Ser Trp Leu Gly Ala Ser Val Asn Ser Leu lie His Met 
145 150 155 160 



Ala lie Leu Met His Phe Pro Phe Cys Gly Pro Arg Lys Val Tyr His 
165 170 175 



Phe Tyr Cys Glu Phe Pro Ala Val Val Lys Leu Val Cys Gly Asp lie 
180 185 190 



Thr Val Tyr Glu Thr Thr Val Tyr lie Ser Ser lie Leu Leu Leu Leu 
195 200 205 



Pro lie Phe Leu lie Ser Thr Ser Tyr Val Phe lie Leu Gin Ser Val 
210 215 220 



lie Gin Met Arg Ser Ser Gly Ser Lys Arg Asn Ala Phe Ala Thr Cys 
225 230 235 240 



Gly Ser His Leu Thr Val Val Ser Leu Trp Phe Gly Ala Cys He Phe 
245 250 255 



Ser Tyr Met Arg Pro Arg Ser Gin Cys Thr Leu Leu Gin Asn Lys Val 
260 265 270 



Gly Ser Val Phe Tyr Ser He He Thr Pro Thr Leu Asn Ser Leu He 
275 280 285 



Tyr Thr Leu Arg Asn Lys Asp Val Ala Lys Ala Leu Arg Arg Val Leu 
290 295 300 



Arg Arg Asp Val He Thr Gin Cys He Gin Arg Leu Gin Leu Trp Leu 
305 310 315 320 



Pro Arg Val 



<210> 


171 




<211> 


939 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . 


(936) 


<223> 
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<4 00> 171 ttc ate ttg ttg ggt 

atg gaa gtg gga aat tgc ace ate ctg act g ^ ^ ^ Qly 

Met Glu Val Gly Asn Cys Thr He Leu inr ^ 
1 5 

^ ran ccq att eta ttt gga gtg ttt ctg 

ttc tea gea gat tec cag tgg cag ccg ^ q ^ phe Leu 

Phe Ser Ala Asp Ser Gin Trp Gin Fro ^ 

S 2 2 2 E 2 2 2 5 2 2 2 2 2 2 2 

35 40 

rpf pra cct atq tac ttt ttc att ggc 
£ £ 2 2 2 2 2 2 2 Pro nd Tjr «- Ph. U. «y 

2 2 2 £ 2 2 2 2 2 2 2 2 2 2 2 2 
£ 3 s £ 2 2 2 S 2 2 S 2 2 2 S E 

85 yu 
, n ttt tec tgt gtt gta gec tac act gaa tgc 

2 IS S 2 2 2 2 2 2 Si v, a ^ ^ «» 

100 105 

2 2 2 E K 2 K 2 5 S 2 S E £ 2 2 
£ 2 2 2 2 S 2 2 2 2 E 2 2 2 5 2 
2 E S 2 2 £ E 5 2 2 2 E £ E 2 2 

145 150 

t-t-t- tat aat aaa aat ate att gac cac 

gec aat aca ttc egc ctg cat ttt tgt ggt ^ ^ H _ g 

Ala Asn Thr Phe Arg Leu His Phe Cys i,xy y %rJ5 
165 1/u 

«* T 2 2 S 2 2 2 2 2 2 2 2 2 2 2 

Phe Phe Cys Asp Ala Pro ^ru u J 190 

180 185 

5 2 2 E 2 2 2 2 £ S3 2 E 2 2 2 2 

195 200 

v „n- t-rr tat qtc aac ate etc ctg get 

tec age att ctt get ate ctg att tee tat g ^ ^ ^ 

Ser Ser He Leu Ala He Leu He Ser Tyr 

215 

210 ZJ - D 

.to ct, a 9 a .t= «= tc get t f g? a a g , =« £ J« J£ «« £ 

He Leu Arg He His Ser Ala Ser Gly Arg n * 24Q 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



225 230 
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tgt get tec cac etc ate tea gtc atg etc ttc tat gga tea ttg ttg 
Cys Ala Ser His Leu lie Ser Val Met Leu Phe Tyr Gly Ser Leu Leu 
245 250 255 



768 



ttt atg tat tea agg cct agt tec acc tac tec eta gag agg gac aaa 
Phe Met Tyr Ser Arg Pro Ser Ser Thr Tyr Ser Leu Glu Arg Asp Lys 
260 265 270 



816 



gta get get ctg ttc tac acc gtg ate aac cca ctg etc aac cct etc 
Val Ala Ala Leu Phe Tyr Thr Val lie Asn Pro Leu Leu Asn Pro Leu 
275 280 285 



864 



ate tat age ctg aga aac aaa gat ate aaa gag gee ttc agg aaa gca 
lie Tyr Ser Leu Arg Asn Lys Asp lie Lys Glu Ala Phe Arg Lys Ala 
290 295 300 



912 



aca cag act ata caa cca caa aca tga 
Thr Gin Thr lie Gin Pro Gin Thr 



305 



310 



939 



<210> 172 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 172 

Met Glu Val Gly Asn Cys Thr lie Leu Thr Glu Phe lie Leu Leu Gly 
15 10 15 



Phe Ser Ala Asp Ser Gin Trp Gin Pro lie Leu Phe Gly Val Phe Leu 
20 25 30 



Met Leu Tyr Leu lie Thr Leu Ser Gly Asn Met Thr Leu Val lie Leu 
35 40 45 



He Arg Thr Asp Ser His Leu His Thr Pro Met Tyr Phe Phe He Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp Phe Trp Tyr Thr Ser Val Tyr Thr Pro Lys 
65 70 75 80 



He Leu Ala Ser Cys Val Ser Glu Asp Lys Arg He Ser Leu Ala Gly 
85 90 95 



Cys Gly Ala Gin Leu Phe Phe Ser Cys Val Val Ala Tyr Thr Glu Cys 
100 105 110 



Tyr Leu Leu Ala Ala Met Ala Tyr Asp Arg His Ala Ala He Cys Asn 
115 120 125 



Pro Leu Leu Tyr Ser Gly Thr Met Ser Thr Ala Leu Cys Thr Gly Leu 
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140 

135 

130 

Tie G1V Gly Phe Leu Asn Ala lie Ala His Thr 
val Ala Gly Ser Tyr lie Gly Gly ^ 160 

1 5 u 

145 

*r ». «, «■ »» ° ly „ M IU "I 

Ala Asn Thr Pne Aiy 17Q 

, la pro Pro Leu Val Lys Met Ser Cys Thr Asn Thr 
Phe Phe Cys Asp Ala Pro Pro 190 
180 

m „x „ «. * v., -» -J «v - - ox, - - - -« 

195 

r Val Asn He Leu Leu Ala 



ser ser xle Leu Ala He Leu He Ser Ty. - 

210 



Ile His Ser Ala Ser Gly Arg His Lys Ala Phe Ser Thr 
He Leu Arg He His ser 235 

2 2 5 ^ 

cys M . His ~ XX. ~ »X « S ^ 3X V - - - 

y 245 

o c^-r Thr Tyr Ser Leu Glu Arg Asp Lys 
Phe Met Tyr Ser Arg Pro Ser Ser Thr Ty 
260 

v. \r ~\ Tie Asn Pro Leu Leu Asn Pro Leu 
Val Ala Ala Leu Phe Tyr Thr Val He 
275 

ac „ Ile Lys Glu Ala Phe Arg Lys Ala 
He Tyr Ser Leu Arg Asn Lys Asp He Lys 

290 

Thr Gin Thr He Gin Pro Gin Thr 

305 



<210> 173 

<211> 969 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) < 966) 

<223> 

- - ~ S £ 2 S S = = S = 3 S S S 

Met Asn Ser Leu Lys his y 
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10 



15 



eta ttg ggc 
Leu Leu Gly 



ate ate eta 
lie lie Leu 
35 

tct cag etc 
Ser Gin Leu 
50 

get gac atg 
Ala Asp Met 
65 

ttc ctg gtg 
Phe Leu Val 



ctt ggt tea 
Leu Gly Ser 



gee atg gee 
Ala Met Ala 
115 

tea ace aaa 
Ser Thr Lys 
130 

tac ata get 
Tyr lie Ala 
145 

ttt tta etc 
Phe Leu Leu 



ttc get ccc 
Phe Ala Pro 



gtt gtt etc 
Val Val Leu 
195 

gtc ata gee 
Val lie Ala 
210 

cgc tec act 
Arg Ser Thr 
225 

etc act gtg 
Leu Thr Val 



tta aca gat 
Leu Thr Asp 

20 

tct ggt aat 
Ser Gly Asn 



cat cat cct 
His His Pro 



gee tat tea 
Ala Tyr Ser 
70 

gag aga aat 
Glu Arg Asn 
85 

gcg get ttc 
Ala Ala Phe 
100 

tat gac cgc 
Tyr Asp Arg 



atg tec aca 
Met Ser Thr 



ggt ttt etc 
Gly Phe Leu 
150 

ttc tgt gga 
Phe Cys Gly 
165 

tta ctt gaa 
Leu Leu Glu 
180 

tea ttt tct 
Ser Phe Ser 



gtc tgc tac 
Val Cys Tyr 



gag ggg cac 
Glu Gly His 
230 

gtt ace ctg 
Val Thr Leu 
245 



gat cca ate 
Asp Pro lie 
25 

etc age ata 
Leu Ser lie 
40 

atg tat ttc 
Met Tyr Phe 
55 

tct tct gtc 
Ser Ser Val 



aca gtc tec 
Thr Val Ser 



ttt gca aca 
Phe Ala Thr 
105 

ttt gtg gca 
Phe Val Ala 
120 

caa gtc agt 
Gin Val Ser 
135 

att get gtc 
lie Ala Val 



cca aat caa 
Pro Asn Gin 



etc tec tgt 
Leu Ser Cys 
185 

tct gga tec 
Ser Gly Ser 
200 

ate tat ate 
lie Tyr lie 
215 

cac aag get 
His Lys Ala 



ttc tat ggg 
Phe Tyr Gly 



ctt cga gtc 
Leu Arg Val 



att att ctt 
lie lie Leu 



ttt ctg age 
Phe Leu Ser 
60 

aca ccc aac 
Thr Pro Asn 
75 

tac ctt gga 
Tyr Leu Gly 
90 

gtc gaa tgc 
Val Glu Cys 



att tgc agt 
lie Cys Ser 



gtc cag eta 
Val Gin Leu 
140 

tec tat act 
Ser Tyr Thr 
155 

gtc aat cat 
Val Asn His 
170 

tct gat ate 
Ser Asp lie 



ate att gtg 
He He Val 



etc ate acc 
Leu He Thr 
220 

ttc tec acg 
Phe Ser Thr 
235 

acc att acc 
Thr He Thr 
250 



ate etc ttc 
He Leu Phe 
30 

ate aga att 
He Arg He 
45 

cac ttg get 
His Leu Ala 



atg ctt gta 
Met Leu Val 



tgt gee ate 
Cys Ala He 
95 

gtc ctt ctg 
Val Leu Leu 
110 

cca ctg ctt 
Pro Leu Leu 
125 

etc tta gta 
Leu Leu Val 



act tec ttc 
Thr Ser Phe 



ttt ttc tgt 
Phe Phe Cys 
175 

agt gtc tec 
Ser Val Ser 
190 

gtc act gtg 
Val Thr Val 
205 

ate ctg aag 
He Leu Lys 



tgc act tec 
Cys Thr Ser 



ttc att tat 
Phe He Tyr 
255 



atg 96 
Met 



tct 144 
Ser 



ttt 192 
Phe 



aac 240 

Asn 

80 

cag 288 
Gin 



get 336 
Ala 



tat 384 
Tyr 



gtt 432 
Val 



tat 480 

Tyr 

160 

gat 528 
Asp 



aca 576 
Thr 



tgt 624 
Cys 



atg 672 
Met 



cac 720 

His 

240 

gtg 76 8 

Val 
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itg „ c „t ttt «c »c £ £ f c « « fi t l lf x 52 

Met Pro Asn Phe Ser Tyr Ser Thr Asp 27Q 
260 

ttg tac aca gtg gtg £ ccc jjtg ttg - ccc ctg ate tac age etc 
Leu Tyr Thr Val Val He Pro 2Q5 
275 

« - c r ss s £ s? s - E £ - ~ ™ s 

Arg Asn Lys Glu He Lys 3Q0 

.„ l t =t J« | f t£ £ «t Jjt , ? a £ to. «t £ £ 

He Leu Ser His Asp Ala Cys iyx ^ 3 ^ 0 



310 
305 



att aca tag 
He Thr 



<210> 174 
<2H> 322 
<212> PRT 
<213> Homo Sapiens 

Z°l"L - «y - - »■ - ™ eiy sr Ile 

1 5 

leu M Gly - * »P »P - «. - - - »' S" 

20 " 

Ser He He He Leu He Arg He Ser 
He He Leu Ser Gly Asn Leu Ser He ^ 
35 

. „ ^t- Tvr Phe Phe Leu Ser His Leu Ala Phe 
Ser Gin Leu His His Pro Met Tyr Phe ^ 

50 55 



, 7al Thr pro Asn Met Leu Val Asn 
/r Ser Ser Ser Val Thr Pro as 8Q 



Ala Asp Met Ala Tyr Ser *er ^ — ^ 
65 70 



816 



864 



912 



960 



969 



* ^ val Ser Tyr Leu Gly Cys Ala He Gin 
Phe Leu Val Glu Arg Asn Thr Val Ser ry 95 
85 

« 01y « -a- - - »• * V " G1 " C " V " - ^ "* 

100 

r „ q^-t pro Leu Leu Tyr 
Al a Met Ala Tyr Asp Arg Phe Val Ala He Cys ^ 
115 120 
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Ser Thr Lys Met Ser Thr Gin Val Ser Val Gin Leu Leu Leu Val Val 
130 135 140 



Tyr He Ala Gly Phe Leu He Ala Val Ser Tyr Thr Thr Ser Phe Tyr 
145 150 155 160 



Phe Leu Leu Phe Cys Gly Pro Asn Gin Val Asn His Phe Phe Cys Asp 
165 170 175 



Phe Ala Pro Leu Leu Glu Leu Ser Cys Ser Asp He Ser Val Ser Thr 
180 185 190 



Val Val Leu Ser Phe Ser Ser Gly Ser He He Val Val Thr Val Cys 
195 200 205 



Val lie Ala Val Cys Tyr He Tyr He Leu lie Thr He Leu Lys Met 
210 215 220 



Arg Ser Thr Glu Gly His His Lys Ala Phe Ser Thr Cys Thr Ser His 
225 230 23S 240 



Leu Thr Val Val Thr Leu Phe Tyr Gly Thr He Thr Phe He Tyr Val 
245 250 255 



Met Pro Asn Phe Ser Tyr Ser Thr Asp Gin Asn Lys Val Val Ser Val 
260 265 270 



Leu Tyr Thr Val Val He Pro Met Leu Asn Pro Leu He Tyr Ser Leu 
275 280 285 



Arg Asn Lys Glu He Lys Gly Ala Leu Lys Arg Glu Leu Val Arg Lys 
290 295 300 



He Leu Ser His Asp Ala Cys Tyr Phe Ser Arg Thr Ser Asn Asn Asp 
305 310 315 320 



He Thr 



<210> 175 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (933) 

<223> 
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336 



384 



V- - r Sp 2 2 9 2 2 ss 2 2 2 2 s 9 

Met Gly Thr Gly Asn Asp Thi m ^ 15 

1 - nr , at t tta ttt ctt gtg ttt eta 

2 2 is 2 2 2 2 2 s - - - if - - 

20 

i- M c ate age ata att gta ttg 

^ tat Qtt gtc acc tta atg ggt aat ate g ^ Leu 

gga att tat gtc g Mefc Qly Asn Ile Ser u 

Gly He Tyr Val Val xnr ^ 45 

35 t 

ate , g a > 9 > a 9 t cat „t «t cat a„ ==c J*g «c .« «= etc £ 

Ile Arg Arg Ser His His beu g() 

50 . tca qtc aca cct gtc 

2 2 E 2 2 5 S S 2 2 - - ~ * - It 

65 etc cct gtt get ggt 

2 2 2 2 2 2 5 2 K 2 ~ ~ » - - «* 

* S S 2 2 2 S « « 5 - S 3 »' K * 
2 2 2 S E S S 2 S S ~ 53 S S * S 
~ 2 2 2 = | S = s ' S " : S S ~ 

130 att 480 

2 S 2 2 2 2 S S 2 « 2 E 5 2 - - 

- r 2 2 S 2 2 2 2 S 2 2 2 2 » - 

Gly Cys Leu Leu AJ-y 170 
165 

« r-M- act tqt tec cat gat 

2 2 35 S 2 = = S 2 2 2 L. .5- ~ - - 

180 

- a ^ i-ct tqt gga tct ate att gtg 

2 2 2 E £ S 2 E £ 2 2 - - - ~ 

i-ar ate tat ate etc ate acc 
g cc act gtg tgt gtc ata gec ata tec tac ^ ^ ^ ^ Jle Thr 
Ila Thr Val Cys Val lie Ala He ^ 

atc ctg aag atg «c tec acc aag gge cgc «c aag get ttc tec acg 

He Leu Lys Met His Ser Thr ^y 



576 



624 
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225 230 235 240 

tgc acc tec cac etc agt gca gtc act gtg tta tat ggg acc ate ace 768 

Cys Thr Ser His Leu Ser Ala Val Thr Val Leu Tyr Gly Thr lie Thr 
245 250 255 

ttc att tat gtg atg ccc aag tec age tac tea act gac cag aac aag 816 

Phe lie Tyr Val Met Pro Lys Ser Ser Tyr Ser Thr Asp Gin Asn Lys 
260 265 270 

gtg gtg tct gtg tta tac acc gtg gtg att ccc atg ttg aac ccc ctg 864 

Val Val Ser Val Leu Tyr Thr Val Val lie Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age etc agg aac aag gag att aag ggg get ctg aag aga gag 912 

lie Tyr Ser Leu Arg Asn Lys Glu lie Lys Gly Ala Leu Lys Arg Glu 
290 295 300 

ctt aga ata aaa ata ttt tct tga 936 

Leu Arg lie Lys lie Phe Ser 

305 310 



<210> 176 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 176 

Met Gly Thr Gly Asn Asp Thr Thr Val Val Glu Phe Thr Leu Leu Gly 
15 10 15 



Leu Ser Glu Asp Thr Thr Val Cys Ala lie Leu Phe Leu Val Phe Leu 
20 25 30 



Gly lie Tyr Val Val Thr Leu Met Gly Asn lie Ser He He Val Leu 
35 40 45 



He Arg Arg Ser His His Leu His Thr Pro Met Tyr He Phe Leu Cys 
50 55 60 



His Leu Ala Phe Val Asp He Gly Tyr Ser Ser Ser Val Thr Pro Val 
65 70 75 80 



Met Leu Met Ser Phe Leu Arg Lys Glu Thr Ser Leu Pro Val Ala Gly 
85 90 95 



Cys Val Ala Gin Leu Cys Ser Val Val Thr Phe Gly Thr Ala Glu Cys 
100 105 110 



Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser 
115 120 125 
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Val Cys He lie Leu 



P „ W „ ,eu Tyr Ser Thr Cys M.t S«r Pre «, »1 

130 

, P1I Qlv G iy Cys Val Asn Ala Cys Thr Phe lie 
val cly Met ser Tyr Leu Gly Gly y X60 

150 

145 

o Ph P cvs Gly Pro Asn Lys Val Asn His 
Gly Cys Leu Leu Arg Leu Ser Phe Cys Gly 1?5 

165 

tte »p - ,„ » « - - - s Bls A6P 

180 

ai» Tie Ser Cys Gly Ser He He Val 
Phe Thr Phe Olu He He Pro Ala He Cy 

195 

_ rrr, rr - yip i^eu lie Thr 

n - v»i Tie Ala He Ser Tyr He Tyr lie u 
Ala Thr Val Cys Val He Aia 22Q 

210 

M t His ser Thr Lys Gly Arg His Lys Ala Phe Ser Thr 

He Leu Lys Met His ber nu- i 235 

230 

225 

Tta S.r His M - ■ « ». V, »r V.J «» ^ «V - - - 

7 245 

T Q P r Ser Tyr Ser Thr Asp Gin Asn Lys 
Phe He Tyr Val Met Pro Lys Ser Ser Ty ^ Q 
260 

„ i ua i Tie Pro Met Leu Asn Pro Leu 
Val Val Ser Val Leu Tyr Thr Val Val He 
275 

t a Glu He Lys Gly Ala Leu Lys Arg Olu 
Ile Tyr Ser Leu Arg Asn Lys Glu He Ly ^ 

290 29 

Leu Arg lie Lys He Phe Ser 

305 



<210> 177 

<2H> 10 32 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (I)- - (1029) 

<223> 



<400> I 77 
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atg get ctt 
Met Ala Leu 
1 

ttt etc tct 
Phe Leu Ser 



aaa eta tta 
Lys Leu Leu 
35 

acc age tec 
Thr Ser Ser 
50 

ate tat gtg 
He Tyr Val 
65 

ttt aac acc 
Phe Asn Thr 



etc tct ttt 
Leu Ser Phe 



att ctg aac 
He Leu Asn 
115 

ttc act cag 
Phe Thr Gin 
130 

ctg ttg gtc 
Leu Leu Val 
145 

eta cac tac 
Leu His Tyr 



gtg acc tea 
Val Thr Ser 



ttt get gtg 
Phe Ala Val 
195 

ttt tgt gac 
Phe Cys Asp 
210 

ttt gta cag 
Phe Val Gin 
225 

tgt ttc att 



tat ttt tea 
Tyr Phe Ser 
5 

aca ggt cat 
Thr Gly His 
20 

aat caa tct 
Asn Gin Ser 



cag gat gta 
Gin Asp Val 



gtc aca gtt 
Val Thr Val 
70 

cct aac ctg 
Pro Asn Leu 
85 

gta gat atg 
Val Asp Met 
100 

ttg tta aaa 
Leu Leu Lys 



ata ttt etc 
He Phe Leu 



tec atg get 
Ser Met Ala 
150 

atg acc ate 
Met Thr He 
165 

tgg etc ttg 
Trp Leu Leu 
180 

aac ttg ccc 
Asn Leu Pro 



etc cct ttg 
Leu Pro Leu 



gta gtc att 
Val Val He 
230 

att ttg ctt 



etc ata etc 
Leu He Leu 



cca aga gcg 
Pro Arg Ala 
25 

caa gtg tea 
Gin Val Ser 
40 

gag ttt ctt 
Glu Phe Leu 

55 

ttg ggt aac 
Leu Gly Asn 



aat act ccc 
Asn Thr Pro 



acc ctt get 
Thr Leu Ala 
105 

aag cag aag 
Lys Gin Lys 
120 

ctt cac tta 
Leu His Leu 
135 

ttt gac aga 
Phe Asp Arg 



atg aac aag 
Met Asn Lys 



ggt etc ctt 
Gly Leu Leu 
185 

ttt tgt ggt 
Phe Cys Gly 
200 

gtt act aag 
Val Thr Lys 
215 

gtt gee aac 
Val Ala Asn 



ate tec tac 



cat ggt atg 
His Gly Met 

10 

age tgt agg 
Ser Cys Arg 



gaa ttc att 
Glu Phe He 



etc ttt gee 
Leu Phe Ala 
60 

ctt ctt att 
Leu Leu He 
75 

atg tat ttt 
Met Tyr Phe 
90 

tct ttt gec 
Ser Phe Ala 



gta att tct 
Val He Ser 



ctg ggt ggg 
Leu Gly Gly 
140 

tat gtg gee 
Tyr Val Ala 
155 

aag gta tgt 
Lys Val Cys 
170 

cac tea ggg 
His Ser Gly 



ccc aat gtg 
Pro Asn Val 



ctt gee tgt 
Leu Ala Cys 
220 

agt ggc ata 
Ser Gly He 
235 

agt ctg ate 



agt gat ctt 
Ser Asp Leu 
15 

atg gag gec 
Met Glu Ala 
30 

ttg ctg gga 
Leu Leu Gly 
45 

etc ttc teg 
Leu Phe Ser 



ata gtc aca 
He Val Thr 



etc ctt ggt 
Leu Leu Gly 
95 

acc cct aag 
Thr Pro Lys 
110 

ttt get ggg 
Phe Ala Gly 
125 

gtt gaa atg 
Val Glu Met 



att tgt aag 
He Cys Lys 



gtt ttg ctt 
Val Leu Leu 
175 

ttt cag ata 
Phe Gin He 
190 

gta gac age 
Val Asp Ser 
205 

ata gac ata 
He Asp He 



ate tec ctg 
He Ser Leu 



etc ata acc 



ttc 48 
Phe 



atg 96 
Met 



ctg 144 
Leu 



gtt 192 
Val 



gtg 240 

Val 

80 

aat 288 
Asn 



gtg 336 
Val 



tgc 3 84 

Cys 



gta 432 
Val 



ccc 480 

Pro 

160 

gta 528 
Val 



cca 576 
Pro 



att 624 
He 



tat 672 
Tyr 



age 720 

Ser 

240 

att 768 
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cy . Phe Ue U. - - - - - K ~ - " S 

aa9 aa= =ac tct cc. «t g, cj. tct aaa go ojt tec jet «g «t 

wic; ser Pro Thr Gly Gin bex ny 
Lys Asn His bei ri. 265 

gct cae ate Ta 9t9 .« - «c t« »c cc. £ .« t« .« 

L His He Tht val Val II* W» ™ 2a5 

t . c .« n ccc t« |f -c cac £ £ £ « - - S 

Tyr He Trp Pro Phe Gly Asn hi 2QQ 

290 t ct g 960 

ttc „ t acc .« r = - c f .« «, - - ;« ;« - £ 

phe T yr Thr He He Thr fr 315 

305 ni-r taq aga get ttt 1008 

- - r. r. s £ - - - - l " - 4 Ar9 - phe 

Arg Asn Lys Glu wet uy 330 
2 5 

3Z 1032 

gtg aat tct aga gaa gat act tag 
Val Asn ser Arg Glu Asp Thr 

T A A 



<210> 178 
<211> 343 
<212> PRT 
<213> Homo Sapiens 

<400> Tl i.eu His Gly Met Ser Asp l>eu Phe 

Met Ala Leu Tyr Phe Ser Leu He Leu Hxs 

l Leu Ser Thr Gly Hi. ~ Arg Ala Ser Cys Arg Met Glu Ala Met 

20 

Glu Phe He Leu Leu Gly Leu 

t Asn Gin tier — 

40 

35 



... Gin Ser Gin Val Ser Glu Phe u« - 
Lys Leu Leu Asn Gin ber ^ 45 



val G lu Phe Leu Leu Phe Ala Leu Phe Ser Val 



Thr Ser Ser Gin Asp vax ^ 60 
50 



, val Thr Val Leu Gly Asn Leu Leu He He Val Thr Val 

lie Tyr Val Val Tnr vax « ?5 
65 7 

Tvr Phe Leu Leu Gly Asn 
Ph e Asn Thr Pro Asn Leu Asn Thr Pro Met Tyr 

85 

„ s« «. « - ~ - - - ™ ~ ™ - " S 

100 
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lie Leu Asn Leu Leu Lys Lys Gin Lys Val lie Ser Phe Ala Gly Cys 
115 120 125 



Phe Thr Gin lie Phe Leu Leu His Leu Leu Gly Gly Val Glu Met Val 
130 135 140 



Leu Leu Val Ser Met Ala Phe Asp Arg Tyr Val Ala lie Cys Lys Pro 
145 150 155 160 



Leu His Tyr Met Thr lie Met Asn Lys Lys Val Cys Val Leu Leu Val 
165 170 175 



Val Thr Ser Trp Leu Leu Gly Leu Leu His Ser Gly Phe Gin lie Pro 
180 185 190 



Phe Ala Val Asn Leu Pro Phe Cys Gly Pro Asn Val Val Asp Ser lie 
195 200 205 



Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys lie Asp lie Tyr 
210 215 220 



Phe Val Gin Val Val lie Val Ala Asn Ser Gly He He Ser Leu Ser 
225 230 235 240 



Cys Phe He He Leu Leu He Ser Tyr Ser Leu He Leu He Thr He 
245 250 255 



Lys Asn His Ser Pro Thr Gly Gin Ser Lys Ala Arg Ser Thr Leu Thr 
260 265 270 



Ala His He Thr Val Val He Leu Phe Phe Gly Pro Cys He Phe He 
275 280 285 



Tyr He Trp Pro Phe Gly Asn His Ser Val Asp Lys Phe Leu Ala Val 
290 295 300 



Phe Tyr Thr He He Thr Pro He Leu Asn Pro He He Tyr Thr Leu 
305 310 315 320 



Arg Asn Lys Glu Met Lys He Ser Met Lys Lys Leu Trp Arg Ala Phe 
325 330 335 



Val Asn Ser Arg Glu Asp Thr 
340 
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<210> 179 

<211> 527 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • - (927) 

<223> 



<400> 179 aaa ttc at t ctt ctt ggt 

S I" S E E Kr ?2 S3 S 1" - »• - - Gly 

2 S 2 s ss K K s £ s & - « fr ~ = 

s s ss s s s s s s =. s = s s ss s 

35 40 

;s s - - - ™ s s s. s - S - - S - 

aac tt 9 ,cc «. c tg g ,t gc. «= »= tec ttc att gtj gtc === ^ 

Asn Leu Ala Leu Leu Asp Ala Ser Tyr Ser Pne qq 

70 

s s s c s - 2 55 5 £ ~ s ~ ~ £ s 
- s s = s s S s £ s s s s s ss s 

100 105 

ss £ = s a a k s s s s? s s s 3. s 

S S S - S £ S S S S 5 K Zl £ K S 

130 135 
teg ttg gtt ctg tgg ctt ggg ggc ttt ate cat tec att gt. caa gta 
Ser Leu Val Leu Trp Leu Gly Gly Phe He His Ser ^ 
145 150 

„ a „ ft-a act ttc tqt ggc cca aac cag etc gat aac 

in £ s. £ s. s £ ss. c? s Sy « ». o ln ». «. «. 

165 170 

r-hrr acc tqc acc aat acc 
ttc ttc tgt gat gtt cca cag gtc ate aag ctg gec g ^ ^ 

Phe Phe Cys Asp Val Pro Gin Val lie Lys Leu Ala cy ^ 
i «n 185 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



268 



WO 02/24726 



PCT/BE0 1/00 162 



ttt gtg gtg gag ctt ctg atg gtc tec aac agt ggc ctg etc age etc 624 

Phe Val Val Glu Leu Leu Met Val Ser Asn Ser Gly Leu Leu Ser Leu 

195 200 205 

ctg tgc ttc ctg ggc ctt ctg gec tec tat gca gtc ate etc tgt cgt 672 

Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val lie Leu Cys Arg 

210 215 220 

ata agg gag cac tec tct gaa gga aag age aag get att tec aca tgc 720 

lie Arg Glu His Ser Ser Glu Gly Lys Ser Lys Ala lie Ser Thr Cys 
225 230 235 240 

acc acc cat att ate att ata ttt etc atg ttt gga cct get att ttc 768 

Thr Thr His lie lie lie lie Phe Leu Met Phe Gly Pro Ala lie Phe 
245 250 255 

ate tac act tgc ccc ttc cag get ttc cca get gac aag gta gtt tct 816 

lie Tyr Thr Cys Pro Phe Gin Ala Phe Pro Ala Asp Lys Val Val Ser 

260 265 270 

ctt ttc cat act gtc ate ttt cct ttg atg aac cct gtt att tat acg 864 

Leu Phe His Thr Val lie Phe Pro Leu Met Asn Pro Val lie Tyr Thr 

275 280 285 

ctt cgc aac cag gag gtg aaa get tec atg agg aag ttg tta agt caa 912 

Leu Arg Asn Gin Glu Val Lys Ala Ser Met Arg Lys Leu Leu Ser Gin 

290 295 300 

cat atg ttt tgc tga 927 

His Met Phe Cys 

305 



<210> 180 

<211> 308 

<212> PRT 

<213> Homo Sapiens 

<400> 180 

Met Glu Thr Gin Asn Leu Thr Val Val Thr Glu Phe lie Leu Leu Gly 
15 10 15 



Leu Thr Gin Ser Gin Asp Ala Gin Leu Leu Val Phe Val Leu Val Leu 
20 25 30 



lie Phe Tyr Leu lie lie Leu Pro Gly Asn Phe Leu He He Phe Thr 
35 40 45 



He Lys Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ala Leu Leu Asp Ala Ser Tyr Ser Phe He Val Val Pro Arg 
65 70 75 80 



Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Ser 
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95 

90 

85 

cys „ * «. - - - - s * " u Gly * la s G1 " M,t 

100 

Ehe « - ~ - - - - - «• s 116 v M9 

115 



P „ Le » «. ^ .« * s « » - - s; <»■ ^ 

130 



Ala Leu 



« ~ «, - - - »• s s - Ile val G1 " «• 



Ser — .- „ 
14 5 



„ ,.» His «> «o «" <*« My KO " U ™ 

Ala Leu He Leu His ueu 

165 

Aia rvs Thr Asn Thr 
m u a i Tie Lvs Leu Ala <-y^ 
, ^ rv, Asd Val Pro Gin Val He i^y* Q 
Phe Phe Cys Asp v« 1Q& 

180 

Ph . «u - - - - - s " °» is s " " 

195 

t .u Ala Ser Tyr Ala Val He Leu Cys Arg 
L eu Cys Phe Leu Gly Leu Leu Ala 

210 

. ser ser Glu Gly Lys Ser Lys Ala He Ser Thr Cys 
Ile Arg Glu His Ser Ser fa 235 
225 

„ „-a He Xle Tl. II. «- - ^ S 

Thr Thr His He xxe x 25Q 

245 

v, mr, Ala Phe Pro Ala Asp Lys Val Val Ser 
He Tyr Thr Cys Pro Phe Gin Ala She 
260 

M »t- Ran Pro Val He Tyr Thr 

u» Pte Hi. l*r vai «- « « 

275 

M»r Ara Lys Leu Leu Ser Gin 
M M 3i„ «» Vi W. »• « « 9 S„ 

290 



His Met Phe Cys 
305 



<210> 181 
<211> 930 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (927) 

<223> 



<400> 181 

atg gcc agt aca agt aat gtg act gag ttg att ttc act ggc ctt ttc 48 

Met Ala Ser Thr Ser Asn Val Thr Glu Leu lie Phe Thr Gly Leu Phe 

15 10 15 

cag gat cca get gtg cag agt gta tgc ttt gtg gtg ttt etc ccc gtg 96 

Gin Asp Pro Ala Val Gin Ser Val Cys Phe Val Val Phe Leu Pro Val 

20 25 30 

tac ctt gcc acg gtg gtg ggc aat ggc etc ate gtt ctg acg gtc agt 144 

Tyr Leu Ala Thr Val Val Gly Asn Gly Leu lie Val Leu Thr Val Ser 

35 40 45 

ate age aag agt ctg gat tct ccc atg tac ttc ttc ctt age tgc ctg 192 

lie Ser Lys Ser Leu Asp Ser Pro Met Tyr Phe Phe Leu Ser Cys Leu 
50 55 60 

tec ttg gtg gag ate agt tat tec tec act ate gcc cct aaa ttc ate 240 

Ser Leu Val Glu lie Ser Tyr Ser Ser Thr lie Ala Pro Lys Phe He 
65 70 75 80 

ata gac tta ctt gcc aag att aaa ace ate tct ctg gaa ggc tgt ctg 288 

He Asp Leu Leu Ala Lys He Lys Thr He Ser Leu Glu Gly Cys Leu 

85 90 95 

act cag ata ttc ttc ttc cac ttc ttt ggg gtt get gag ate ctt ttg 336 

Thr Gin He Phe Phe Phe His Phe Phe Gly Val Ala Glu He Leu Leu 

100 105 110 

att gtg gtg atg gcc tat gat tgc tac gtg gcc att tgc aag cct ctt 384 

He Val Val Met Ala Tyr Asp Cys Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

cat tat atg aac att ate agt cgt caa ctg tgt cac ctt ctg gtg get 432 

His Tyr Met Asn He He Ser Arg Gin Leu Cys His Leu Leu Val Ala 
130 135 140 

ggt tec tgg ctg ggg ggc ttt tgt cac tec ata att cag att etc gtt 480 

Gly Ser Trp Leu Gly Gly Phe Cys His Ser He He Gin He Leu Val 
145 150 155 160 

ate ate caa ttg ccc ttc tgt ggt ccc aat gtg att gac cac tat ttc 52 8 

He He Gin Leu Pro Phe Cys Gly Pro Asn Val He Asp His Tyr Phe 

165 170 175 

tgt gac etc cag cct tta ttc aag ctt gcc tgc act gac acc ttc atg 576 

Cys Asp Leu Gin Pro Leu Phe Lys Leu Ala Cys Thr Asp Thr Phe Met 

180 185 190 

gag ggg gtt att gtg ttg gcc aac agt gga tta ttc tct gtc ttc tec 624 

Glu Gly Val He Val Leu Ala Asn Ser Gly Leu Phe Ser Val Phe Ser 

195 20.0 205 
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*i-t ctq gtc aac ttg agg 
ttc etc ate «, , 2 - tct ta .« gtc .« J ^ ^ Leu fttg 

Phe Leu He Leu Val Ser ber xy ^ 

210 215 

. tec acc tgt get tct 

£ s l . s s - if si e £ s ~ - - <*• m. ~ 

S S S S S S 2 S S i £ S s * S - 

245 ^ 

a « ctt qtg get gta ttc 

2 S S S S S S £ E S - - ~ - ~ - 

260 

p . a1 - c a tt tac aca etc agg 
tac acg gtc ate acc ccc atg ctg aac ^ ^ Thr Leu Arg 

Tyr Thr Val He Thr Pro Met Leu Asn ^ 

275 

1-1- a tqq age aaa aag gag 
.at gca gag gtg aaa ate gcc ata aga aga ttg ^ ^ ^ ^ Glu 
Asn Ala Glu Val Lys He Ala He Arg y ^ 



295 

290 ^ 

aat cca ggg agg gag tga 
Asn Pro Gly Arg Glu 
305 



<210> 182 

<211> 309 

<212> PRT 

<213> Homo Sapiens 



<400> 182 

* Va i Thr Glu Leu He Phe Thr Gly Leu Phe 
Met Ala Ser Thr Ser Asn Val Thr Glu ^ 15 

1 5 



Phe Val Val Phe Leu Pro Val 

i vai ^jlh * 

cm 

20 

He Val Leu Thr Val Ser 

i Thr Val val viiy — - 

AO 

35 



Gin Asp Pro Ala Val Gin Ser Val Cys 3Q 



Tyr L eu Ala Thr Val Val Gly Asn Gly Leu 



672 



720 



768 



816 



c ^ i>ro Met Tyr Phe Phe Leu Ser Cys Leu 
lie Ser Lys Ser Leu Asp Ser Pro Met xy ^ 

50 55 

^ ao-r ser Thr He Ala Pro Lys Phe He 
Ser Leu Val Glu He Ser Tyr Ser Ser Thr ^ 8Q 

65 70 

Tl Tvg Thr He Ser Leu Glu Gly Cys Leu 
lie Asp Leu Leu Ala Lys He Lys Thr i ^ 
85 



864 



912 



930 
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Thr Gin He Phe Phe Phe His Phe Phe Gly Val Ala Glu He Leu Leu 
100 105 HO 

He Val Val Met Ala Tyr Asp Cys Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

His Tyr Met Asn He He Ser Arg Gin Leu Cys His Leu Leu Val Ala 
130 135 140 

Glv Ser Trp Leu Gly Gly Phe Cys His Ser He He Gin He Leu Val 
145 150 155 160 

He He Gin Leu Pro Phe Cys Gly Pro Asn Val He Asp His Tyr Phe 
165 170 175 



Cvs Asp Leu Gin Pro Leu Phe Lys Leu Ala Cys Thr Asp Thr Phe Met 
180 185 190 



Glu Gly Val He Val Leu Ala Asn Ser Gly Leu Phe Ser Val Phe Ser 
195 200 205 

Phe Leu He Leu Val Ser Ser Tyr He Val He Leu Val Asn Leu Arg 
210 215 220 

Asn His Ser Ala Glu Gly Arg His Lys Ala Leu Ser Thr Cys Ala Ser 
225 230 235 240 

His He Thr Val Val He Leu Phe Phe Gly Pro Ala He Phe Leu Tyr 
245 250 255 

Met Arg Pro Ser Ser Thr Phe Thr Glu Asp Lys Leu Val Ala Val Phe 
260 265 270 

Tyr Thr Val He Thr Pro Met Leu Asn Pro He He Tyr Thr Leu Arg 
275 280 285 

Asn Ala Glu Val Lys He Ala He Arg Arg Leu Trp Ser Lys Lys Glu 
290 295 300 



Asn Pro Gly Arg Glu 
305 



<210> 183 

<211> 918 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1) • * < 915) 

<223> 



144 



<400> 183 ata att ttc gtg gga ttt tec 

ti s £ » - - Glu s- 116 ae v » 
ss - s £ ss ss s s f £ - - - r z: ~ 

20 

^-r- at-t qtq gtg acc ate ctg 

~ S" s ss r.! s k e ss £ s. ;j r - »• - 

Tyr Thr Ala vai vc^ ^ <± 0 

35 

tat ttc ttt etc age tac tta 

g ce a g c aa, gt, etc - ccc «9 *£ ^ ^ ser ^ bell 
Al, ser lys val leu Thr ser 60 

^ cc aag ctt ate 

- z ?a ss ;s s - s & s e ™ s . 

65 „^ att tct etc aag ggc tgc etc 

ttt ga c tec ttt ate aag agg aaa ? tc at^ ^ ^ ^ Qly Leu 
Phe Asp Ser Phe He Lys Arg uy ^ 95 

S S S S S = S S i S S S K S - S 

100 

s is ss s s - - s S & s s 1 s £ s 

1 a ta tat ggt etc etc gtg agg 

- £ S K S S = = S 2 - £ - - " " 

;S S K? Sv S K S S s: - ?| S? - S - 25 

150 

Tt ttc c M etc cc 9 ttc «t «c ccc aac ate £. 9- «o ta= «e 

II. Phe Gin I*» pr ° phe Cy " W no 175 

165 

^ " n s » - - - " s " K K i ~ " : 

Cys Asp Val His ^ru 

180 ^ 

.« a g c ct g £ «= - - £ - »y - - i ^ ~ 

He Ser Leu Leu lie ixe 205 

ai-c ctq cac ttc ctg aga 
ttc ttc It, <« «. £ t tec tac ct 9 ate ^ ^ ^ phe Lea « g 

Phe Phe Val Leu Met Ala Ser ly 



48 



336 



384 



576 
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210 215 220 

age cac aac ttg gag ggg cag cac aag gec etc tec acc tgt gec tct 720 
Ser His Asn Leu Glu Gly Gin His Lys Ala Leu Ser Thr Cys Ala Ser 
225 230 235 240 

cat gtc aca gtt gtc gac ctg ttc ttc ata cct tgc tec ttg gtc tat 768 
His Val Thr Val Val Asp Leu Phe Phe lie Pro Cys Ser Leu Val Tyr 
245 250 255 

att agg ccc tgt gtc acc etc cct gca gac aag ata gtt get gta ttt 816 
He Arg Pro Cys Val Thr Leu Pro Ala Asp Lys He Val Ala Val Phe 
260 265 270 

tat aca gtg gtc aca cct etc tta aac cct gtg att tac tec ttc agg 864 
Tyr Thr Val Val Thr Pro Leu Leu Asn Pro Val He Tyr Ser Phe Arg 
275 280 285 

aat get gaa gtg aaa aat gec atg agg aga ttt att ggg gga aaa gta 912 
Asn Ala Glu Val Lys Asn Ala Met Arg Arg Phe He Gly Gly Lys Val 
290 295 300 

att tga 918 

He 

305 



<210> 184 

<211> 305 

<212> PRT 

<213> Homo Sapiens 

<400> 184 

Met Val Ala Thr Asn Asn Val Thr Glu He He Phe Val Gly Phe Ser 
15 10 15 



Gin Asn Trp Ser Glu Gin Arg Val He Ser Val Met Phe Leu Leu Met 
20 25 30 



Tyr Thr Ala Val Val Leu Gly Asn Gly Leu He Val Val Thr He Leu 
35 40 45 



Ala Ser Lys Val Leu Thr Ser Pro Met Tyr Phe Phe Leu Ser Tyr Leu 
50 55 60 



Ser Phe Val Glu He Cys Tyr Cys Ser Val Met Ala Pro Lys Leu He 
65 70 75 80 



Phe Asp Ser Phe He Lys Arg Lys Val He Ser Leu Lys Gly Cys Leu 
85 90 95 



Thr Gin Met Phe Ser Leu His Phe Phe Gly Gly Thr Glu Ala Phe Leu 
100 105 HO 



275 



PCT/BE01/W1162 

WO 02/24726 

, Ara Tyr val Ala He Cys Lys LeU 
^ Met Val Met Ala Tyr Asp Arg Tyr 



115 

_ Met Cys Gly Leu Leu Val Arg 

135 



HU v H.t ii. - »; «» ™ " cy6 ^ 



130 

Olv Hy 01, L» «« His sar V,! «, On «r «- ™ 

He Ala Trp Gly Gly biy ^ 155 

145 

fll wu m ™ =/■ «° M ° ne isP S1S "= 

He Phe Gin Leu Pro ^ i Q 
165 

A „ Val His Pro V.l L~ «» - - ^ "> ^ P " 

Cys Asp Val his ft 85 

180 

Tlp qpr val Val Ser 

xl . „ ». "a ». « 01y Gly seI " - 

195 

Tlp He Leu His Phe Leu Arg 
M , ala q er Tyr Leu He i-L e ^ c 
Phe Phe Val Leu Met Ala Ser ly 22Q 

210 

Leu Glu CIV Ol, His Lye Ala Leu Ser Thr Cys Ala Ser 

s r H i s Asn Leu Glu 235 
ber nx 

225 

, ^ val Val Asp Leu Phe Phe He Pro Cys Ser Leu Val Tyr 

His Val Thr Val Val asp 25Q 
245 

T1 . val Ala Val Phe 
U, «■ Pro CV. v.l T„r «. Pro «a »p W * 70 

260 

^7^l Tie Tyr Ser Phe Arg 
,r i v.l Thr Pro Leu Leu Asn Pro Val He ry 
Tyr Thr Val Val Tnr ^ 285 

275 

„ Ala 01, Val „ » -J «■ «- « S "* " " Wl 

290 
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<223> 



<400> 185 
atg act gaa 
Met Thr Glu 
1 

agg gtt tgc 
Arg Val Cys 



ggg aat ttc 
Gly Asn Phe 
35 

tec ccc atg 
Ser Pro Met 
50 

tac tec tec 
Tyr Ser Ser 
65 

agg aaa gtc 
Arg Lys Val 



cac ttc ttt 
His Phe Phe 



gac cac tat 
Asp His Tyr 
115 

aac tgg cag 
Asn Trp Gin 
130 

ttc atg cat 
Phe Met His 
145 

tgt ggc ccc 
Cys Gly Pro 



etc aaa ctt 
Leu Lys Leu 



gec aat gga 
Ala Asn Gly 
195 

tec tat atg 
Ser Tyr Met 
210 

tgg tgc aaa 



ttc att ttt 
Phe lie Phe 
5 

ttt gtg ata 
Phe Val lie 
20 

etc att gtg 
Leu lie Val 



tac ttc ttc 
Tyr Phe Phe 



get aca gee 
Ala Thr Ala 
70 

ata tct tgg 
lie Ser Trp 
85 

ggt ggc act 
Gly Gly Thr 
100 

gtg gec ate 
Val Ala lie 



gtg tgt act 
Val Cys Thr 



tec ttt gca 
Ser Phe Ala 
150 

aat gtg ate 
Asn Val lie 
165 

gec tgc tct 
Ala Cys Ser 
180 

ggc ace ctg 
Gly Thr Leu 



gtc ate ttg 
Val lie Leu 



gec etc tec 



ctg gta ctt 
Leu Val Leu 



ttt ctg ttc 
Phe Leu Phe 
25 

etc act gtc 
Leu Thr Val 
40 

etc age tac 
Leu Ser Tyr 
55 

ccc aaa etc 
Pro Lys Leu 



tgg gge tgc 
Trp Gly Cys 



gag att ttc 
Glu lie Phe 

105 

tgc aag ccc 
Cys Lys Pro 
120 

gtc ctt gta 
Val Leu Val 
135 

caa ate ctt 
Gin lie Leu 



aat cac tat 
Asn His Tyr 



gac acc ttc 
Asp Thr Phe 
185 

tct gtg ate 
Ser Val lie 
200 

etc cat ctg 
Leu His Leu 
215 

acc tgt ggg 



tct ccc aac 
Ser Pro Asn 
10 

ttg tac aca 
Leu Tyr Thr 



atg acc age 
Met Thr Ser 



etc tec ttc 
Leu Ser Phe 
60 

ate tea gat 
lie Ser Asp 
75 

atg gca cag 
Met Ala Gin 
90 

ctg etc act 
Leu Leu Thr 



etc age tac 
Leu Ser Tyr 



gga ata gca 
Gly lie Ala 
140 

etc ate ttc 
Leu lie Phe 
155 

ttc tgt gac 
Phe Cys Asp 
170 

etc att ggt 
Leu lie Gly 



agt ttt ggg 
Ser Phe Gly 



aga acc tgg 
Arg Thr Trp 
220 

tec cat ttc 



cag gag gtg 
Gin Glu Val 
15 

gca att gtg 
Ala lie Val 
30 

aga age ctt 
Arg Ser Leu 
45 

atg gag ate 
Met Glu He 



ctg ctg get 
Leu Leu Ala 



ctt ttc ttc 
Leu Phe Phe 
95 

gtg atg gee 
Val Met Ala 
110 

acc acc ate 
Thr Thr He 
125 

tgg gtg gga 
Trp Val Gly 



cac ctg etc 
His Leu Leu 



eta gtt ccc 
Leu Val Pro 
175 

ctg ctg att 
Leu Leu He 
190 

gtc etc tta 
Val Leu Leu 
205 

age tct gaa 
Ser Ser Glu 



get gtg gtt 



cag 4 8 

Gin 



ctg 96 
Leu 



ggt 144 
Gly 



tgc 192 
Cys 



gaa 240 

Glu 

80 

ttg 288 
Leu 



tat 336 
Tyr 



atg 384 
Met 



ggc 432 
Gly 



ttc 480 

Phe 

160 

ctt 528 
Leu 



gtt 576 
Val 



gca 624 
Ala 



ggg 672 

Gly 



ate 720 
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Trp Cys Lys Ala Leu ber j 235 

230 

22 5 7 6 8 

- T £ S « - - - "° S S ™ Cpf ° " r S 

Leu Phe Phe Giy « u w 250 
245 

s s s s s s a s S ~ - s ~ si "" r s 

.« « 9 „c " g « .« «c £ s - £ - S S E 

He Leu Asn Pro Val He Tyr Ser u 2QS 
275 

eta aat gag aaa tag 
g cc atg aag agg ctg tgg att agg aca ttg ag^ ^ ^ ^ ^ 

Ala Met Lys Arg Leu Trp 295 300 
290 



816 



864 



912 



<210> 186 

<211> 303 

<212> PHT 
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<400> 186 
Met Thr 



t pu Ser Pro Asn Gin Glu Val Gin 
Glu Phe He Phe Leu Val Leu Ser 15 

Thr Ala He Val Leu 
30 

Thr Ser Arg Ser Leu Gly 



Val He Phe Leu Phe Leu Tyr ^ 



Arg Val Cys Phe Val ^ 
20 



aly « P»e - X» - -» - «1 »« t - ~ ~- 

35 

cor Phe Met Glu He Cys 
ser Pro Met Tyr Phe Phe Leu Ser Tyr Leu Ser Phe 

5 5 

50 

Tlo n«r asp Leu Leu Ala Glu 
xyr ser Ser Ma Thr Ma Pro Lys Leu He Ser Asp 

65 7 

M^t- Ala Gin Leu Phe Phe Leu 
Arg L ys val He Ser Trp Trp Gly Cys Met Ma 
85 

t*»i Thr Val Met Ala Tyr 
His Ph e P»e «y oly «r «» II- «J - "° 

100 

« T-,, qer Tyr Thr Thr He Met 
up His Tyr V,! ». He cy» Pro L.» «y ^ 

115 

v »i rlv He Ma Trp Val Gly Gly 
Asn Trp Gin Val Cys Thr Val Leu Val Gly ^ 

130 
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Phe Met His Ser Phe Ala Gin lie Leu Leu lie Phe His Leu Leu Phe 
145 150 155 160 



Cys Gly Pro Asn Val lie Asn His Tyr Phe Cys Asp Leu Val Pro Leu 
165 170 175 



Leu Lys Leu Ala Cys Ser Asp Thr Phe Leu lie Gly Leu Leu lie Val 
180 185 190 



Ala Asn Gly Gly Thr Leu Ser Val lie Ser Phe Gly Val Leu Leu Ala 
195 200 205 



Ser Tyr Met Val lie Leu Leu His Leu Arg Thr Trp Ser Ser Glu Gly 
210 215 220 



Trp Cys Lys Ala Leu Ser Thr Cys Gly Ser His Phe Ala Val Val He 
225 230 235 240 



Leu Phe Phe Gly Pro Cys Val Phe Asn Ser Leu Arg Pro Ser Thr Thr 
245 250 255 



Leu Pro He Asp Lys Met Val Ala Val Phe Tyr Thr Val He Thr Ala 
260 265 270 



He Leu Asn Pro Val He Tyr Ser Leu Arg Asn Ala Glu Met Arg Lys 
275 280 285 



Ala Met Lys Arg Leu Trp He Arg Thr Leu Arg Leu Asn Glu Lys 
290 295 300 
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<400> 


187 



at 9 99t aac fc 99 act 9 ca 9 C 9 9 fc 9 act 9 a 9 ttt 9 tfc ct 9 ctg ggg ttt 48 

Met Gly Asn Trp Thr Ala Ala Val Thr Glu Phe Val Leu Leu Gly Phe 
15 10 15 

tec ctg age agg gag gtg gag ctg ctg etc ctg gtg etc ctg ctg ccc 96 

Ser Leu Ser Arg Glu Val Glu Leu Leu Leu Leu Val Leu Leu Leu Pro 

20 25 30 
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2 2 2 2 2 2 2 S 2 2 - "= H : ~ S S 

35 

ttc ttc ttg tgc aac 

ctg tec tgc tec cgc etc cac ace ccc atg tac ^ ^ Cyg Asn 

Leu Ser Cys Ser Arg Leu His Tnr &q 
50 55 

a cr tct cca aaa gtg 

S S S 2 5 2 2 2 2 2 2 2. - » - « 

65 tc tec ttt gec gga tgt 

ttg gcc ,ac it. |9» «t .» £ «« *« » le Eer Eh5 „. «, cys 

Leu Ala Asn Leu Qly Ser Arg f ^ 95 

85 

n-i- ttc ttg ggc aca gtt gag ttc etc 

2 2 2 2 - - - - i - - ™ s. Le " 

100 

acc ate tgc tgc ccc 

2 2 5 2 2 2 2 2 £ - S ~ s - c ~ 

- *-rt- ate tqc att gg9 aCC 9 tt: 

2 5 2 2 2 S 2 5 2 2 9 - 2 - * - 
£ 2 2 2 52 S K 2 2 2 2 2 2 2 2 2 
2 £ 2 2 2 2 2 2 5 2 2 2 S 2 2 2 

165 

«: 2 K 2 S 2 2 2 K 2 E 2 K 5 2 2 

180 

frr atq qtc ate etc tgc 
gcc ate gag ctg atg gat ttt atg ctt tct tc^ ^ ^ ^ ^ Cys 
Ala He Glu Leu Met Asp Phe Met 2Q5 

195 t 
tgc ata 9" etc g.9 jjc tat tec tat «c »tc «c ttg S 
Cys lie Val Leu Val Ala Tyr Ser y ^ 
210 

2 2 2 2 2 S £ 2 2 2 1 2 2 2 2 

230 

295 

= ret aqt ggc ate act gtg ttt 
gct «c cac ctg acc at, etc .to Jtt c=t £ 9^ ^ ^ phe 

Ala Ser His Leu Tnr lie va ^ 25 b 

245 

♦-ai- eta qaq ate aac aag ate 
ate tat gtg act ccc tee cag aaa gaa tat J 9^ ^ ^ Lys Ile 
lie Tyr Val Thr Pro Ser Gin Lys Glu y 2?0 
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cct ttg gtt ctg age agt gtg gtg act cca ttc etc aac ccc ttt ata 864 

Pro Leu Val Leu Ser Ser V&l Val Thr Pro Phe Leu Asn Pro Phe lie 

275 280 285 

tat act ctg agg aat gac aca gtg cag gga gtc etc agg gat gtg tgg 912 

Tyr Thr Leu Arg Asn Asp Thr Val Gin Gly Val Leu Arg Asp Val Trp 

290 295 300 

gtc agg gtt cga gga gtt ttt gaa aag agg atg agg gca gtg ctg aga 960 

Val Arg Val Arg Gly Val Phe Glu Lys Arg Met Arg Ala Val Leu Arg 
305 310 315 320 

age aga tta tec tec aac aaa gac cac caa gga agg get tgc tct tct 1008 

Ser Arg Leu Ser Ser Asn Lys Asp His Gin Gly Arg Ala Cys Ser Ser 

325 330 335 

cca cca tgt gtc tat tct gta aag etc cag tgt tag 1044 

Pro Pro Cys Val Tyr Ser Val Lys Leu Gin Cys 

340 345 



<210> 188 

<211> 347 

<212> PRT 

<213> Homo Sapiens 

<400> 188 

Met Gly Asn Trp Thr Ala Ala Val Thr Glu Phe Val Leu Leu Gly Phe 
15 10 15 



Ser Leu Ser Arg Glu Val Glu Leu Leu Leu Leu Val Leu Leu Leu Pro 
20 25 30 



Thr Phe Leu Leu Thr Leu Leu Gly Asn Leu Leu lie lie Ser Thr Val 
35 40 45 



Leu Ser Cys Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Cys Asn 
50 55 60 



Leu Ser lie Leu Asp lie Leu Phe Thr Ser Val lie Ser Pro Lys Val 
65 70 75 80 



Leu Ala Asn Leu Gly Ser Arg Asp Lys Thr lie Ser Phe Ala Gly Cys 
85 90 95 



lie Thr Gin Cys Tyr Phe Tyr Phe Phe Leu Gly Thr Val Glu Phe Leu 
100 105 110 



Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Ala Thr He Cys Cys Pro 
115 120 125 



Leu Arg Tyr Thr Thr He Met Arg Pro Ser Val Cys He Gly Thr Val 
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140 

135 

130 

™ ~ - - - - ~ ~ s " s MU Ihe pto Tht »• 

I n. ~ - - « - - - S - " e - " - ~ 

165 

fhe cyB »p .« - - - - - - * la cyB " a - Tht Thr 

180 

o OT - qer Met Val He Leu Cys 
Ma Ils alu L« Met «p « «« -» s » 

195 

, Tvr Ser Tyr Thr Tyr He He Leu Thr He 

Cys He Val Leu Val Ala Tyr 22 0 

210 



ser Al a Ser Oly -g Lys ,ys Ma Phe Asn Thr Cys 



Val Arg He Pro ser jxa — 235 
225 



. _ His - * - « ~ « K ~ - * S ~ 

245 

n . ^ wl ~ « - - - - - - Glu Ile - w " Ile 



260 



Pro L eu val Leu Ser Ser Val Val Thr Pro 



Phe Leu Asn Pro Phe He 



280 
275 



* Aso Thr Val Gin Oly Val Leu Arg Asp Val Trp 
Tyr Thr Leu Arg Asn Asp Thr vax 3Q0 



290 



val m «X « - y V, »- « ~ « «« - - 53 

310 

305 

.„ His cm Gly Arg Ala Cys Ser Ser 
ser Arg Leu Ser Ser Asn Lys Asp His Gin 
325 

D o Cvs Val Tyr Ser Val Lys Leu Gin Cys 

Pro Pro Cys vai j-yj- 345 
340 
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<221> CDS 

<222> (1) - - (936) 

<223> 



<400> 189 

atg gat gaa gcc aat cac tct gtg gtc tct gag ttt gtg ttc ctg gga 

Met Asp Glu Ala Asn His Ser Val Val Ser Glu Phe Val Phe Leu Gly 
15 10 15 

etc tct gac teg egg aag ate cag etc etc etc ttc etc ttt ttc tea 
Leu Ser Asp Ser Arg Lys lie Gin Leu Leu Leu Phe Leu Phe Phe Ser 
20 25 30 

gtg ttc tat gta tea age ctg atg gga aat etc etc att gtg eta act 
Val Phe Tyr Val Ser Ser Leu Met Gly Asn Leu Leu lie Val Leu Thr 
35 40 45 

gtg acc tct gac cct cgt tta cag tec ccc atg tac ttc ctg ctg gcc 
Val Thr Ser Asp Pro Arg Leu Gin Ser Pro Met Tyr Phe Leu Leu Ala 
50 55 60 

aac ctt tec ate ate aat ttg gta ttt tgt tec tec aca get ccc aag 
Asn Leu Ser He He Asn Leu Val Phe Cys Ser Ser Thr Ala Pro Lys 
65 70 75 80 

atg att tat gac ctt ttc agg aag cac aag acc ate tct ttt ggg ggc 
Met lie Tyr Asp Leu Phe Arg Lys His Lys Thr He Ser Phe Gly Gly 
85 90 95 

tgt gta gtt cag ate ttc ttt ate cat gca gtt ggg gga act gag atg 
Cys Val Val Gin He Phe Phe He His Ala Val Gly Gly Thr Glu Met 
100 105 HO 

gtg ctg etc ata gcc atg get ttt gac cga tat gtg gcc ata tgt aag 
Val Leu Leu He Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 

cct etc cac tac ctg acc ate atg aac cca caa agg tgc att ttg ttt 
Pro Leu His Tyr Leu Thr He Met Asn Pro Gin Arg Cys He Leu Phe 
130 135 140 

tta gtc att tec tgg att ata ggt att att cac tea gtg att cag ttg 
Leu Val He Ser Trp He He Gly He He His Ser Val He Gin Leu 
145 150 155 160 

get ttt gtt gta gac ctg ctg ttc tgt ggc cct aat gaa tta gat agt 
Ala Phe Val Val Asp Leu Leu Phe Cys Gly Pro Asn Glu Leu Asp Ser 
165 170 175 

ttc ttt tgt gat ctt cct cga ttt ate aaa ctg get tgc ata gag acc 
Phe Phe Cys Asp Leu Pro Arg Phe He Lys Leu Ala Cys He Glu Thr 
180 185 190 

tac aca ttg gga ttc atg gtt act gcc aat agt gga ttt att tct ctg 
Tyr Thr Leu Gly Phe Met Val Thr Ala Asn Ser Gly Phe He Ser Leu 
195 200 205 

get tct ttt tta att etc ata ate tct tac ate ttt att ttg gtg act 672 
Ala Ser Phe Leu He Leu He He Ser Tyr He Phe He Leu Val Thr 
210 215 220 
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gtt cag aaa aaa «t t« g |f •« - £ £ £ £ S 2 

Val Gin Lys Lys Ser ser ciy 235 

225 " fr ttt qgg cca tta ate ttt 

- ** °? tt £ ?2 ?3 £ 25 E * ™ - - S Phe 

Ser Ala His Val lie va 25Q 

v rt-t cat aaa ttc ctt gec 

- ~ s e £ E s s s" s e . u - - - - »* 

Phe Tyr He Pne 265 

260 t 
,,- .tc act coc gtt ttg a»t cca gtc .w tat ^ 

n C £ Sp S -I i" ^ *» TO1 M " 265 

He Phe Asp aj-c* 280 
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290 939 
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<210> 190 
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<400> " 0 T, 

Met Asp Glu Ala Asn His Ser V ^ 
1 



s p s « M W U. OX» «. - - 5- E " 

Leu Ser Asp Ser Ary * 25 

20 



720 



768 



816 



912 



c L eu Met Oly Asn Leu Leu He Val Leu Thr 
Val Phe Tyr Val Ser Ser Leu Met y 45 



35 



Pro Arg Leu Gin Se gQ 



r Pro Met Tyr Phe Leu Leu Ala 



Val Thr Ser Asp 
50 

Ile lle Asn Leu Val Phe Cys Ser Ser Thr Ala Pro Lys 
Asn Leu Ser He He As ?5 
65 

• t D Thr He Ser Phe Gly Gly 
T , phe Arq Lys His Lys Thr ne ° 
Met He Tyr Asp Leu Phe Arg y gQ 95 

8 5 

-. Wfl i olv Gly Thr Glu Met 
, val Gin He Phe Phe lie Hi, Ala Val Gly Y 
Cys Val Val Gin ue 1Q5 
* 100 
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Val Leu Leu lie Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 



Pro Leu His Tyr Leu Thr He Met Asn Pro Gin Arg Cys He Leu Phe 
130 135 140 



Leu Val He Ser Trp He He Gly He He His Ser Val He Gin Leu 
145 150 155 160 



Ala Phe Val Val Asp Leu Leu Phe Cys Gly Pro Asn Glu Leu Asp Ser 
165 170 175 



Phe Phe Cys Asp Leu Pro Arg Phe He Lys Leu Ala Cys He Glu Thr 
180 185 190 



Tyr Thr Leu Gly Phe Met Val Thr Ala Asn Ser Gly Phe He Ser Leu 
195 200 205 



Ala Ser Phe Leu He Leu He He Ser Tyr He Phe He Leu Val Thr 
210 215 220 



Val Gin Lys Lys Ser Ser Gly Gly He Phe Lys Ala Phe Ser Met Leu 
225 230 235 240 



Ser Ala His Val He Val Val Val Leu Val Phe Gly Pro Leu He Phe 
245 250 255 



Phe Tyr He Phe Pro Phe Pro Thr Ser His Leu Asp Lys Phe Leu Ala 
260 265 270 



He Phe Asp Ala Val He Thr Pro Val Leu Asn Pro Val He Tyr Thr 
275 280 285 



Phe Arg Asn Lys Glu Met Met Val Ala Met Arg Arg Arg Cys Ser Gin 
290 295 300 



Phe Val Asn Tyr Ser Lys He Phe 

310 
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115 
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Cys His Pro Leu Arg Tyr Pro Leu n ^ 

130 ate cct gtg ctt ggt 
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165 
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180 

t-1-t* ate ctg gec tec etc 
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195 
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225 230 235 240 

ttc tct acc tgt acc tec cac ttg ata gtg gtg acc etc ttc tat gga 768 

Phe Ser Thr Cys Thr Ser His Leu lie Val Val Thr Leu Phe Tyr Gly 

245 250 255 

agt gec att ttt etc tat gtg egg cca teg cag agt ggt tct gtg gac 816 

Ser Ala lie Phe Leu Tyr Val Arg Pro Ser Gin Ser Gly Ser Val Asp 

260 265 270 

act aac tgg gca gtg aca gta ata acg aca ttt gtg aca cca ctg ttg 864 

Thr Asn Trp Ala Val Thr Val lie Thr Thr Phe Val Thr Pro Leu Leu 

275 280 285 

aat cca ttc ate tat gec tta cgt aat gag caa gtc aag gaa get ttg 912 

Asn Pro Phe lie Tyr Ala Leu Arg Asn Glu Gin Val Lys Glu Ala Leu 
290 295 300 

aag gac atg ttt agg aag gta gtg gca ggc gtt tta ggg aat ctt tta 960 

Lys Asp Met Phe Arg Lys Val Val Ala Gly Val Leu Gly Asn Leu Leu 

305 310 315 320 



ctt gat aaa tgt etc agt gag aaa gca gta aag taa 
Leu Asp Lys Cys Leu Ser Glu Lys Ala Val Lys 
325 330 



<210> 192 

<211> 331 

<212> PRT 

<213> Homo Sapiens 

<400> 192 

Met Ser Pro Asp Gly Asn His Ser Ser Asp Pro Thr Glu Phe Val Leu 
15 10 15 



Ala Gly Leu Pro Asn Leu Asn Ser Ala Arg Val Glu Leu Phe Ser Val 
20 25 30 



Phe Leu Leu Val Tyr Leu Leu Asn Leu Thr Gly Asn Val Leu lie Val 
35 40 45 



Gly Val Val Arg Ala Asp Thr Arg Leu Gin Thr Pro Met Tyr Phe Phe 
50 55 60 



Leu Gly Asn Leu Ser Cys Leu Glu lie Leu Leu Thr Ser Val lie lie 
65 70 75 80 



Pro Lys Met Leu Ser Asn Phe Leu Ser Arg Gin His Thr lie Ser Phe 
85 90 95 



Ala Ala Cys lie Thr Gin Phe Tyr Phe Tyr Phe Phe Leu Gly Ala Ser 
100 105 110 
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-. * ~ era Tyr Leu Ala He 
, L eu Leu Leu Ala Val Met Ser Ma Asp Arg ^ 

Glu Phe Leu Leu 12Q 



115 



130 

, t „ val Pro Val Leu Gly 
cvs Trp Val Gly Gly Leu Val Pr ^ 
Arg Val Ala Leu Ala cys Trp lg5 

145 

r, Phe cvs Lys Gin Gly Ala Val 
-i Leu Pro Phe Lys 

pro Thr val Ala Val Ala Leu ^ 



Toll . e u Arg Leu Ala Cys 
Ser Gly Pro Leu Leu Arg ^ 

185 



180 



Thr Asn Thr Lys Lys Leu 



200 

195 



val n= v.1 ser ser I*» 



Glu „„ »r «- £ «" "° 

Ile Thr Ala Val Ser Tyr Gly Leu He 



220 



210 



1 L eu Ala Val Leu Ser — 235 



Ile pro ser A la ser Gly Arg Gin Lys Ala 



Vax ^ — 230 
225 



n T7 i Thr Leu Phe Tyr Gly 
n Thr Ser His Leu He Val Val Thr Le ^ 
p he Ser Thr Cys Thr ser 25Q 

^ Q^r Glv Ser Val Asp 
, phe Leu Tyr Val Arg Pro Ser Gin Ser Gly 
Ser Ala He Phe Leu iy^ 265 
260 

Thr Pro Leu Leu 
1 ti a Thr Thr Phe Val Tnr 
Trn Ala val Thr Val He Thr mr 
Thr Asn Trp Ala vet 280 
275 

^ Asn Glu Gin Val Lys Glu Ala Leu 
Asn Pro Pne He Tyr Ala Leu Arg 

290 

Lvs val Val Ala Gly Val Leu Gly Asn Leu Leu 
Lys Asp Met Phe Arg LyB val V 
305 

Leu ser Glu Lys Ala val Lys 
Leu Asp Lys Cys ^ 330 
32b 
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<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 193 

atg teg aat gag gac atg gaa cag gat aat aca aca ttg ctg aca gag 48 

Met Ser Asn Glu Asp Met Glu Gin Asp Asn Thr Thr Leu Leu Thr Glu 
15 10 15 

ttt gtt etc aca gga ctt aca tat cag cca gag tgg aaa atg ccc ctg 96 

Phe Val Leu Thr Gly Leu Thr Tyr Gin Pro Glu Trp Lys Met Pro Leu 

20 25 30 

ttc ttg gtg ttc ttg gtg ate tat etc ate act att gtg tgg aac ctt 144 

Phe Leu Val Phe Leu Val lie Tyr Leu lie Thr lie Val Trp Asn Leu 
35 40 45 

ggt ctg att get ctt ate tgg aat gac cca caa ctt cac ate ccc atg 192 

Gly Leu lie Ala Leu lie Trp Asn Asp Pro Gin Leu His lie Pro Met 
50 55 60 

tac ttt ttt ctt ggg agt tta gee ttt gtt gat get tgg ata tct tec 240 

Tyr Phe Phe Leu Gly Ser Leu Ala Phe Val Asp Ala Trp lie Ser Ser 
65 70 75 80 

aca gta act ccc aaa atg ttg gtt aat ttc ttg gec aaa aac agg atg 288 

Thr Val Thr Pro Lys Met Leu Val Asn Phe Leu Ala Lys Asn Arg Met 
85 90 95 

ata tct ctg tct gaa tgc atg att caa ttt ttt tec ttt gca ttt ggt 336 

He Ser Leu Ser Glu Cys Met He Gin Phe Phe Ser Phe Ala Phe Gly 

100 105 110 

gga act aca gaa tgt ttt etc ttg gca aca atg gca tat gat cgc tat 384 

Gly Thr Thr Glu Cys Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr 
115 120 125 

gta gec ata tgc aaa cct tta eta tat cca gtg att atg aac aat tea 432 

Val Ala He Cys Lys Pro Leu Leu Tyr Pro Val He Met Asn Asn Ser 
130 135 140 

eta tgc ata egg ctg tta gec ttc tea ttt tta ggt ggc ttc etc cat 480 

Leu Cys He Arg Leu Leu Ala Phe Ser Phe Leu Gly Gly Phe Leu His 
145 150 155 160 

gec tta att cat gaa gtc ctt ata ttc aga tta ace ttc tgc aat tct 528 

Ala Leu He His Glu Val Leu He Phe Arg Leu Thr Phe Cys Asn Ser 
165 170 175 

aac ata ata cat cat ttt tac tgt gat att ata cca ctg ttt atg att 576 

Asn He He His His Phe Tyr Cys Asp He He Pro Leu Phe Met He 

180 185 190 

tec tgt act gac cct tct att aat ttt eta atg gtt ttt att ttg tct 624 

Ser Cys Thr Asp Pro Ser He Asn Phe Leu Met Val Phe He Leu Ser 
195 200 205 

ggc tea att cag gta ttc acc att gtg aca gtt ctt aat tct tac aca 672 
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Gly _ „ - ~ - s - ~ - ~ s - s " " ~ 

210 *- ht aqa ggc gta agg 

^ *rc eta aaa aag aag tct gt * x Arg 

£ S - ~ S E - - «■ 5s val 

225 - ^ a tct gtc tct tta tat 

« ^ »' vi s s s-v s - - s " val s " - Tyt 

Lys Ala Phe Ser Thr Cys y 2SQ 

tct cca caa gca 

_ *-„ rt-c atq tat ttg cgc cct gca ^ 
tat gg c cca ctt ate ttc atg Arg prQ Ala ser 

Tvr Gly Pro Leu lie fn 2g5 

260 t att cct 

- r s: s s s s s s s 5 s i - - - 

Asp Asp Gin Asp 2QQ 

275 *- a aa caa gta ata gat 

^ Ate tac agt ctg aga aat * v x Ile Asp 

» 9 £ E S f. £ ^ « »■ «, «n WJ 

Leu Leu Asn *^ 2g5 
290 

tea «= aca -W 9» *» £ S 

ser PM Thr Lys Met Val W 



720 



768 



945 



310 

305 



<210> 194 

<2X1> 314 

<212> PRT . 

<213 > Homo Sapiens 



<400> lon Thr Thr Leu Leu Thr Glu 

, lm Met Glu Gin Asp Asn Thr inr 
Met Ser Asn Glu Asp Met fai 1Q 

5 

1 



Glu Trp Lys Wet Pro Leu 

Phe ValLeuThr G lyLeuTnr^ rr 



Thr Tyr Gin Pro ^ 3Q 



20 



Tlp Thr He Val Trp Asn Leu 
,r i tip Tvr Leu He Tnr 
, 7a1 phe Leu Val lie ry* 45 
Phe Leu Val fne u 4Q 

1 M n . » « - - r Hi " Ile pt ° ~ 



50 



at o Trn lie Ser Ser 
Ala Phe Val Asp Ala Trp ^ 



tpu GlV Ser Leu Aia rue * — . 
Tyr Phe Phe Leu Giy ^ 7 5 

65 

x. Ton Ala Lys Asn Arg Met 

, s „ »„ cv. « «- - - ~ Ph ' "0 

Ile Ser Leu Ser y ^ 

100 
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Gly Thr Thr Glu Cys Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr 
115 120 125 



Val Ala lie Cys Lys Pro Leu Leu Tyr Pro Val He Met Asn Asn Ser 
130 135 140 



Leu Cys He Arg Leu Leu Ala Phe Ser Phe Leu Gly Gly Phe Leu His 
145 150 155 160 



Ala Leu He His Glu Val Leu He Phe Arg Leu Thr Phe Cys Asn Ser 
165 170 175 



Asn He He His His Phe Tyr Cys Asp He He Pro Leu Phe Met He 
180 185 190 



Ser Cys Thr Asp Pro Ser He Asn Phe Leu Met Val Phe He Leu Ser 
195 200 205 



Gly Ser He Gin Val Phe Thr He Val Thr Val Leu Asn Ser Tyr Thr 
210 215 220 



Phe Ala Leu Phe Thr He Leu Lys Lys Lys Ser Val Arg Gly Val Arg 
225 230 235 240 



Lys Ala Phe Ser Thr Cys Gly Ala His Leu Leu Ser Val Ser Leu Tyr 
245 250 255 



Tyr Gly Pro Leu He Phe Met Tyr Leu Arg Pro Ala Ser Pro Gin Ala 
260 265 270 



Asp Asp Gin Asp Met He Asp Ser Val Phe Tyr Thr He He He Pro 
275 280 285 



Leu Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Gin Val He Asp 
290 295 300 



Ser Phe Thr Lys Met Val Lys Arg Asn Val 
305 310 



<210> 195 

<211> 978 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 
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<22 2> 
<223> 



r « « £ 5 £ S £ = 5 S - £ K K 

Met Phe Leu Tyr Leu tys 1Q 

S K 52 K £ S S 2 2 = 85 £ ~ £ S S 

♦-^ M-r ctq qca ttc ttg 

- £ s £ £ s - - - s - rhe " u * la "* " u 

Phe Leu His 4Q 

35 t eta att gtt etc 

gta .„ „ t etc at c acc ,t= «9 | f £ £ | y x!. «1 «■ 

Val He Tyr Leu lie Thr ix 60 

50 = ta tac tta ttc ctt ggg 

aac cct cac ctt cat ate cca atg tac ^ Qly 

ate tgg aaa gac cct ne pro Met Tyr Leu 
He Trp Lys Asp Pro His Le ?5 

65 ara qtq act ccg aag 

s S K £ S S S 2 £ £ S. - ~ • S" - 

b 85 

t-a tct etc tct gaa 
n ttc tta get aag agt aag atg at Qlu 
at9 Ct9 fl! Asn Phe Leu Ala Lys Ser Lys Met He Ser L 

Met Leu He Asn lQ5 

ata ace aca gaa tgt 

- ;« S £ £ - - £ - - * val Ss ~ " 

Cys Met vax ^-l" ^ 12 o 
115 *" 

£ S 2 K S S E S K S S « E £ - - 

130 - r,** eta tgc att cag eta 

9Ct tt, .« t,t T f l »« £ S £ cys He «» £ 

B. W mu Tyr Pro val He M 156 

145 t tta ate cat gaa 

e « s £ £ s s s £ i £ - - lle - 01u 

.. aat tec aac ata ata caa cac 

S £ £ £ 5 £ £ £ S - - - ~ 3: G1 ° Hls 

«* - * r £ £ £ £ £ - s = S s c s 

Phe Tyr Cys Asp He He ^ 205 

, tt cta atg gtt ttt att ttc gca ggt tct gtt caa gtt 
tct att aac ttt cta ax 9 a phe A ia Gly faer 

If, Ile Asn Phe Leu Met Val Phe ^ 



48 



96 
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ttt acc att gga act att ctt ata tct tat aca att ate etc ttt aca 
Phe Thr lie Gly Thr lie Leu lie Ser Tyr Thr He He Leu Phe Thr 
225 230 235 240 



720 



ate tta gaa aag aag tct ate aaa ggg ata cga aaa get gtc tec acc 
He Leu Glu Lys Lys Ser He Lys Gly He Arg Lys Ala Val Ser Thr 
245 250 255 



768 



tgt ggg get cat etc tta tct gta tct tta tac tat ggc ccc etc acc 
Cys Gly Ala His Leu Leu Ser Val Ser Leu Tyr Tyr Gly Pro Leu Thr 
260 265 270 



816 



ttc aaa tat ctg ggc tct gca tct ccg caa gca gat gac caa gat atg 
Phe Lys Tyr Leu Gly Ser Ala Ser Pro Gin Ala Asp Asp Gin Asp Met 
275 280 285 



864 



atg gag tct eta ttt tac act gtc ata gtt cct tta tta aat ccc atg 
Met Glu Ser Leu Phe Tyr Thr Val He Val Pro Leu Leu Asn Pro Met 
290 295 300 



912 



ate tac age ctg aga aac aag caa gta ata get tea ttc aca aaa atg 
lie Tyr Ser Leu Arg Asn Lys Gin Val He Ala Ser Phe Thr Lys Met 
305 310 315 320 



960 



ttc aaa age aat gtt tag 
Phe Lys Ser Asn Val 
325 



978 



<210> 196 

<211> 325 

<212> PRT 

<213> Homo Sapiens 

<400> 196 

Met Phe Leu Tyr Leu Cys Phe He Phe Gin Arg Thr Cys Ser Glu Glu 
15 10 15 



Met Glu Glu Glu Asn Ala Thr Leu Leu Thr Glu Phe Val Leu Thr Gly 
20 25 30 



Phe Leu His Gin Pro Asp Cys Lys He Pro Leu Phe Leu Ala Phe Leu 
35 40 45 



Val He Tyr Leu He Thr He Met Gly Asn Leu Gly Leu He Val Leu 
50 55 60 



He Trp Lys Asp Pro His Leu His He Pro Met Tyr Leu Phe Leu Gly 
65 70 75 80 



Ser Leu Ala Phe Val Asp Ala Ser Leu Ser Ser Thr Val Thr Pro Lys 
85 90 95 



Met Leu He Asn Phe Leu Ala Lys Ser Lys Met He Ser Leu Ser Glu 
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110 

105 

100 

v «i Thr Thr val Thr Thr Glu Cys 
M.t- Val Gin Phe Phe Ser Leu Val Thr T* 
Cys Met vai 120 
115 

PM « « ». ~ ~ s - - «■ - s - - - 

130 

P o val He Met Thr Asn Glu Leu Cys He Gin Leu 
Ala Leu Leu Tyr Pro Val l55 
145 

£ « PS e ne «y aiy «« »" Hi ' to " S: G1 ° 

Leu Val Leu Ser Pne J-J-e * 17Q 
^ 165 

Tip lie Gin His 
. , r Phe Arg Leu Thr Phe Cys Asn Ser Asn He II 

Ala Phe Ser Phe wy l85 
180 

T 1 qpr Cvs Thr Asp Ser 
_ -t Ile pro Leu Leu Lys lie Ser cys 
Phe Tyr Cys Asp He He ^ 205 

195 

S er He Asn Phe Leu Met Val 220 

210 

Th Xle Leu He Ser Tyr Thr He He l*« ^hr 
Phe Thr He Gly Thr lie Leu ^ 

225 

nv He Arg Lys Ala Val Ser Thr 
T.rc ser He Lys Gly I-L e Ar 9 * 2 55 
He Leu Glu Lys Lys Sen 25Q 
245 

, al . His »a «. S« Val « ». ^ ^ «J ™ 

Cys Gly Ala His Leu 2g5 
260 

al.Ser Pro Gin Ala Asp Asp Gin Asp Met 
Phe Lys Tyr Leu Gly Ser Ala Ser 

275 

Thr val He Val Pro Leu Leu Asn Pro Met 
Met Glu Ser Leu Phe Tyr Thr Val ^ Q 

290 

Arq A sn Lys Gin Val He Ala Ser Phe Thr Lys Met 
He Tyr Ser Leu Arg Asn Ly ^ 
305 

Phe Lys Ser Asn Val 
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<211> 885 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (885) 

<223> 



<400> 197 
atg cag act 
Met Gin Thr 
1 

ctg aaa gta 
Leu Lys Val 



gtg ggc aac 
Val Gly Asn 
35 

ggc tea cca 
Gly Ser Pro 
50 

att tat tct 
lie Tyr Ser 
65 

ggg aat aat 
Gly Asn Asn 



gag cac ctt 
Glu His Leu 



tat gac cgc 
Tyr Asp Arg 
115 

atg aga caa 
Met Arg Gin 
130 

gga ttt ctg 
Gly Phe Leu 
145 

ttc tgt ggc 
Phe Cys Gly 



tta ttg aaa 
Leu Leu Lys 



gtg gec aat 
Val Ala Asn 
195 



gac ttt gtc 
Asp Phe Val 
5 

ctt ttt gtt 
Leu Phe Val 
20 

ctg etc att 
Leu Leu lie 



atg tec ttc 
Met Ser Phe 



tea tec att 
Ser Ser He 
70 

tec ata tec 
Ser He Ser 
85 

ttt ggt ggg 
Phe Gly Gly 
100 

tat gtg gec 
Tyr Val Ala 



tgg gtg tgt 
Trp Val Cys 



caa tea gta 
Gin Ser Val 
150 

ccc aat gtc 
Pro Asn Val 
165 

ctg gec tgc 
Leu Ala Cys 
180 

gga gga ctg 
Gly Gly Leu 



ctg ttg tgc 
Leu Leu Cys 



atg ttc ttg 
Met Phe Leu 
25 

gta gtg ace 
Val Val Thr 
40 

ttt ctt get 
Phe Leu Ala 
55 

tec ccc aga 
Ser Pro Arg 



ttc caa tct 
Phe Gin Ser 



tea gag gtc 
Ser Glu Val 
105 

ate tgt aag 
He Cys Lys 
120 

gtt ttg ctg 
Val Leu Leu 
135 

ttt caa ctt 
Phe Gin Leu 



att gat cat 
He Asp His 



act gac ace 
Thr Asp Thr 
185 

tct tgc act 
Ser Cys Thr 
200 



ttc aga cag 
Phe Arg Gin 
10 

etc ttc tac 
Leu Phe Tyr 



gta act gtc 
Val Thr Val 



ggc tta aca 
Gly Leu Thr 
60 

ttg att tea 
Leu He Ser 
75 

ttc atg gec 
Phe Met Ala 
90 

ttt etc ctg 
Phe Leu Leu 



ccc ttg cat 
Pro Leu His 



ctg gta gtg 
Leu Val Val 
140 

age att att 
Ser He He 
155 

ttt ttc tgt 
Phe Phe Cys 
170 

cat gtt att 
His Val He 



att gcg ttt 
He Ala Phe 



aat cca cag 
Asn Pro Gin 
15 

att ttg acc 
lie Leu Thr 
30 

agt gag acc 
Ser Glu Thr 
45 

ttt ata gat 
Phe He Asp 



gac ttg ttc 
Asp Leu Phe 



cag etc ttt 
Gin Leu Phe 
95 

ttg gtg atg 

Leu Val Met 
110 

tat ttg gtt 
Tyr Leu Val 
125 

tec tgg gtt 
Ser Trp Val 



tat ggg etc 
Tyr Gly Leu 



gac atg tat 
Asp Met Tyr 
175 

ggc etc tta 
Gly Leu Leu 
190 

ctg etc tta 
Leu Leu Leu 
205 



gag 4 8 

Glu 



atg 96 
Met 



ctg 144 
Leu 



ate 192 
He 



ttt 240 

Phe 

80 

ate 288 
He 



gee 336 
Ala 



ate 384 
He 



gga 4 32 

Gly 



cca 480 

Pro 

160 

ccc 528 
Pro 



gtg 576 
Val 



etc 624 
Leu 
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672 



720 



768 



t-t" a.Qt C3g 3.3-3- 

c c,c t» •== t 9 = . 9 t tc. =•= .« £ f a f & 

s si ss £ e i ™ cys s " s 

225 . cc t get agg 

*, att cct tgt att ttt atg tgt get aga cc g ^ 
tc ttc ttc ttt gtt cct g ^ Met cys Ala A rg 

val Phe Phe Phe Val Pro <-y 25Q 

245 ta acc 816 

- - - £ £ E - 52 S XI £ - S f o n. - 

Thr Phe Ser He Asp 265 

260 tq aca 864 

- «. = = s - S £ £ 2 S £ i K ~ - 

Pro Met Leu Asn ft 280 

275 885 

aqt get atg aag aag ctt tag 
Ser Ala Met Lys W« Leu 

290 



<210> 198 
<2H> 294 
<212> 

<213> Homo Sapiens 

<400> 198 Gln clu 

* Phe Val Leu Leu Cys Phe Arg Gin Asn 
Met Gin Thr Asp Phe vax 1Q 
5 

1 

t ™ Phe Tyr He Leu Thr Met 
, , P „ Phe Val Met Phe Leu Leu Phe iy 
Leu Lys Val Leu Phe 2& 
20 

Val Gly Asn Leu Leu He Val ^ 45 
35 

*i« Glv Leu Thr Phe He Asp He 
Met . ser Phe Phe Leu Ala Gly Leu 
Gly Ser Pro Met Ser r ^ 60 

50 

TlB qer A gp Leu Phe Phe 
tip- Ser Pro Arg Leu He Ser rbv 
He Tyr Ser Ser Ser lie Ser 75 

s Ile Ser Phe Gin Ser Phe Met Ala Gin Leu Phe He 
Gly Asn Asn Ser He bet g(J 

8 5 



Glu His Leu 

100 



* <*, - « - - - - ™ uu - ila 
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Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu His Tyr Leu Val He 
115 120 125 



Met Arg Gin Trp Val Cys Val Leu Leu Leu Val Val Ser Trp Val Gly 
130 135 140 



Gly Phe Leu Gin Ser Val Phe Gin Leu Ser He He Tyr Gly Leu Pro 
145 150 155 160 



Phe Cys Gly Pro Asn Val He Asp His Phe Phe Cys Asp Met Tyr Pro 
165 170 175 



Leu Leu Lys Leu Ala Cys Thr Asp Thr His Val He Gly Leu Leu Val 
180 185 190 



Val Ala Asn Gly Gly Leu Ser Cys Thr He Ala Phe Leu Leu Leu Leu 
195 200 205 



He Ser Tyr Gly Val He Leu His Ser Leu Lys Lys Leu Ser Gin Lys 
210 215 220 



Gly Arg Gin Lys Ala His Ser Thr Cys Ser Ser His He Thr Val Val 
225 230 235 240 



Val Phe Phe Phe Val Pro Cys He Phe Met Cys Ala Arg Pro Ala Arg 
245 250 255 



Thr Phe Ser He Asp Lys Ser Val Ser Val Phe Tyr Thr Val He Thr 
260 265 270 



Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Ser Glu Met Thr 
275 280 285 



Ser Ala Met Lys Lys Leu 
290 



<210> 


199 




<211> 


1014 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . 


(1011) 


<223> 






<400> 


199 





atg gaa ggg aaa aat caa acc aat ate tct gaa ttt etc etc ctg ggc 48 
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n 5 
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Ile cly ser Asp His cys «s g0 
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65 r^r ate tec tat ccc ggc 
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Met Leu Leu Asn He Gin gQ yb 

85 

- 2 S S 2 2 2 5 2 2 S E 2 2 2 S 

100 

^t- tac qtq gec ate tgt cac 
ttt ctt etc aca gtg atg £. tat gac egt tac g^g ^ ^ ^ ^ 
Phe Leu Leu Thr Val Met Ala Tyr P 125 

115 t 
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144 



336 



384 



576 



624 
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245 250 255 

999 9 tc tat at 9 a 9 c ccc tta tcc aat cac tct act 9 aa aaa 9 ac tca 

Gly Val Tyr Met Ser Pro Leu Ser Asn His Ser Thr Glu Lys Asp Ser 

260 265 270 



816 



gcc gca tca gtc att ttt atg gtt gta gca cct gtg ttg aat cca ttc 864 
Ala Ala Ser Val lie Phe Met Val Val Ala Pro Val Leu Asn Pro Phe 
275 280 285 

att tac agt tta aga aac aat gaa ctg aag ggg act tta aaa aag acc 912 
lie Tyr Ser Leu Arg Asn Asn Glu Leu Lys Gly Thr Leu Lys Lys Thr 
290 295 300 

eta age egg ccg ggc gcg gtg get cac gcc tgt aat ccc age act ttg 960 
Leu Ser Arg Pro Gly Ala Val Ala His Ala Cys Asn Pro Ser Thr Leu 
305 310 315 320 

gga ggc cga ggc ggg tgg ate atg agg tca gga gat cga gac cat cct 1008 
Gly Gly Arg Gly Gly Trp lie Met Arg Ser Gly Asp Arg Asp His Pro 
325 330 335 

ggc taa 1014 
Gly 



<210> 200 

<211> 337 

<212> PRT 

<213> Homo Sapiens 

<400> 200 

Met Glu Gly Lys Asn Gin Thr Asn lie Ser Glu Phe Leu Leu Leu Gly 
15 10 15 



Phe Ser Ser Trp Gin Gin Gin Gin Val Leu Leu Phe Ala Leu Phe Leu 
20 25 30 



Cys Leu Tyr Leu Thr Gly Leu Phe Gly Asn Leu Leu lie Leu Leu Ala 
35 40 45 



lie Gly Ser Asp His Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ala 
50 55 60 



Asn Leu Ser Leu Val Asp Leu Cys Leu Pro Ser Ala Thr Val Pro Lys 
65 70 75 80 



Met Leu Leu Asn lie Gin Thr Gin Thr Gin Thr lie Ser Tyr Pro Gly 
85 90 95 



Cys Leu Ala Gin Met Tyr Phe Cys Met Met Phe Ala Asn Met Asp Asn 
100 105 HO 
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n. a«n Arq Tyr val Ala He Cys His 
Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Ty 

115 

qeE Thr xle Met Ala Leu Arg Leu Cys Ala Ser Leu 
Pro Leu His Tyr Ser Thr lie 14Q 
130 

v.x to . ». ~> - - n. », n. - - - - - Z 

150 

l He. «. «. - - - <*• S "» ^ M " »» 

165 



Ser Cys Ser Asp Thr 

He Asn ser ueu 

1 85 

180 

Val Gly Leu He Phe Val 



Phe Phe Cys Asp He Asn Ser Leu Leu Pro Leu . ^ 



ser Leu Asn Gin Leu Ser Val Leu Ala Thr 

195 



n . V* »r Tyr .1. "J S « 



v.l Pro ser val cys lie 22( 

210 

val Pro ser Ala Gin Gly Lys Leu Lys Ala Phe Ser Thr 

Val Met Lys Val Pro ber 235 
225 

cys Bly S .r Hi. £ ». - - - SS ^ ^ 

Gly « W « « Pro ~ «. - - - X « ~ 

260 

-, „ i Ma Pro Val Leu Asn Pro Phe 
Ala Ala Ser Val He Phe Met Val Val Ala 
275 

* nu Leu Lys Gly Thr Leu Lys Lys Thr 
Ile Tyr Ser Leu Arg Asn Asn Glu Leu Ly ^ 

290 

. Tv in rvq Asn Pro Ser Thr hen 
L eu Ser Arg Pro Gly Ala Val Ala Hrs Ala Cys 

305 

n «... Arc Ser Gly Asp Arg Asp His Pro 
Gly Gly Arg Gly Gly Trp He Met Arg Ser ^ 

325 
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<210> 201 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 201 

atg gcc aag aat aat etc acc aga gta acc gaa ttc att etc atg ggc 48 

Met Ala Lys Asn Asn Leu Thr Arg Val Thr Glu Phe lie Leu Met Gly 

15 10 15 

ttt atg gac cac ccc aaa ttg gag att ccc etc ttt ctg gtg ttt ctg 96 

Phe Met Asp His Pro Lys Leu Glu lie Pro Leu Phe Leu Val Phe Leu 
20 25 30 

agt ttc tac eta gtc acc ctt ctt ggg aat gtg ggg atg att atg tta 144 

Ser Phe Tyr Leu Val Thr Leu Leu Gly Asn Val Gly Met lie Met Leu 
35 40 45 

ate caa gta gat gtc aaa etc tac acc cca atg tac ttc ttc ctg age 192 

lie Gin Val Asp Val Lys Leu Tyr Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

cac etc tec ctg ctg gat gcc tgt tac acc tea gtc ate acc cct cag 240 

His Leu Ser Leu Leu Asp Ala Cys Tyr Thr Ser Val lie Thr Pro Gin 

65 70 75 80 

ate eta gcc aca ttg gcc aca ggc aaa acg gtc ate tec tac ggc cac 288 

lie Leu Ala Thr Leu Ala Thr Gly Lys Thr Val lie Ser Tyr Gly His 

85 90 95 

tgt get gcc cag ttc ttt tta ttc acc ate tgt gca ggc aca gag teg 336 

Cys Ala Ala Gin Phe Phe Leu Phe Thr lie Cys Ala Gly Thr Glu Ser 
100 105 110 

ttt ctg ctg gca gtg atg gcc tat gat cgc tat get gcc att cgc aac 384 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Ala Ala lie Arg Asn 
115 120 125 

cca ctg etc tat acc gtg gcc atg aat ccc agg etc tgc tgg age ctg 432 

Pro Leu Leu Tyr Thr Val Ala Met Asn Pro Arg Leu Cys Trp Ser Leu 
130 135 140 

gtg gta gga gcc tat gtc tgt ggg gtg tea gga gcc ate ctg cgt acc 480 

Val Val Gly Ala Tyr Val Cys Gly Val Ser Gly Ala lie Leu Arg Thr 

145 150 155 160 

act tgc acc ttc acc etc tec ttc tgt aag gac aat caa ata aac ttc 528 

Thr Cys Thr Phe Thr Leu Ser Phe Cys Lys Asp Asn Gin lie Asn Phe 

165 170 175 

ttc ttc tgt gac etc cca ccc ctg ctg aag ctt gcc tgc agt gac aca 576 

Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr 
180 185 190 

gca aac ate gag att gtc ate ate ttc ttt ggc aat ttt gtg att ttg 624 
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Ma « » ~ - - - 55 - - ~ - * ml " e " 

s £ k r« e s s s s s 2 i s s "i s 

210 act ttc tec aca 

s s e « s S = * s s i ~ ™ Pbe s " 35 

225 ^ ftt qqa gec ctt ate 

t* *~ tct cac f c act gf 53 £ - Jtc ^ ^ Ala Ile 
Cys Ala Ser Hxs lie Thr Al 25Q 

* i-rt ctq gag gaa gac aaa 

- - r. s & « s £ - - - ABP Lys 

Phe Met Tyr Leu Gin Ser ^ 

260 ,ta aac cct ctg 

s e s * s - s S * * s - s - - "* 

« - S S 5 = i S « - 5 K S S S S 

290 

t-rc ctq age atg tag 



720 



768 



945 



310 
305 



<210> 202 

<211> 314 

<212> PR.T , 

<213> Homo Sapiens 



Tbc Kg va! Thr «« - — 

He t M. W» "» M ° L °" ™ 

5 

i 

« t «»u Phe Leu Val Phe Leu 

Tip pro Lieu true 
* « wis Pro Lys Leu Glu lie *r 3Q 
Phe Met Asp His * 25 

20 

, „ Olv un val Gly Ile Met 
Ser Phe T yr «. V.! Thr L» «> » 

35 

Tvr Thr Pro Met Tyr Phe Phe Leu Ser 
Ile Gin Val Asp Val Lys Leu Tyr 

* B Ala Cys Tyr Thr Ser Val lie Thr Pro Gin 
His Leu Ser Leu Leu Asp Ala Cy 

Ile Leu Ala Thr Leu Ala Thr G V 
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Cys Ala Ala Gin Phe Phe Leu Phe Thr He Cys Ala Gly Thr Glu Ser 
100 105 HO 



Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Ala Ala He Arg Asn 
115 120 125 



Pro Leu Leu Tyr Thr Val Ala Met Asn Pro Arg Leu Cys Trp Ser Leu 
130 135 140 



Val Val Gly Ala Tyr Val Cys Gly Val Ser Gly Ala He Leu Arg Thr 
145 150 155 160 

Thr Cys Thr Phe Thr Leu Ser Phe Cys Lys Asp Asn Gin He Asn Phe 

165 170 175 



Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr 
180 185 190 



Ala Asn He Glu He Val He He Phe Phe Gly Asn Phe Val He Leu 
195 200 205 

Ala Asn Ala Ser Val He Leu He Ser Tyr Leu Leu He He Lys Thr 
210 215 220 

He Leu Lys Val Lys Ser Ser Gly Gly Arg Ala Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His He Thr Ala Val Ala Leu Phe Phe Gly Ala Leu He 
245 250 255 



Phe Met Tyr Leu Gin Ser Gly Ser Gly Lys Ser Leu Glu Glu Asp Lys 
260 265 270 



Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Phe Arg Lys Val 
290 295 300 



Ala Arg Arg Leu Gin Val Ser Leu Ser Met 
305 310 



<210> 203 
<211> 975 
<212> DNA 
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2 i3> Homo Sapiens 
220> 

221> CDS 
<2 22> (D.-^ 72) 
<223> 



t-t-c att etc ctg 

<4 00> 203 aca att gtg aca aaa tt Leu 

s £ - s s z: » ~ 11. *i ~ «. 

1 Hr ctt ttc atg tta ttt 

tt tea gac cat cct caa atg aag att tt ^ ^ ^ phe 

gga ctt tea ga Met Lys lie *n 

Gly Leu Ser Asp His fl 25 

s - s i S S 2 2 E S E £ f = S E 
S S S K S = = s S S " ? ~ ~ ^ ^ 

ft-r- eta qac ate tgc tat gtg tec tec a 

agt aac ctg tec ttc ctg 3 ^ Cys Tyr vl Ser Ser 
Ser Asn Leu ser Pne ^ 75 

65 = a , c att tec ttt gtt 

s s s s s s s £ e f s. ~ - - sr ~ 

ggc tgl s ' s « s - ~ - S S S i S E 

Gly Cys Ala Ttir * 105 

~ S S S E E S E 5 5 S S S E E 5= 
= S 2 £ S = « E - = S i S 55 S "I 

130 t t ttc a tt gaa 

s s s s s i e s s e S s s " - - - 

145 ^ t a tg ate aac 

~ ~ - & s ss £ k - s - - - - - ~ 

Thr Tyr Ser val Tyr ^ 170 

tec tgc tct gat 

ttt ttc tgt gac etc cct cea gtc ctg get c9 ^ ^ ger Asp 
cac ttt ttc y pro val Leu wa 

His Phe Phe Cys Asp Leu ^ 

- ~ S S S « « = - S 55 £ S 6 " S 

Thr Phe Thr Ser 20Q 
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288 



480 
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720 



768 



ata gtg tct gtg eta gtg gtc etc ate tct tat ggt tac att gtt get 672 

lie Val Ser Val Leu Val Val Leu lie Ser Tyr Gly Tyr lie Val Ala 

210 215 220 

get gtt gtg aag ate age tea get aca ggt agg aca aag gee ttc age 

Ala Val Val Lys lie Ser Ser Ala Thr Gly Arg Thr Lys Ala Phe Ser 
225 230 235 240 

act tgt gec tct cac ctg act get gtg acc etc ttc tat ggt tct gga 

Thr Cys Ala Ser His Leu Thr Ala Val Thr Leu Phe Tyr Gly Ser Gly 
245 250 255 

ttc ttc atg tac atg cga ccc agt tec age tac tec eta aac agg gac 816 

Phe Phe Met Tyr Met Arg Pro Ser Ser Ser Tyr Ser Leu Asn Arg Asp 
260 265 270 

aag gtg gtg tec ata ttc tat gec ttg gtg ate ccc gtg gtg aat ccc 864 

Lys Val Val Ser lie Phe Tyr Ala Leu Val lie Pro Val Val Asn Pro 

275 280 285 

ate ate tac agt ttt agg aat aag gag att aaa aat gec atg agg aaa 912 

lie lie Tyr Ser Phe Arg Asn Lys Glu lie Lys Asn Ala Met Arg Lys 

290 295 300 

gec atg gaa agg gac ccc ggg att tct cac ggt gga cca ttc att ttt 960 

Ala Met Glu Arg Asp Pro Gly lie Ser His Gly Gly Pro Phe lie Phe 
305 310 315 320 

atg acc ttg ggc taa 975 
Met Thr Leu Gly 



<210> 204 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 204 

Met Ala Val Gly Arg Asn Asn Thr lie Val Thr Lys Phe He Leu Leu 
15 10 15 



Gly Leu Ser Asp His Pro Gin Met Lys He Phe Leu Phe Met Leu Phe 
20 25 30 



Leu Gly Leu Tyr Leu Leu Thr Leu Ala Trp Asn Leu Ser Leu He Ala 
35 40 45 



Leu He Lys Met Asp Ser His Leu His Met Pro Met Tyr Phe Phe Leu 
50 55 60 



Ser Asn Leu Ser Phe Leu Asp He Cys Tyr Val Ser Ser Thr Ala Pro 
65 70 75 80 



Lys Met Leu Ser Asp He He Thr Glu Gin Lys Thr He Ser Phe Val 
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95 

90 

85 

M^f- riv Leu Thr Glu 
n Thr Gin Tyr Phe Val Phe Cys Gly Met Gly * 
Gly Cys Ala Thr Gin ly 1Q5 
100 

i-th,-^ jvi a Ala He Cys 

CYS „. «, ™ - - - - ^ MP 9 - 

115 

tip ser His Thr Leu Cys Leu Lys 
Asn P ro Leu Leu Tyr Thr val -u lie 

130 

, „. ns v,l oiy «y »• — s « S " PM " e So 

„et v.1 V.1 Gly M« val 155 

145 



Thr T yr Ser Val Tyr ^" - 170 

AI * 165 

Ph cys MP - - «° S " »• E " 

His Phe Phe Cys Asp 18& 

180 

-i o^v val Val Val Gly 
n ,r i Thr Phe He Val Ser Val 
^ Thr Ser Glu Val Val Thr Pne 2Q5 
Thr Phe Thr t>ex « 200 
195 

T -i _ ser T yr Gly Tyr He Val Ala 
Ile Val Ser Val Leu Val Val «u He 
210 



Ma Thr Gly Arg Thr Lys Ala Phe Ser 



Ala val Val Lys He Ser Ser -a 

225 

t-^o Tvr Gly Ser Gly 
c r His Leu Thr Ala Val Thr Leu Phe Tyr y 
Thr Cys Ala Ser His Leu ^ 
245 

c rTvr S er Leu Asn Arg Asp 
Ihe S „e „et Tyt Met « « «r S« « * 

260 

val Ile Pro val Val Asn Pro 
, ^7*^ Ser He Phe Tyr Ala Leu Val He 
Lys Val Val Ser 2QQ 
275 

_ „„ Aia Met Arg Lys 

„. «r ~ - ™ » ^ n ° " 

290 

* p Pro Gly lie Ser His Gly Gly Pro Phe He Phe 
A la Met Glu Arg Asp Pro Gly 315 
305 

Met Thr Leu Gly 
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<210> 205 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (945) 

<223> 



<400> 205 

atg tec ata acc aaa gec tgg aac age tea tea gtg acc atg ttc ate 48 

Met Ser lie Thr Lys Ala Trp Asn Ser Ser Ser Val Thr Met Phe lie 
15 10 15 

etc ctg gga ttc aca gac cat cca gaa etc cag gec etc etc ttt gtg 96 

Leu Leu Gly Phe Thr Asp His Pro Glu Leu Gin Ala Leu Leu Phe Val 

20 25 30 

acc ttc ctg ggc ate tat ctt acc acc ctg gee tgg aac ctg gec etc 144 

Thr Phe Leu Gly lie Tyr Leu Thr Thr Leu Ala Trp Asn Leu Ala Leu 

35 40 45 

att ttt ctg ate aga ggt gac acc cat ctg cac aca ccc atg tac ttc 192 

lie Phe Leu lie Arg Gly Asp Thr His Leu His Thr Pro Met Tyr Phe 
50 55 60 

ttc eta age aac tta tct ttc att gac ate tgc tac tct tct get gtg 240 

Phe Leu Ser Asn Leu Ser Phe lie Asp lie Cys Tyr Ser Ser Ala Val 
65 70 75 80 

get ccc aat atg etc act gac ttc ttc tgg gag cag aag acc ata tea 288 

Ala Pro Asn Met Leu Thr Asp Phe Phe Trp Glu Gin Lys Thr lie Ser 
85 90 95 

ttt gtg ggc tgt get get cag ttt ttt ttc ttt gtc ggc atg ggt ctg 336 

Phe Val Gly Cys Ala Ala Gin Phe Phe Phe Phe Val Gly Met Gly Leu 

100 105 110 

tct gag tgc etc etc ctg act get atg gca tac gac cga tat gca gec 384 

Ser Glu Cys Leu Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Ala Ala 

115 120 125 

ate tec age ccc ctt etc tac ccc act ate atg acc cag ggc etc tgt 432 

He Ser Ser Pro Leu Leu Tyr Pro Thr He Met Thr Gin Gly Leu Cys 
130 135 140 

aca cgc atg gtg gtt ggg gca tat gtt ggt ggc ttc ctg age tec ctg 480 

Thr Arg Met Val Val Gly Ala Tyr Val Gly Gly Phe Leu Ser Ser Leu 
145 150 155 160 

ate cag gec age tec ata ttt agg ctt cac ttt tgc gga ccc aac ate 528 

He Gin Ala Ser Ser He Phe Arg Leu His Phe Cys Gly Pro Asn He 
165 170 175 

ate aac cac ttc ttc tgc gac etc cca cca gtc ctg get ctg tct tgc 576 

He Asn His Phe Phe Cys Asp Leu Pro Pro Val Leu Ala Leu Ser Cys 

180 185 190 
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»- n-r etc qtg gtg gtc act 

s 5 s 2 2 s e « « s s - s ~ ral Thr 

«s s s s a e £ e 2 £ £ S - s ~ s 

9 10 

,2 S s - S - S 2 2 S 1 35 5 S 2 S 

v 230 

225 ^ ^ act ctq ctg ttt ggg 

5 = S 2 E 2 2 2 2 S « ~ - - S * 
S K 2 i S 2 2 Z i 2 2 2 2 2 2 K 
5 5 1 2 « 2 £ 2 2 2 2 S £ 2 2 2 
= S 2 S 2 £ 2 S 2 2 SK £ 2 2 E 2 

290 

t9g * «, «, 9- s « *■ £ 2 " 9 

Trp Lys val Leu Glu Arg Lys Ly 



624 



672 



816 



864 



310 

305 



<210> 206 
<211> 315 
<212> PRX 
<213> Homo Sapiens 

<4 ° 0> Q r se r Ser Val Thr Met Phe He 

1 5 

Ma Leu Leu Phe Val 

W u «, «- ^ «- Hi ' "° T 

20 

m , Toll Ma Trp Asn Leu Ala Leu 
r rlv He Tyr Leu Thr Thr Leu Ala irp 
Thr Phe Leu Gly lie y ^ 4 5 

35 

. t , wis Thr Pro Met Tyr Phe 
n . Phe Leu He Arg <*Y ^ HlS ™ 60 

50 

Tlo rvs T yr Ser Ser Ala Val 
Phe Leu Ser Asn Leu Ser Phe He Asp He Cys y 

65 
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Ala Pro Asn Met Leu Thr Asp Phe Phe Trp Glu Gin Lys Thr lie Ser 
85 90 95 



Phe Val Gly Cys Ala Ala Gin Phe Phe Phe Phe Val Gly Met Gly Leu 
100 105 110 



Ser Glu Cys Leu Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Ala Ala 
115 120 125 



lie Ser Ser Pro Leu Leu Tyr Pro Thr lie Met Thr Gin Gly Leu Cys 
130 135 140 



Thr Arg Met Val Val Gly Ala Tyr Val Gly Gly Phe Leu Ser Ser Leu 
145 150 155 160 



lie Gin Ala Ser Ser lie Phe Arg Leu His Phe Cys Gly Pro Asn lie 
165 170 175 



lie Asn His Phe Phe Cys Asp Leu Pro Pro Val Leu Ala Leu Ser Cys 
180 185 190 



Ser Asp Thr Phe Leu Ser Gin Val Val Asn Phe Leu Val Val Val Thr 
195 200 205 



Val Gly Gly Thr Ser Phe Leu Gin Leu Leu lie Ser Tyr Gly Tyr lie 
210 215 220 



Val Ser Ala Val Leu Lys lie Pro Ser Ala Glu Gly Arg Trp Lys Ala 
225 230 235 240 



Cys Asn Thr Cys Ala Ser His Leu Met Val Val Thr Leu Leu Phe Gly 
245 250 255 



Thr Ala Leu Phe Val Tyr Leu Arg Pro Ser Ser Ser Tyr Leu Leu Gly 
260 265 270 



Arg Asp Lys Val Val Ser Val Phe Tyr Ser Leu Val lie Pro Met Leu 
275 280 285 



Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Glu lie Lys Asp Ala Leu 
290 295 300 



Trp Lys Val Leu Glu Arg Lys Lys Val Phe Ser 
305 310 315 



<210> 207 



309 
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211> 936 
212> DNA 
<9i3> Homo Sapiens 



<220> 

<221> CDS 
<222> (D-.^33) 
<223> 

n-t- att ttc ctt ggc 
<400> 207 gta aaa gaa tec 

atg gag atg gaa aac tgc ac 99 ^ ^ Qlu phe Ile ^ 
Met Glu Met Glu Asn 1Q 

1 fctt ctt ttc eta etc 

«■ *« « r l s s" fa! s £ & £ p.. -» - - - 

Le u Thr Gin Asn Arg GXU 25 

2 0 

tc ate atg gtc act 

s sa s a s s £ 2 s £ £ - sr - - Tta 

35 t ttt ttg etc cat 

» ret cqc ctt cac acg ccc atg ta ^ His 

g tt acc tgt gaa tct eg ^ g ^ pro Met Tyr 

val Thr cys Glu Ser Arg ^ 60 

50 . t-rt tec ate aca gtg ccc aag 

- =rh acc qat ate tgc ttc tct tec prQ Lys 

£ £ £ £ s Lp I*. «- « « 

65 „ aC c ate tec ttc aat cat 

ctq t ct gaa aga aag acc Hig 
gtt ctg gtg gae ctt ctg t a Lyg Thr Ile Ser Pn 

; al Leu Val Asp Leu Leu Ser gQ 

Ttg ttt eta ttc cac ctt att gga ggg gat gt. 

£ S S S S - «. - His Leu He Gly ^ 

- r S 2 ss s s ~ s 5 ^ 52 s s: ~ s 

Phe Ser L»eu ber v i2Q 

- 2 s £ S £ S S S = 5 S S S S £ 

s S S K s £ s s s s i £ s « = s 

145 tt ctt gae act 

w „ «, t « r - - - £ c?» K £ » »i - »p « 

ser Leu Leu Leu Pro Leu 17Q 
165 

cat aca gae att 

- » $ s e s a s S 2 s His = " Ile 

- S £ E £ £ S S £ £ - 2 s s S 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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ctt gtg cct tct gat aga aaa tag 
Leu Val Pro Ser Asp Arg Lys 

310 



305 




<210> 


208 


<211> 


311 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


208 



Met Glu Met Glu Asn Cys Thr Arg Val Lys Glu Phe lie Phe Leu Gly 
15 10 15 



Leu Thr Gin Asn Arg Glu Val Ser Leu Val Leu Phe Leu Phe Leu Leu 
20 25 30 



Leu Val Tyr Val Thr Thr Leu Leu Gly Asn Leu Leu lie Met Val Thr 
35 40 45 



Val Thr Cys Glu Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu His 
50 55 60 



Asn Leu Ser lie Ala Asp lie Cys Phe Ser Ser lie Thr Val Pro Lys 
65 70 75 80 



Val Leu Val Asp Leu Leu Ser Glu Arg Lys Thr lie Ser Phe Asn His 
85 90 95 



672 



720 



195 200 205 

ctg tgg ttt ttc ctg etc ctg gtg tec tac ata gtc ata tta tea tta 

Leu Trp Phe Phe Leu Leu Leu Val Ser Tyr lie Val He Leu Ser Leu 
210 215 220 

ccc aag tct cag gca gga gag ggc agg agg aaa gee ate tec acc tgc 

Pro Lys Ser Gin Ala Gly Glu Gly Arg Arg Lys Ala He Ser Thr Cys 
225 230 235 240 

acc tec cac ate act gtg gtg acc ctg cat ttc gtg ccc tgc ate tat 768 

Thr Ser His He Thr Val Val Thr Leu His Phe Val Pro Cys He Tyr 
245 250 255 

gtc tat gec egg ccc ttc act gec etc ccc atg gat aag gee ate tct 816 

Val Tyr Ala Arg Pro Phe Thr Ala Leu Pro Met Asp Lys Ala He Ser 

260 265 270 

gtc acc ttc act gtc ate tec cct ctg etc aac ccc ttg ate tac act 864 

Val Thr Phe Thr Val He Ser Pro Leu Leu Asn Pro Leu He Tyr Thr 
275 280 285 

ctg agg aac cat gag atg aag tea gec atg agg aga ctg aag aga aga 912 
Leu Arg Asn His Glu Met Lys Ser Ala Met Arg Arg Leu Lys Arg Arg 
290 295 300 
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Tlp olv Gly Val Asp Val 
^ Ph e «r «o «t P» - *• f„= "» »• 

100 

„ « « - - - s - - TyI val s Ile ser w ' 

115 

m s - - - - s ~ s « «- - »» ^ 116 G1Y " 

l% vai ~ - - «, - - - s « ^ G1 " £ 

l Leu „. - » - - ^ "° " M - ^ 

165 

cyo Asp » His « v.l L=u W . - Ala His *, »P H- 

Phe Tyr Cys Asp v^x ^ 
180 

M t ne ser Asn Asn Gly Leu Leu Thr Thr 
Phe He Leu Glu Leu Leu Met lie 
195 

v*1 Ser Tyr He Val He Leu Ser Leu 
L eu Trp Phe Phe Leu Leu Leu Val Ser Ty 

210 

5 „ w . ser OX» »» S - -V « - - - XX. ~ - - 

225 

^ TM , His Phe Val Pro Cys He Tyr 
tip Thr Val Val Thr Leu His wi« 255 
Thr Ser His He Tnr v*.l 25Q 
245 

val Tyt Ala « ~ - - 5S "° " P WS »« S " 

260 

val - * - ~ - « 5 ~ " " " " 

275 



, tvs Ser Ma Met Arg Arg Leu Lys Arg Arg 
is Glu Met Lys Ser Aia ^ 



Leu Arg Asn Hi ^ 
290 



Leu Val Pro Ser Asp Arg Lys 



305 



<210> 209 

<2H> 945 

<212> DNA 

<213> Homo Sa P ienS 
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<220> 

<221> CDS 

<222> (1) . - (942) 

<223> 



<400> 209 
atg gac cag 
Met Asp Gin 
1 

ctt aca cgt 
Leu Thr Arg 



get gtg tat 
Ala Val Tyr 
35 

att acc tgt 
lie Thr Cys 
50 

aac aaa tea 
Asn Lys Ser 
65 

ttc ctg gtg 
Phe Leu Val 



tgc atg gca 
Cys Met Ala 



ttt ttc etc 
Phe Phe Leu 
115 

ccc ctg cac 
Pro Leu His 
130 

gtg gtg get 
Val Val Ala 
145 

att ctg atg 
lie Leu Met 



ttc tac tgt 
Phe Tyr Cys 



ttt get ttg 
Phe Ala Leu 
195 

etc tgg ttc 



ate aac cac 
He Asn His 
5 

tec cga gag 
Ser Arg Glu 
20 

gta gca aca 
Val Ala Thr 



gag tec cgc 
Glu Ser Arg 



gtc ctg gac 
Val Leu Asp 
70 

gat ctt tta 
Asp Leu Leu 
85 

cag ate ttt 
Gin He Phe 
100 

tct gtg atg 
Ser Val Met 



tat gtg acc 
Tyr Val Thr 



tct tgg gtg 
Ser Trp Val 
150 

ctt cca ttc 
Leu Pro Phe 
165 

tat gtg etc 
Tyr Val Leu 
180 

gag ctt ttc 
Glu Leu Phe 



etc ctg etc 



act aat gtg 
Thr Asn Val 



ctg gag ttt 
Leu Glu Phe 
25 

gtc ctg gga 
Val Leu Gly 
40 

eta cac act 
Leu His Thr 
55 

ate gtt ttt 
He Val Phe 



tea gac agg 
Ser Asp Arg 



ttc ttc cac 
Phe Phe His 
105 

gec tat gac 
Ala Tyr Asp 
120 

atg atg agg 
Met Met Arg 
135 

agt ggt ggt 
Ser Gly Gly 



ccc ttc tgt 
Pro Phe Cys 



cag gtg gta 
Gin Val Val 
185 

atg ate tct 
Met He Ser 
200 

c tg ggc tec 



aag gag ttt 
Lys Glu Phe 
10 

ttc ttg ttt 
Phe Leu Phe 



aat gca etc 
Asn Ala Leu 



cct atg tac 
Pro Met Tyr 
60 

tea tct ate 
Ser Ser He 
75 

aaa acc ate 
Lys Thr He 
90 

ttt get ggt 
Phe Ala Gly 



aga tac ctt 
Arg Tyr Leu 



aaa gag gtg 
Lys Glu Val 
140 

ttg cat tea 
Leu His Ser 
155 

ggc ccc aac 
Gly Pro Asn 
170 

aaa ctg gee 
Lys Leu Ala 



aac aac gga 
Asn Asn Gly 



tac act gtc 



ttc ttc ctg 
Phe Phe Leu 
15 

gtg gtc ttc 
Val Val Phe 
30 

att gtg gtc 
He Val Val 
45 

ttt etc ctg 
Phe Leu Leu 



acc gtc ccc 
Thr Val Pro 



tec tac aat 
Ser Tyr Asn 
95 

ggg gca gat 
Gly Ala Asp 
110 

gca ate gec 
Ala He Ala 
125 

tgg gtg gec 
Trp Val Ala 



ate ate cag 
He He Gin 



aca ctg gat 
Thr Leu Asp 
175 

tgc act gac 
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190 

ctg gtg acc 
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205 

att ctg gtg 
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Phe 



act 144 
Thr 



egg 192 
Arg 



aag 240 

Lys 

80 

gac 288 
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att 336 
He 



aag 384 
Lys 



ttg 432 
Leu 



gta 480 

Val 

160 

gee 528 
Ala 



acc 576 
Thr 



ctg 624 
Leu 



atg 672 
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Phe Phe Leu Ser Val Met Ala Tyr Asp Arg Tyr Leu Ala lie Ala Lys 
115 120 125 



Pro Leu His Tyr Val Thr Met Met Arg Lys Glu Val Trp Val Ala Leu 
130 135 140 



Val Val Ala Ser Trp Val Ser Gly Gly Leu His Ser lie lie Gin Val 
145 150 155 160 



lie Leu Met Leu Pro Phe Pro Phe Cys Gly Pro Asn Thr Leu Asp Ala 
165 170 175 



Phe Tyr Cys Tyr Val Leu Gin Val Val Lys Leu Ala Cys Thr Asp Thr 
180 185 190 



Phe Ala Leu Glu Leu Phe Met lie Ser Asn Asn Gly Leu Val Thr Leu 
195 200 205 



Leu Trp Phe Leu Leu Leu Leu Gly Ser Tyr Thr Val lie Leu Val Met 
210 215 220 



Leu Arg Ser His Ser Gly Glu Gly Arg Asn Lys Ala Leu Ser Thr Cys 
225 230 235 240 



Thr Ser His Met Leu Val Val Thr Leu His Phe Val Pro Cys Val Tyr 
245 250 255 



lie Tyr Cys Arg Pro Phe Met Thr Leu Pro Met Asp Thr Thr lie Ser 
260 265 270 



lie Asn Asn Thr Val lie Thr Pro Met Leu Asn Pro lie lie Tyr Ser 
275 280 285 



Leu Arg Asn Gin Glu Met Lys Ser Ala Met Gin Arg Leu Gin Arg Arg 
290 295 300 



Leu Gly Pro Ser Glu Ser Arg Lys Trp Gly 
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act gtg ctg caa atg cac tct get cag gec tgg aaa aag gec ctg gec 720 

Thr Val Leu Gin Met His Ser Ala Gin Ala Trp Lys Lys Ala Leu Ala 

225 230 235 240 

acc tgc tec tec cac ctg aca get gtc acc etc ttc tat ggg gca gee 768 

Thr Cys Ser Ser His Leu Thr Ala Val Thr Leu Phe Tyr Gly Ala Ala 

245 250 255 

atg ttc ate tac ctg agg cct agg cac tac egg gec ccc age cat gac 816 

Met Phe lie Tyr Leu Arg Pro Arg His Tyr Arg Ala Pro Ser His Asp 

260 265 270 

aag gtg gec tct ate ttc tac acg gtc ctt act ccc atg etc aac ccc 864 

Lys Val Ala Ser lie Phe Tyr Thr Val Leu Thr Pro Met Leu Asn Pro 

275 280 285 

etc att tac age ttg agg aac agg gag gtg atg ggg gca ctg agg aag 912 

Leu lie Tyr Ser Leu Arg Asn Arg Glu Val Met Gly Ala Leu Arg Lys 

290 295 300 

ggg ctg gac cgc tgc agg ate ggc age cag cac tga 94 8 

Gly Leu Asp Arg Cys Arg lie Gly Ser Gin His 

305 310 315 
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<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 212 

Met Glu Thr Trp Val Asn Gin Ser Tyr Thr Asp Gly Phe Phe Leu Leu 
15 10 15 



Gly lie Phe Ser His Ser Thr Ala Asp Leu Val Leu Phe Ser Val Val 
20 25 30 



Met Ala Val Phe Thr Val Ala Leu Cys Gly Asn Val Leu Leu lie Phe 
35 40 45 



Leu lie Tyr Met Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



Ser Gin Leu Ser Leu Met Asp Leu Met Leu Val Cys Thr Asn Val Pro 
65 70 75 80 



Lys Met Ala Ala Asn Phe Leu Ser Gly Arg Lys Ser lie Ser Phe Val 
85 90 95 



Gly Cys Gly lie Gin lie Gly Leu Phe Val Cys Leu Val Gly Ser Glu 
100 105 110 



Gly Leu Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala lie Ser 
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180 

val He Phe Ala Cys Cys Val Phe Met Leu 
Thr Ser Leu Phe Olu Lys Val lie 205 
195 

= His lie Leu Gly 
tt p lie Val Ala Ser Tyr Ala Hxs ±x 
L eu Phe Pro Phe Ser lie lie V ^ 

210 

, w - s Ser Ala Gin Ala Trp Lys Lys Ala Leu Ala 
Thr Val Leu Gin Met His Ser Ala ^ 

225 

„ His ,«» Thr »» V.! «r ^ OJ, £• 

Thr Cys Ser Ser His neu 
245 

260 

rv^-r- Pro Met Leu Asn Pro 
Tlp phe Tyr Thr Val Leu Thr Pro ne 
Val Ala Ser He Phe Ty 285 



Lys 

275 



He Tyr Ser Leu Arg 



-. M *- mv Ala Leu Arg Lys 
Asn Arg Glu Val Met Gly Ala 



Leu lie iy-<- — - - 295 
290 
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<400> 213 

atg aaa ate ttc aac age ccc age aac tec age acc ttc act ggc ttc 4 8 

Met Lys lie Phe Asn Ser Pro Ser Asn Ser Ser Thr Phe Thr Gly Phe 

15 10 15 

ate etc ctg ggc ttc cct tgc ccc agg gag ggg cag ate etc etc ttt 96 

lie Leu Leu Gly Phe Pro Cys Pro Arg Glu Gly Gin lie Leu Leu Phe 
20 25 30 

gtg etc ttc act gtt gtt tac etc ctg acc etc atg ggc aat ggt tec 144 

Val Leu Phe Thr Val Val Tyr Leu Leu Thr Leu Met Gly Asn Gly Ser 
35 40 45 

ate ate tgt get gtg cac tgg gat cag aga etc cac gee ccc atg tac 192 

lie lie Cys Ala Val His Trp Asp Gin Arg Leu His Ala Pro Met Tyr 
50 55 60 

ate ctg etc gee aac ttc tec ttc ttg gag ata tgt tat gtc acc tec 240 

lie Leu Leu Ala Asn Phe Ser Phe Leu Glu lie Cys Tyr Val Thr Ser 
65 70 75 80 

aca gtc ccc age atg ctg gec aac ttc etc tct gac acc aag ate ate 288 

Thr Val Pro Ser Met Leu Ala Asn Phe Leu Ser Asp Thr Lys lie lie 

85 90 95 

teg ttc tct ggc tgc ttc etc cag ttc tac ttt ttc ttc tec ttg ggc 336 

Ser Phe Ser Gly Cys Phe Leu Gin Phe Tyr Phe Phe Phe Ser Leu Gly 
100 105 110 

tct aca gaa tgc ttt ttc ctg gca gtt atg gca ttt gat cga tac ctt 384 

Ser Thr Glu Cys Phe Phe Leu Ala Val Met Ala Phe Asp Arg Tyr Leu 
115 120 125 

gee ate tgt egg cct eta cgc tat cca acc att atg acc aga cgt etc 432 

Ala lie Cys Arg Pro Leu Arg Tyr Pro Thr lie Met Thr Arg Arg Leu 
130 135 140 

tgt acc aat ctt gtg gtc aat tgc tgg gta ctt ggt ttc ate tgg ttc 480 

Cys Thr Asn Leu Val Val Asn Cys Trp Val Leu Gly Phe lie Trp Phe 
145 150 155 160 

ttg att cct ate gtc aac ate tec caa atg tec ttc tgt gga tct agg 528 

Leu lie Pro lie Val Asn lie Ser Gin Met Ser Phe Cys Gly Ser Arg 

165 170 175 

att att gac cac ttc eta tgt gac cca get cct ctt eta act etc act 576 

lie lie Asp His Phe Leu Cys Asp Pro Ala Pro Leu Leu Thr Leu Thr 
180 185 190 

tgc aaa aaa ggc cct gtg ata gag ctt gtc ttt tct gtc tta agt cct 624 

Cys Lys Lys Gly Pro Val lie Glu Leu Val Phe Ser Val Leu Ser Pro 
195 200 205 

ctg cct gtc ttt atg etc ttt etc ttc att gtg ggg tec tat get ctg 672 

Leu Pro Val Phe Met Leu Phe Leu Phe lie Val Gly Ser Tyr Ala Leu 
210 215 220 

gtc gtg aga get gtg ttg agg gtc cct tea gca get ggg aga aga aag 72 0 

Val Val Arg Ala Val Leu Arg Val Pro Ser Ala Ala Gly Arg Arg Lys 
225 230 235 240 
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933 Sn Lys ^ v2 Thr Leu Phe Tyr Ser Val Val 

Gly Lys Gin Lys 2Q0 

275 a _ a qct 912 

aac aaa gat atg aga aaa g Aia 
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<400> 214 ph£ Thr Gly Phe 

, et Lys XL - , S n Ser Pro Ser Asn Ser 
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He Leu Leu Gly Pne 25 
20 

Teu Thr Leu Met Gly Asn Gly Ser 
^ Thr Val Val Tyr Leu Leu Thr 
Val Leu Phe Tnr vax ^ 
35 

Ton His Ma Pro Met Tyr 
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50 
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^ tip rvs Tyr val Thr Ser 
phe ser Phe Leu Glu lie Cys Ty ^ 



He Leu Leu Ala Asn Pne 75 
65 



Phe Leu ser Asp Thr Lys lie lie 



Th r Val Pro Ser Met Leu Ala Asn ^ 
8 5 

rln pUe Tyr Phe Phe Phe Ser Leu Gly 
ser Phe Ser Gly Cys Phe Leu Gin Phe Ty 

100 
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Ala He Cys Arg Pro Leu Arg Tyr Pro Thr He Met Thr Arg Arg Leu 
130 135 140 



Cys Thr Asn Leu Val Val Asn Cys Trp Val Leu Gly Phe He Trp Phe 
145 150 155 160 



Leu He Pro He Val Asn He Ser Gin Met Ser Phe Cys Gly Ser Arg 
165 170 175 



He He Asp His Phe Leu Cys Asp Pro Ala Pro Leu Leu Thr Leu Thr 
180 185 190 



Cys Lys Lys Gly Pro Val He Glu Leu Val Phe Ser Val Leu Ser Pro 
195 200 205 



Leu Pro Val Phe Met Leu Phe Leu Phe He Val Gly Ser Tyr Ala Leu 
210 215 220 



Val Val Arg Ala Val Leu Arg Val Pro Ser Ala Ala Gly Arg Arg Lys 
225 230 235 240 



Ala Phe Ser Thr Cys Gly Ser His Leu Ala Val Val Ser Leu Phe Tyr 
245 250 255 



Gly Ser Val Leu Val Met Tyr Gly Ser Pro Pro Ser Lys Asn Glu Ala 
260 265 270 



Gly Lys Gin Lys Thr Val Thr Leu Phe Tyr Ser Val Val Thr Pro Leu 
275 280 285 



Leu Asn Pro Val He Tyr Ser Leu Arg Asn Lys Asp Met Arg Lys Ala 
290 295 300 



Leu Lys Lys Phe Trp Gly Thr 
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Ual Thr Ser val Phe Leu Thr Ala 
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1 5 
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210 215 
ate ttt ggg ccc ttc etc tee ate ttg gga tct tac act ctg gtc ate 
Ile Phe Gly Pro Phe Leu Ser He Leu uxy ^ r 24Q 
225 230 

nat act qqt cga act aaa get ttc 

aga get gtg ctt tgt att ccc tct ggt get gg ^ ^ ^ phe 
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245 250 255 

tec aca tgt ggg tec cac eta atg gtg gtg tct eta ttc tat gga acc 816 
Ser Thr Cys Gly Ser His Leu Met Val Val Ser Leu Phe Tyr Gly Thr 
260 265 270 

ctt atg gtg atg tat gtg age cca aca tea ggg aac cca gca gga atg 864 
Leu Met Val Met Tyr Val Ser Pro Thr Ser Gly Asn Pro Ala Gly Met 
275 280 285 

cag aag ate ate act ctg gta tac aca gca atg act cca ttc tta aat 912 
Gin Lys lie lie Thr Leu Val Tyr Thr Ala Met Thr Pro Phe Leu Asn 
290 295 300 

ccc ctt ate tat agt ctt cga aac aaa gac atg aaa gat get eta aag 960 
Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Met Lys Asp Ala Leu Lys 
305 310 * 315 320 

aga gtc ctg ggg tta aca gtt age caa aac tga 993 
Arg Val Leu Gly Leu Thr Val Ser Gin Asn 
325 330 



<210> 216 

<211> 330 

<212> PRT 

<213> Homo Sapiens 

<400> 216 

Met Phe Phe lie lie His Ser Leu Val Thr Ser Val Phe Leu Thr Ala 
15 10 15 



Leu Gly Pro Gin Asn Arg Thr Met His Phe Val Thr Glu Phe Val Leu 
20 25 30 



Leu Gly Phe His Gly Gin Arg Glu Met Gin Ser Cys Phe Phe Ser Phe 
35 40 45 



lie Leu Val Leu Tyr Leu Leu Thr Leu Leu Gly Asn Gly Ala lie Val 
50 55 60 



Cys Ala Val Lys Leu Asp Arg Arg Leu His Thr Pro Met Tyr lie Leu 
65 70 75 80 



Leu Gly Asn Phe Ala Phe Leu Glu lie Trp Tyr lie Ser Ser Thr Val 
85 90 95 



Pro Asn Met Leu Val Asn lie Leu Ser Glu lie Lys Thr lie Ser Phe 
100 105 110 



Ser Gly Cys Phe Leu Gin Phe Tyr Phe Phe Phe Ser Leu Gly Thr Thr 
115 120 125 
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130 13b 
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He Leu Val Cys Val Cys Trp Val Gly Gly 1?5 
165 

pro „, v,l »» ne Ser Gin « Pro B- Gly Pro «J H. 

180 

a pi-o Glv Pro Leu Phe Ala Leu Ala Cys He 
Asp His Leu Val Cys Asp Pro Gly Pro u ^ 
195 



Xhr Glu Leu He Cys Tyr Thr Phe Asn Ser Met Xle 

215 l ^ 

pl „ q^-t Tvr Thr Leu Val lie 
Ser He Leu Gly Ser lyr n ^ 



ser Ala Pro Ser Thr <,±u ^ ^ - ^ 

210 215 



He Phe Gly Pro Phe Leu ser lie — ^ ^ 
225 230 

« g u , val - cy. XL « ser a., «• «y «, ™ £ 

245 

« * cys Cly « Hi. -a «t val vaX s.r r« P»= Tyr 01, * 

260 ^ b 

^ val Ser Pro Thr Ser Gly Asn Pro Ala Gly Met 
Leu Met Val Met Tyr Val Ser Pro in ^ 

275 280 



,r n tw-t Thr Ala Met Thr Pro Phe Leu Asn 
Gin Lys He He Thr Leu Val Tyr Thr Ala ^ 

290 2yS 

Pro XI. Tyr S.r ,e„ *, « W »P « W - M " ™ g. 

305 310 
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ate tgg tat gtg tec tec act att cct aac atg eta gtc aac att etc 

lie Trp Tyr Val Ser Ser Thr lie Pro Asn Met Leu Val Asia lie Leu 
85 90 95 

tec aag ace aag gec ate tea ttt tct ggg tgc ttc etc cag ttc tat 

Ser Lys Thr Lys Ala lie Ser Phe Ser Gly Cys Phe Leu Gin Phe Tyr 

100 105 110 
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<400> 217 

atg tct ttc ttc ttt gta gac tta aga ccc atg aac agg tea gca aca 

Met Ser Phe Phe Phe Val Asp Leu Arg Pro Met Asn Arg Ser Ala Thr 

15 10 15 

cac ate gtg aca gag ttt att etc ctg gga ttc cct ggt tgc tgg aag 96 

His lie Val Thr Glu Phe lie Leu Leu Gly Phe Pro Gly Cys Trp Lys 

20 25 30 

att cag att ttc etc ttc tea ttg ttt ttg gtg att tat gtc ttg ace 144 

lie Gin lie Phe Leu Phe Ser Leu Phe Leu Val He Tyr Val Leu Thr 

35 40 45 

ttg ctg gga aat gga gec ate ate tat gca gtg aga tgc aac cca eta 192 

Leu Leu Gly Asn Gly Ala He He Tyr Ala Val Arg Cys Asn Pro Leu 

50 55 60 

eta cac acc ccc atg tac ttt ctg ctg gga aat ttt gec ttc ctt gag 240 

Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn Phe Ala Phe Leu Glu 

65 70 75 80 



288 



336 



480 



528 



ttc ttc ttt tea ctg gga aca act gaa tgt etc ttt ctg gca gta atg 384 

Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu Phe Leu Ala Val Met 

115 120 125 

get tat gat cga tac ctg gec ate tgc cac cca ctg cag tac cct gec 432 

Ala Tyr Asp Arg Tyr Leu Ala He Cys His Pro Leu Gin Tyr Pro Ala 

130 135 140 

ate atg act gta agg ttc tgt ggt aag ctg gtg tct ttc tgt tgg ctt 

He Met Thr Val Arg Phe Cys Gly Lys Leu Val Ser Phe Cys Trp Leu 
145 150 155 160 

att gga ttc ctt gga tac cca att ccc att ttc tac ate tec caa etc 

He Gly Phe Leu Gly Tyr Pro He Pro He Phe Tyr He Ser Gin Leu 
165 170 175 

ccc ttc tgt ggt cct aat ate att gat cac ttc ctg tgt gac atg gac 576 

Pro Phe Cys Gly Pro Asn He He Asp His Phe Leu Cys Asp Met Asp 
180 185 190 

cca ttg atg get eta tec tgt gec cca get ccc ata act gaa tgt att 624 

Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro He Thr Glu Cys He 

195 200 205 

ttc tat act cag age tec ctt gtc etc ttt ttc act agt atg tac att 672 

Phe Tyr Thr Gin Ser Ser Leu Val Leu Phe Phe Thr Ser Met Tyr He 

210 215 220 

ctt cga tec tat ate ctg tta eta aca get gtt ttt cag gtc cct tct 720 
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beu Leu Gly Asn Gly Ala lie i±e ly gQ 

50 55 
„u His Thr P« Met Tyr Phe ». «y « *• «■ »» "~ 

„. Trp Tyr VI « ser Thr II. Pro - « - v.! »n II. - 

8 5 

s .r ,y. Thr ,X, He ser Phe ser 1, cys Ph. Phe Tyr 

100 ■ LUD 



960 



975 
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Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu Phe Leu Ala Val Met 
115 120 125 



Ala Tyr Asp Arg Tyr Leu Ala lie Cys His Pro Leu Gin Tyr Pro Ala 
130 135 140 



lie Met Thr Val Arg Phe Cys Gly Lys Leu Val Ser Phe Cys Trp Leu 
145 150 155 160 



lie Gly Phe Leu Gly Tyr Pro lie Pro lie Phe Tyr He Ser Gin Leu 
165 170 175 



Pro Phe Cys Gly Pro Asn He He Asp His Phe Leu Cys Asp Met Asp 
180 185 190 



Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro He Thr Glu Cys He 
195 200 205 



Phe Tyr Thr Gin Ser Ser Leu Val Leu Phe Phe Thr Ser Met Tyr He 
210 215 220 



Leu Arg Ser Tyr He Leu Leu Leu Thr Ala Val Phe Gin Val Pro Ser 
225 230 235 240 



Ala Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His Leu Val 
245 250 255 



Val Val Ser Leu Phe Tyr Gly Thr Val Met Val Met Tyr Val Ser Pro 
260 265 270 



Thr Tyr Gly He Pro Thr Leu Leu Gin Lys He Leu Thr Leu Val Tyr 
275 280 285 



Ser Val Thr Thr Pro Leu Phe Asn Pro Leu He Tyr Thr Leu Arg Asn 
290 295 300 



Lys Asp Met Lys Leu Ala Leu Arg Asn Val Leu Phe Gly Met Arg He 
305 310 315 320 



Arg Gin Asn Ser 



<210> 219 
<211> 933 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1) -.(930) 

<223> 



<^00> 219 t tg a cc gag ttc etc ctt att gca 

s s 2 2 2 - 2 ~ - r G1 - pte ™ Le " 

1 . rrt etc ttc etc ttg tta tta 

tte act 3 aa tat cct ;« *» £ a etc cot ^ ^ Leu Leu 

phe Thr Glu Tyr Pro Glu Trp a ^ 30 

20 fc 

ttt , tg „t r .« , r r . «. ™ - '» s; 2 £ »• - 

Phe Met Tyr Leu He Thr ^ 4 5 

35 ata tat ttc ctt ctg agt 

s s a 2 2 s 2 = K ~ " - * leu "* s " 
s s s ss 2 2 2 - - = ir " : £ " ~ £ 

n 70 

65 h tta tct tac aca cgc 

s s s s 2 2 = s - = ~ - set ^ - " 9 

B5 

i-t-r ttt qgt tec ate gac tgc 

5 K K 2 - 2 2 2 1 2 ~ - S - - 
£ 2 2 2 2 2 K i 2 = - 2 S ~ S 2 

r.*a caq gee cgc ttg agt ctt 

- 2 2 2 2 2 i 2 2 2 ~ a ~ " s " " 
« S 5 S 2 2 2 S 2 S £ K 2 2 3 2 
S 2 K 2 2 2 2 2 2 S 2 £ 2 £ 2 2 

165 

_ -<-=. aaa ttg acc tgt ggg 9*9 age 

£ S £ 2 2 2 2 2 2 2 2 ~ «, - - ~ 

180 

ttt gee att ttt gtc ate cct 

tac act caa gaa gtg ctg att att atg ttt 9^ ^ ^ Val Ile pro 
Ty r Thr Gin Glu Val Leu He lie M 2Q5 



336 



576 



624 
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get tec atg gtg gtg ate ttg gtg tec tac ctg ttt ate ate gtg gec 
Ala Ser Met Val Val He Leu Val Ser Tyr Leu Phe He He Val Ala 
210 215 220 



672 



ate atg ggg ate cct get gga age cag gee aag ace ttc tec ace tgc 
He Met Gly He Pro Ala Gly Ser Gin Ala Lys Thr Phe Ser Thr Cys 
225 230 235 240 



720 



ace tec cac etc act get gtg tea etc ttc ttt ggt ace etc ate ttc 
Thr Ser His Leu Thr Ala Val Ser Leu Phe Phe Gly Thr Leu He Phe 
245 250 255 



768 



atg tac ttg aga ggt aac tea gat cag tct teg gag aag aat egg gta 
Met Tyr Leu Arg Gly Asn Ser Asp Gin Ser Ser Glu Lys Asn Arg Val 
260 265 270 



816 



gtg tct gtg ctt tac aca gag gtc ate ccc atg ttg aat ccc etc ate 
Val Ser Val Leu Tyr Thr Glu Val He Pro Met Leu Asn Pro Leu He 
275 280 285 



864 



tac age ctg agg aac aag gaa gtg aag gag gec ctg aga aaa att etc 
Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Leu Arg Lys He Leu 
290 295 300 



912 



aat aga gee aag ttg tec taa 
Asn Arg Ala Lys Leu Ser 



305 



310 



933 



<210> 220 

<211> 310 

<212> PRT 

<213> Homo Sapiens 

<400> 220 

Met Ala Glu Met Asn Leu Thr Leu Val Thr Glu Phe Leu Leu He Ala 
15 10 15 



Phe Thr Glu Tyr Pro Glu Trp Ala Leu Pro Leu Phe Leu Leu Leu Leu 
20 25 30 



Phe Met Tyr Leu He Thr Val Leu Gly Asn Leu Glu Met He He Leu 
35 40 45 



He Leu Met Asp His Gin Leu His Ala Pro Met Tyr Phe Leu Leu Ser 
50 55 60 



His Leu Ala Phe Met Asp Val Cys Tyr Ser Ser He Thr Val Pro Gin 
65 70 75 80 



Met Leu Ala Val Leu Leu Glu His Gly Ala Ala Leu Ser Tyr Thr Arg 
85 90 95 



Cys Ala Ala Gin Phe Phe Leu Phe Thr Phe Phe Gly Ser He Asp Cys 
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HO 

105 

100 

^ Le » «. ». - - - - »p - ^ - s; sal cys Gln 

115 

t Va i Thr He Leu Thr Gin Gin Ala Arg Leu Ser Leu 
Pro Leu Leu Tyr Val Thr lie 14Q 

130 

Al . o ly -a w v.1 «y - »• - M " MU V " A " ~ 

val Ser „. ». - « s« H- c ys OX, ^ « «u XI. »P «- 

165 

xl . ». C ASP - .ro - - - - ,=» ^ $ ~ 

180 



-, t tip lie Met Phe Ala He Phe Val He Pro 
Tyr Thr Gin Glu Val Leu lie lie Met p ^ 

195 



v i val lie Leu Val Ser Tyr Leu Phe He He Val Ala 
Ala Ser Met Val Val He Leu ^ 
210 21 

n. „.t «y II. » ^ «r «. - «» ~ »" To 

225 230 

Thr s« Hi. ,eu »r «. -X « ,e„ - »- ™ £ "» 

245 

c^-r qpr Glu Lys Asn Arg Val 
„et Tyr Leu Arg Oly Asn Ser Asp Gin Ser Ser 
260 

m„ val He Pro Met Leu Asn Pro Leu He 
Val Ser Val Leu Tyr Thr Glu Val He v ^ 

275 



Tyr Ser Leu Arg 



290 295 



Asn Arg Ala Lys Leu Ser 

310 

305 * X 



<210> 221 

<2H> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 



Asn Lys Glu val Lys Glu Ala Leu Arg Lys He Leu 
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<221> CDS 

<222> (1) . . (933) 

<223> 



<400> 221 

atg ggg act gga aat gac acc act gtg gta gag ttt act ctt ttg ggg 48 

Met Gly Thr Gly Asn Asp Thr Thr Val Val Glu Phe Thr Leu Leu Gly 

15 10 15 

tta tct gag gat act aca gtt tgt get att tta ttt ctt gtg ttt eta 96 

Leu Ser Glu Asp Thr Thr Val Cys Ala He Leu Phe Leu Val Phe Leu 
20 25 30 

gga att tat gtt gtc acc tta atg ggt aat ate age ata att gta ttg 144 

Gly He Tyr Val Val Thr Leu Met Gly Asn He Ser He He Val Leu 

35 40 45 

ate aga aga agt cat cat ctt cat aca ccc atg tac att ttc etc tgc 192 

He Arg Arg Ser His His Leu His Thr Pro Met Tyr He Phe Leu Cys 
50 55 60 

cat ttg gec ttt gta gac att ggg tac tec tea tea gtc aca cct gtc 240 

His Leu Ala Phe Val Asp He Gly Tyr Ser Ser Ser Val Thr Pro Val 
65 70 75 80 

atg etc atg age ttc eta agg aaa gaa acc tct etc cct gtt get ggt 288 

Met Leu Met Ser Phe Leu Arg Lys Glu Thr Ser Leu Pro Val Ala Gly 

85 90 95 

tgt gtg gee cag etc tgt tct gta gtg acg ttt ggt acg gee gag tgc 336 

Cys Val Ala Gin Leu Cys Ser Val Val Thr Phe Gly Thr Ala Glu Cys 
100 105 110 

ttc ctg ctg get gee atg gec tat gat cgc tat gtg gee ate tgc tea 384 

Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser 

115 120 125 

ccc ctg etc tac tct acc tgc atg tec cct gga gtc tgc ate ate tta 432 

Pro Leu Leu Tyr Ser Thr Cys Met Ser Pro Gly Val Cys He He Leu 
130 135 140 

gtg ggc atg tec tac ctg ggt gga tgt gtg aat get tgg aca ttc att 480 

Val Gly Met Ser Tyr Leu Gly Gly Cys Val Asn Ala Trp Thr Phe He 
145 150 155 160 



ggc tgc tta tta aga ctg tec ttc tgt ggg cca aat aaa gtc aat cac 
Gly Cys Leu Leu Arg Leu Ser Phe Cys Gly Pro Asn Lys Val Asn His 
165 170 175 



528 



ttt ttc tgt gac tat tea cca ctt ttg aag ctt get tgt tec cat gat 576 

Phe Phe Cys Asp Tyr Ser Pro Leu Leu Lys Leu Ala Cys Ser His Asp 

180 185 190 

ttt act ttt gaa ata att cca get ate tct tct gga tct ate att gtg 624 

Phe Thr Phe Glu He He Pro Ala He Ser Ser Gly Ser He He Val 

195 200 205 

gec act gtg tgt gtc ata gee ata tec tac ate tat ate etc ate acc 672 

Ala Thr Val Cys Val He Ala He Ser Tyr He Tyr He Leu He Thr 

210 215 220 
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atc ctg ..9 at 9 cac tec ,cc «9 9 ? c J£ £ £ g £ 'sfr iS 
lie Leu W J Met Hi. ser Thr Lys Gly Arg His uys ^ 

23 0 

* £ S 2 2 £ K S £ 2 2 S IS £ £ £ 

245 2 
ttc att tat gtg atg ccc aag tec age tac tea act gac cag aac aag 
Phe lie Tyr Val Met Pro Lys Ser Ser Tyr Ser Thr A p ^ 
260 265 

4-„ at-t- rrc ata ttq aac ccc ctg 

tl S3 til S! HI £ £ fa! 32 £ 2 »? £ « « - 

075 280 

S £ "= 2 5 2 5 5! £ 2 IS K 2 2 5 K 



290 295 

ctt aga ata aaa ata ttt tct tga 
Leu Arg He Lys He Phe Ser 
305 310 



<210> 222 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 222 

Met oiy Thr Gly Asn Asp Thr Thr Val Val Glu Phe Thr Leu Leu Gly 



t e» ser Ol. A»P ™r Thr val Cys Ala He w» Phe «. VJ1 Phe L» 

20 2b 
Gly lie Tyr Val Val Thr Leu Met Gly Asn lie Ser lie He Val Leu 



35 40 



Xle Arg Arg Ser His His Leu His Thr Pro Met Tyr He Phe Leu Cys 
50 55 

His Leu Ala Phe Val Asp He Gly Tyr Ser Ser Ser Val Thr Pro Val 
65 70 7 

Met Leu Met Ser Phe Leu Arg Lys Glu Thr Ser Leu Pro Val Ala Gly 

85 yu 

-r » *t v-,-1 Th -r phe Glv Thr Ala Glu Cys 
Cys Val Ala Gin Leu Cys Ser Val Val Thr Phe Giy ^ 

100 1Ub 



720 



768 



816 



864 



912 



936 
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Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser 
115 120 125 



Pro Leu Leu Tyr Ser Thr Cys Met Ser Pro Gly Val Cys He He Leu 
130 135 140 



Val Gly Met Ser Tyr Leu Gly Gly Cys Val Asn Ala Trp Thr Phe He 
145 150 155 160 



Gly Cys Leu Leu Arg Leu Ser Phe Cys Gly Pro Asn Lys Val Asn His 
165 170 175 



Phe Phe Cys Asp Tyr Ser Pro Leu Leu Lys Leu Ala Cys Ser His Asp 
180 185 190 



Phe Thr Phe Glu He He Pro Ala He Ser Ser Gly Ser He He Val 
195 200 205 



Ala Thr Val Cys Val He Ala He Ser Tyr He Tyr He Leu He Thr 
210 215 220 



He Leu Lys Met His Ser Thr Lys Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Thr Ser His Leu Thr Ala Val Thr Leu Phe Tyr Gly Thr He Thr 
245 250 255 



Phe He Tyr Val Met Pro Lys Ser Ser Tyr Ser Thr Asp Gin Asn Lys 
260 265 270 



Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu He Lys Gly Ala Leu Lys Arg Glu 
290 295 300 



Leu Arg He Lys He Phe Ser 

310 



305 




<210> 


223 


<211> 


93 6 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) - 


<223> 
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<400> 223 . . tc ctc aca ggc ctt ccc 

- £ 2 K £ - ?s s s: 2 S. ^ - «y - - 

1 5 

^ rir etc ttt gga ate ttc ctg gtg gtt 

sr. s 2 s? 2 2 s 2 - ». s, n. - - - - 

20 25 

- mn etc ctc ate ctg ctg gtg ate agg 

2 fa! 2 £ S3 2 ss - 2 « ii. - r - « 

35 40 

t-or- tac ttc etc acc aac ctg 

ti 2 2 sr. 2 2 - 2 2 2 Sr «- - - «■ - 

50 55 

^rt-r- ara ata ccc aaa atg ctg 

tec ttc att gac atg tgg ttc tec act gtc acg g g ^ ^ 
Ser Phe He Asp Met Trp Phe Ser Thr Val Thr ^ 

8 5 

f a ! S S £ 2 £ 2 £ 2 2 S S - fj - * 

100 10b 

2 2 2 2 2 2 - S 5 - 2 K £ £ - 2 

£ s 2 £ 2 2 2 St is s 2 f» s - ™ - 

„c ^1 act « g ctc aet g3 c t=t ct, c,c t f £ ? tc „ acc at, 

Thr Gly Thr Trp Leu Ser Gly Ser Leu his 16Q 
145 150 

ttg „* ttc c»t tt 3 ccc t£ gj ccc ,.c .„ »tc eg cjo tac 

Leu Thr Phe His Leu Pro Tyr Cys 1?5 
165 1/u 

2 Z S E 2 2 S 2 2 2 K S K i = = 
K 2 2 2 2 S 2 f.? 5 S !S £ 2 S 2 5 

195 ^ 00 
tgc ttt gtc ctg ata gtg ctg tec tat gtg tec ate gtc tgt tec ate 

Cys Phe Val Leu lie Val Leu ber ryx ^ 

210 215 
ctg egg ate cgc acc tea gat ggg agg cgc aga gec ttt cag acc tgt 
Leu Arg lie Arg Thr Ser Asp Gly Arg Arg Arg ai 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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225 230 235 240 

gcc tec cac tgt att gtg gtc ctt tgc ttc ttt gtt ccc tgt gtt gtc 768 
Ala Ser His Cys lie Val Val Leu Cys Phe Phe Val Pro Cys Val Val 
245 250 255 

att tat ctg agg cca ggc tec atg gat gcc atg gat gga gtt gtg gcc 816 
lie Tyr Leu Arg Pro Gly Ser Met Asp Ala Met Asp Gly Val Val Ala 
260 265 270 

att ttc tac act gtg ctg acg ccc ctt etc aac cct gtt gtg tac acc 864 
lie Phe Tyr Thr Val Leu Thr Pro Leu Leu Asn Pro Val Val Tyr Thr 
275 280 285 

ctg aga aac aag gag gtg aag aaa get gtg ttg aaa ctt aga gac aaa 912 
Leu Arg Asn Lys Glu Val Lys Lys Ala Val Leu Lys Leu Arg Asp Lys 
290 295 300 

gta gca cat cct cag agg aaa taa 936 
Val Ala His Pro Gin Arg Lys 
305 310 



<210> 224 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 224 

Met Ser Asn Ala Ser Leu Val Thr Ala Phe lie Leu Thr Gly Leu Pro 
15 10 15 



His Ala Pro Gly Leu Asp Ala Leu Leu Phe Gly He Phe Leu Val Val 
20 25 30 



Tyr Val Leu Thr Val Leu Gly Asn Leu Leu He Leu Leu Val He Arg 
35 40 45 



Val Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Thr Asn Leu 
50 55 60 



Ser Phe He Asp Met Trp Phe Ser Thr Val Thr Val Pro Lys Met Leu 
65 70 75 80 



Met Thr Leu Val Ser Pro Ser Gly Arg Ala He Ser Phe His Ser Cys 
85 90 95 



Val Ala Gin Leu Tyr Phe Phe His Phe Leu Gly Ser Thr Glu Cys Phe 
100 105 110 



Leu Tyr Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala He Ser Tyr Pro 
115 120 125 
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Le » « g Tyr T„r Ser Met «t s«r 0 ly « Cjj. M- -» X.e U M a 

130 135 

Thr Gly Thr Trp ,eu Ser Gly Be, Leu His Ser Ma Val Gin Thr lie 



145 150 



■ T „™ Tvr cvs Gly Pro Asn Gin He Gin His Tyr 
Leu Thr Phe His Leu Pro Tyr Cys biy 1?5 

165 1/0 

^ t,™ p TO He Leu Lys Leu Ala Cys Ala Asp Thr Ser 
Phe Cys Asp Ala Pro Pro lie Leu uy ^ Q 

180 18b 

U a *,» Val «« Va! XI. «- VJ1 »P ne « y II. -I S« ^ 

195 ^ UU 



ti xr i t^i qer Tvr Val Ser He Val Cys Ser He 
Cys Phe Val Leu He Val Leu Ser Tyr 

215 

210 

Leu Ar 9 He Ar 9 Thr Ser Asp Gly - g Ar 9 Ala Phe Gin Thr Cys 

225 230 

• „ TlP vnl val Leu Cys Phe Phe Val Pro Cys Val Val 
Ala Ser His Cys He Val Val Leu «_y 255 

245 /su 



Ile Tyr ,au «g Pro G1 y s«r „«t « ,P Ma M t »P «Y -1 Va! M . 

260 26b 

^ va1 Te u Thr Pro Leu Leu Asn Pro Val Val Tyr Thr 
He Phe Tyr Thr Val Leu Tnr Pro ^ 

275 280 

* Tv * giu Val Lys Lys Ala Val Leu Lys Leu Arg Asp Lys 
Leu Arg Asn Lys Glu vaa. 



290 295 



Val Ala His Pro Gin Arg Lys 
305 310 



<210> 225 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (l).-(933) 

<223> 



<220> 
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<221> misc_feature 
<222> (756) . . (757) 
<223> Uncertain nucleotide 



<400> 225 

atg tec aag acc age etc gtg aca gcg ttc ate etc acg ggc ctt ccc 48 

Met Ser Lys Thr Ser Leu Val Thr Ala Phe He Leu Thr Gly Leu Pro 
15 10 15 

cat gec cca ggg ctg gac gec cca etc ttt gga ate ttc ctg gtg gtt 96 

His Ala Pro Gly Leu Asp Ala Pro Leu Phe Gly He Phe Leu Val Val 
20 25 30 

tac gtg etc act gtg ctg ggg aac etc etc ate ctg ctg gtg ate agg 144 

Tyr Val Leu Thr Val Leu Gly Asn Leu Leu He Leu Leu Val He Arg 
35 40 45 

gtg gat tct cac etc cac acc ccc atg tac tac ttc etc acc aac ctg 192 

Val Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Thr Asn Leu 
50 55 60 

tec ttc att gac atg tgg ttc tec act gtc acg gtg ccc aaa atg ctg 240 

Ser Phe He Asp Met Trp Phe Ser Thr Val Thr Val Pro Lys Met Leu 

65 70 75 80 

atg acc ttg gtg tec cca age ggc agg get ate tec ttc cac age tgc 288 

Met Thr Leu Val Ser Pro Ser Gly Arg Ala He Ser Phe His Ser Cys 
85 90 95 

gtg get cag etc tat ttt ttc cac ttc ctg ggg age acc gag tgt ttc 336 

Val Ala Gin Leu Tyr Phe Phe His Phe Leu Gly Ser Thr Glu Cys Phe 
100 105 110 

etc tac aca gtc atg tec tat gat cgc tac ttg gec ate agt tac ccg 384 

Leu Tyr Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala He Ser Tyr Pro 
115 120 125 

etc agg tac acc age atg atg agt ggg age aga tgt gee etc ctg gec 432 

Leu Arg Tyr Thr Ser Met Met Ser Gly Ser Arg Cys Ala Leu Leu Ala 
130 135 140 



acc age act tgg etc agt ggc tct ctg cac tct get gtc cag acc ata 
Thr Ser Thr Trp Leu Ser Gly Ser Leu His Ser Ala Val Gin Thr He 
145 150 155 160 



480 



ttg act ttc cat ttg ccc tac tgt gga ccc aac cag ate cag cac tat 528 

Leu Thr Phe His Leu Pro Tyr Cys Gly Pro Asn Gin He Gin His Tyr 

165 170 175 

ttg tgt gat gca ccg ccc ate ctg aaa ctg gec tgt gca gac acc tea 576 

Leu Cys Asp Ala Pro Pro He Leu Lys Leu Ala Cys Ala Asp Thr Ser 

180 185 190 

gec aac gag atg gtc ate ttt gtg gac att ggg eta gtg gec teg ggc 624 

Ala Asn Glu Met Val He Phe Val Asp He Gly Leu Val Ala Ser Gly 

195 200 205 

tgc ttt etc ctg ata gtg ctg tct tat gtg tec ate gtc tgt tec ate 672 

Cys Phe Leu Leu He Val Leu Ser Tyr Val Ser He Val Cys Ser lie 

210 215 220 
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ctg egg ate cac aec tea gag ggg agg cae aga gee ttt cag ace tgt 
Leu Arg lie His Thr Ser Glu Gly Arg Hxs Arg Ala Phe Gin Thr Cys 



225 



230 235 



gec tec eae tgc ate gtg gtc ctt tgc ttt ttt gtn nee tgt gtt ttc 
Ala Ser His Cys He Val Val Leu Cys Phe Phe Val Xaa Cys Val Phe 

att tac ctg aga cca ggc tec agg gac gtc gtg gat gga gtt gtg gec 
He Tyr Leu Arg Pro Gly Ser Arg Asp Val Val Asp Gly Val Val Ala 



260 



265 



att ttc tac act gtg ctg aca ccc ett etc aae ect gtt gtg tac aec 
He Phe Tyr Thr Val Leu Thr Pro Leu Leu Asn Pro Val Val Tyr Thr 
275 280 285 

rta aaa aac aaq qag gtg aag aaa get gtg ttg aaa ctg aga gac aaa 
Leu Arg Tsl lyl 111 Va! Lys Lys Ala Val Leu Lys Leu Arg Asp Lys 

290 

gta gca cat tct cag gga gaa taa 
Val Ala His Ser Gin Gly Glu 
305 310 



<210> 226 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<220> 

<2 21> misc_f eature 

till The^xaa^at location 253 stands for Thr, Ala, Pro, or Ser. 

<220> 

<221> tnisc_f eature 
<222> (756).. (757) 

<223> Uncertain nucleotide 

<400> 226 

Met Ser Lys Thr Ser Leu Val Thr Ala Phe lie Leu Thr Gly Leu Pro 

K 10 " 



His Ala Pro Gly Leu Asp Ala Pro Leu Phe Gly lie Phe Leu Val Val 
20 25 

Tyr Val Leu Thr Val Leu Gly Asn Leu Leu He Leu Leu Val He Arg 

Val Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Thr Asn Leu 
50 55 60 

Ser Phe He Asp Met Trp Phe Ser Thr Val Thr Val Pro Lys Met Leu 



720 



768 



816 



864 



912 



936 



65 



70 
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Met Thr Leu Val Ser Pro Ser Gly Arg Ala lie Ser Phe His Ser Cys 
85 90 95 



Val Ala Gin Leu Tyr Phe Phe His Phe Leu Gly Ser Thr Glu Cys Phe 
100 105 110 



Leu Tyr Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala lie Ser Tyr Pro 
115 120 125 



Leu Arg Tyr Thr Ser Met Met Ser Gly Ser Arg Cys Ala Leu Leu Ala 
130 135 140 



Thr Ser Thr Trp Leu Ser Gly Ser Leu His Ser Ala Val Gin Thr lie 
145 150 155 160 



Leu Thr Phe His Leu Pro Tyr Cys Gly Pro Asn Gin lie Gin His Tyr 
165 170 175 



Leu Cys Asp Ala Pro Pro lie Leu Lys Leu Ala Cys Ala Asp Thr Ser 
180 185 190 



Ala Asn Glu Met Val lie Phe Val Asp lie Gly Leu Val Ala Ser Gly 
195 200 205 



Cys Phe Leu Leu lie Val Leu Ser Tyr Val Ser lie Val Cys Ser lie 
210 215 220 



Leu Arg lie His Thr Ser Glu Gly Arg His Arg Ala Phe Gin Thr Cys 
225 230 235 240 



Ala Ser His Cys lie Val Val Leu Cys Phe Phe Val Xaa Cys Val Phe 
245 250 255 



lie Tyr Leu Arg Pro Gly Ser Arg Asp Val Val Asp Gly Val Val Ala 
260 265 270 



lie Phe Tyr Thr Val Leu Thr Pro Leu Leu Asn Pro Val Val Tyr Thr 
275 280 285 



Leu Arg Asn Lys Glu Val Lys Lys Ala Val Leu Lys Leu Arg Asp Lys 
290 295 300 



Val Ala His Ser Gin Gly Glu 
305 310 
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<210> 227 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • . (933) 

<223> 



lll°lcc 2 llc qcc age eta ctg aca gcg ttc ate etc atg gge ctt ecc 
nil Ser A^n IT, Ser Leu Leu Thr Ala Phe He Leu Met Gly Leu Pro 



1 5 



r«t- arr cca acq ctg gac gec ccc etc ttt gga gtc ttc ctg gtg gtt 
His IT Pro III Leu Lp Ala Pro Leu Phe Gly Val Phe Leu Val Val 

25 30 



20 



tac gtg etc act gtg ctg ggg aac etc etc ate ctg ctg gtg ate agg 
Tyr Val Leu Thr Val Leu Gly Asn Leu Leu He Leu Leu Val lie Arg 

40 45 



35 



ata crat tct cac etc cac acc acc atg tac tac ttc etc ace aac ctg 
val lsp Ser His Leu His Thr Thr Met Tyr Tyr Phe Leu Thr Asn Leu 

- - 60 



50 



55 



tea ttc att gac atg tgg ttc tec act gtc acg gtg ccc aaa ttg ctg 
Ser Se lie Lp Me? Trp Phe Ser Thr Val Thr Val Pro Lys Leu Leu 



65 



70 



75 



ata act ttq qtg ttc cca agt ggc agg get ate tec ttc cac age tgc 
Me? Thr Leu Sal Phe Pro Ser Gly Arg Ala lie Ser Phe His Ser Cys 

90 " 



85 



ata act caq etc tat ttc ttt cac ttc eta ggg ggc acc gag tgt ttc 
nil Ala Gin Leu Tyr Phe Phe His Phe Leu Gly Gly Thr Olu Cys Phe 

100 105 110 



etc tac agg gtc atg tec tgt gat egc tac ctg gee ate agt tac ccg 
Leu Tyr Arg Val Met Ser Cys Asp Arg Tyr Leu Ala lie Ser Tyr Pro 

120 125 



115 



etc agg tac acc age atg atg act ggg egc teg tgt act ctt ctg gec 
Leu Arg Tyr Thr Ser Met Met Thr Gly Arg Ser Cys Thr Leu Leu Ala 
130 135 140 

acc age act tgg etc agt gge tct ctg cac tct get gtc eag gee ata 
Thr Ser Thr Trp Leu Ser Gly Ser Leu Hxb Ser Ala Val Gin Ala lie 
145 150 155 

ttg act ttc cat ttg ccc tac tgt gga ccc aac tgg ate cag cac tat 
Leu Thr Phe His Leu Pro Tyr Cys Gly Pro Asn Trp He Gin Hxs Tyr 
165 l" 70 175 

ttg tgt gat gca ccg ccc ate ctg aaa ctg gec tgt gca gac acc tea 
lei Cys Lp La Pro Pro lie Leu Lys Leu Ala Cys Ala Asp Thr Ser 
!80 IB 5 190 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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gcc ata gag act gtc att ttt gtg act gtt gga ata gtg gcc teg ggc 624 
Ala lie Glu Thr Val lie Phe Val Thr Val Gly He Val Ala Ser Gly 
195 200 205 

tgc ttt gtc ctg ata gtg ctg tec tat gtg tec ate gtc tgt tec ate 672 
Cys Phe Val Leu He Val Leu Ser Tyr Val Ser He Val Cys Ser He 
210 215 220 

ct 9 c 99 atc C 9 C acc tca 9 a 9 999 aa 9 cac a 9 a 9 CC ttt: ca 9 acc t 9 t 720 
Leu Arg He Arg Thr Ser Glu Gly Lys His Arg Ala Phe Gin Thr Cys 
225 230 235 240 

gcc tec cac tgt ate gtg gtc ctt tgc ttc ttt ggc cct ggt ctt ttc 768 
Ala Ser His Cys He Val Val Leu Cys Phe Phe Gly Pro Gly Leu Phe 
245 250 255 

att tac ctg agg cca ggc tec agg aaa get gtg gat gga gtt gtg gcc 816 
He Tyr Leu Arg Pro Gly Ser Arg Lys Ala Val Asp Gly Val Val Ala 
260 265 270 

gtt ttc tac act gtg ctg acg ccc ctt etc aac cct gtt gtg tac acc 864 
Val Phe Tyr Thr Val Leu Thr Pro Leu Leu Asn Pro Val Val Tyr Thr 
275 280 285 

ctg agg aac aag gag gtg aag aaa get ctg ttg aag ctg aaa gac aaa 912 
Leu Arg Asn Lys Glu Val Lys Lys Ala Leu Leu Lys Leu Lys Asp Lys 
290 295 300 

gta gca cat tct cag age aaa tag 93 6 

Val Ala His Ser Gin Ser Lys 
305 310 



<210> 228 

<211> 311 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 228 

Met Ser Asn Ala Ser Leu Leu Thr Ala Phe He Leu Met Gly Leu Pro 
15 10 15 



His Ala Pro Ala Leu Asp Ala Pro Leu Phe Gly Val Phe Leu Val Val 
20 25 30 



Tyr Val Leu Thr Val Leu Gly Asn Leu Leu He Leu Leu Val He Arg 
35 40 45 



Val Asp Ser His Leu His Thr Thr Met Tyr Tyr Phe Leu Thr Asn Leu 
50 55 60 



Ser Phe He Asp Met Trp Phe Ser Thr Val Thr Val Pro Lys Leu Leu 
65 70 75 80 



Met Thr Leu Val Phe Pro Ser Gly Arg Ala He Ser Phe His Ser Cys 
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90 95 
85 90 



Met 



Ala Gin Leu Tyr Phe Phe His Phe Leu Gly Oly Thr Glu Cys Phe 

100 105 

Leu Tyr Arg Val Met Ser Cys Asp Arg Tyr Leu Ala lie Ser Tyr Pro 

115 120 

Leu Arg Tyr Thr Ser Met Met Thr Gly Arg Ser Cys Thr Leu Leu Ala 

130 135 

Thr Ser Thr Trp Leu Ser Gly Ser Leu His Ser Ala Val Gin Ala lie 
145 "0 I" 

,eu Thr Phe His Leu Pro Tyr Cys Gly Pro Asn Trp He Gin His Tyr 

165 170 

L eu Cys Asp Ala Pro Pro lie Leu Lys Leu Ala Cys Ala Asp Thr Ser 

180 185 

Ala He Glu Thr Val He Phe Val Thr Val Gly He Val Ala Ser Gly 

195 200 zu * 

Cys Phe Val Leu He Val Leu Ser Tyr Val Ser lie Val Cys Ser He 

210 215 

L eu Arg He Arg Thr Ser Glu Gly Lys His Arg Ala Phe Gin Thr Cys 
225 230 

Ala Ser His Cys He Val Val Leu Cys Phe Phe Gly Pro Gly Leu Phe 

245 250 

He Tyr Leu Arg Pro Gly Ser Arg Lys Ala Val Asp Gly Val Val Ala 

260 265 

val Phe Tyr Thr Val Leu Thr Pro Leu Leu Asn Pro Val Val Tyr Thr 
275 280 28 

Leu Arg Asn Lys Glu Val Lys Lys Ala Leu Leu Lye Leu Lys Asp Lys 

OQC 3 U U 



290 295 



Val Ala His Ser Gin Ser Lys 
305 310 



<210> 229 
<211> 933 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<223> 



<400> 229 

atg gat aaa gaa aac age tea atg gtg act gag ttt ate ttc atg ggc 48 

Met Asp Lys Glu Asn Ser Ser Met Val Thr Glu Phe lie Phe Met Gly 
15 10 15 

ate acc cag gac cct cag atg gag ate ate ttc ttc gtg gtc ttc etc 96 

lie Thr Gin Asp Pro Gin Met Glu lie lie Phe Phe Val Val Phe Leu 
20 25 30 

ata gtt tac ctg gtt aat gta gtg ggg aat att ggt atg att ate ctg 144 

lie Val Tyr Leu Val Asn Val Val Gly Asn lie Gly Met lie lie Leu 
35 40 45 

att aca aca gac act cag ctt cac aca ccc atg tat ttt ttc etc tgc 192 

lie Thr Thr Asp Thr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Cys 
50 55 60 

aac etc tec ttt gtt gac ctg ggc tac tec tea gec att gee ccc agg 240 

Asn Leu Ser Phe Val Asp Leu Gly Tyr Ser Ser Ala lie Ala Pro Arg 

65 70 75 80 

atg ctg get gac ttc eta aca aat cac aaa gtt ate tec ttc tec age 288 

Met Leu Ala Asp Phe Leu Thr Asn His Lys Val lie Ser Phe Ser Ser 
85 90 95 

tgt gee acc cag ttt get ttt ttt gta ggt ttt gtg gat get gag tgc 336 

Cys Ala Thr Gin Phe Ala Phe Phe Val Gly Phe Val Asp Ala Glu Cys 
100 105 110 

tat gtc ctg gca gee atg gee tat ggt cgt ttt gtg gec att tgt cga 384 

Tyr Val Leu Ala Ala Met Ala Tyr Gly Arg Phe Val Ala lie Cys Arg 
115 120 125 

ccc etc cac tat age acc ttc atg tec aag cag gtc tgc ttg get etc 432 

Pro Leu His Tyr Ser Thr Phe Met Ser Lys Gin Val Cys Leu Ala Leu 
130 135 140 

atg ctg ggc tct tac ctg get ggt eta gtg agt tta gta gec cac act 480 

Met Leu Gly Ser Tyr Leu Ala Gly Leu Val Ser Leu Val Ala His Thr 

145 150 155 160 

acc etc acc ttc age ctg agt tac tgt ggt tec aat ate ate aat cat 528 
Thr Leu Thr Phe Ser Leu Ser Tyr Cys Gly Ser Asn lie lie Asn His 
165 170 175 

ttc ttc tgc gaa ate cca cca etc ttg gec etc tct tgc tea gac acc 576 

Phe Phe Cys Glu lie Pro Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 

tac ate agt gag ate ttg etc ttc agt ctg tgt ggc ttc att gaa ttc 624 

Tyr lie Ser Glu lie Leu Leu Phe Ser Leu Cys Gly Phe lie Glu Phe 
195 200 205 
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«-*-r* at-r tec tat acc ttt ate ctt gtt gca 

in s ;s 2 s c . ;r. £ s £ u ». - ™ 



210 



215 



,tc «= a 9 a «, =gt tc. jet |a» 9£ ctt «, get tt= «= «c 

He He Arg Met Arg Ser Ala Glu Gly Arg ^eu y ^ 
225 230 

- S- £ S S S K S S i S - S S SS K 
S S S 2 5 S S S S £ S 2 5 = 5 S 

260 265 

- s e !2 - - s ?s £ s s £ j~ £ - - 

275 280 

ate tac agt ttg egg aae aag gat gtg aaa get get ttc aaa aag eta 
He Tyr Ser Leu Arg Asn Lys Asp Val Lys Ala Ala Pne ny y 



290 

att gga aaa aaa tct caa taa 

He Gly Lys Lys Ser Gin 
305 310 



<210> 230 

<211> 310 

<212> PRT 

<213> Homo Sapiens 



<400> 230 

Met Asp Lys Glu Asn Ser Ser Met Val Thr Glu Phe He Phe Met Gly 



10 

1 

— -j rln T ip tie phe Phe Val Val Phe Leu 

He Thr Gin Asp Pro Gin Met Glu lie lie pne *i e ^ 

20 25 

He Val Tyr Leu Val Asn Val Val Gly Asn He Gly Met He He Leu 
35 40 



He Thr Thr Asp Thr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Cys 
50 55 60 

Asn Leu Ser Phe Val Asp Leu Gly Tyr Ser Ser Ala He Ala Pro Arg 
65 70 75 

Met Leu Ala Asp Phe Leu Thr Asn His Lys Val He Ser Phe Ser Ser 
85 9° 



672 



720 



768 



816 



864 



912 



933 
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Cys Ala Thr Gin Phe Ala Phe Phe Val Gly Phe Val Asp Ala Glu Cys 
100 105 110 



Tyr Val Leu Ala Ala Met Ala Tyr Gly Arg Phe Val Ala lie Cys Arg 
115 120 125 



Pro Leu His Tyr Ser Thr Phe Met Ser Lys Gin Val Cys Leu Ala Leu 
130 135 140 



Met Leu Gly Ser Tyr Leu Ala Gly Leu Val Ser Leu Val Ala His Thr 
145 150 155 160 



Thr Leu Thr Phe Ser Leu Ser Tyr Cys Gly Ser Asn lie lie Asn His 
165 170 175 



Phe Phe Cys Glu lie Pro Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 



Tyr lie Ser Glu lie Leu Leu Phe Ser Leu Cys Gly Phe He Glu Phe 
195 200 205 



Ser Thr He Leu He He Phe He Ser Tyr Thr Phe He Leu Val Ala 
210 215 220 



He He Arg Met Arg Ser Ala Glu Gly Arg Leu Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Gly Ser His Leu Thr Gly He Thr Leu Phe Tyr Gly Thr Val Met 
245 250 255 



Phe Met Tyr Leu Arg Pro Thr Ser Ser Tyr Ser Leu Asp Gin Asp Lys 
260 265 270 



Trp Ala Ser Val Phe Tyr Thr Val He He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val Lys Ala Ala Phe Lys Lys Leu 
290 295 300 



He Gly Lys Lys Ser Gin 
305 310 



<210> 231 

<211> 942 

<212> DNA 

<213> Homo Sapiens 



345 
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<220> 

<221> CDS 

<222> (1) . - (939) 

<223> 



at-a aaa aaq qtt cqa ggc aga aat caa aca gaa gta aca gaa ttt etc 
Jet Lyl III Val Arg Hy Arg Asn Gin Thr Glu Val Thr Glu Phe Leu 
! 5 10 15 

etc tta gga ctt tec gac aat cca gat eta caa gga gtc etc ttt gca 
Leu Leu Gly Leu Ser Asp Asn Pro Asp Leu Gin Gly Val Leu Phe Ala 
20 25 30 

ttq ttt ctg ttg ate tat atg gca aac atg gtg ggc aat ttg ggg atg 
Leu Phe Leu Leu lie Tyr Met Ala Asn Met Val Gly Asn Leu Gly Met 

45 



35 



40 



50 



ttt etc agt age etc tct ttt gta gat gec tct tac tct tct tec gtc 
Phe Leu Ser Ser Leu Ser Phe Val Asp Ala Ser Tyr Ser Ser Ser Val 

" — o U 



65 70 



75 



act ccc aag atg ctg gtg aac etc atg get gag aat aag gec att tct 
Thr Pro Lys Met Leu Val Asn Leu Met Ala Glu Asn Lys Ala He Ser 

90 95 



85 



ttt cat gga tgt get gee cag ttc tac ttc ttt ggc tec ttc ctg ggg 
Pne Sis lly Cys La Ala Gin Phe Tyr Phe Phe Gly Ser Phe Leu Gly 

105 110 



100 



act gag tge ttc ctg ttg gec atg atg gca tat gac ege tat gca gec 
Thr Glu Cys Phe Leu Leu Ala Met Met Ala Tyr Asp Arg Tyr Ala Ala 

120 125 



115 



att tgg aac eec ctg etc tac eca gtt etc gtg tct ggg aga att tgc 
He Trp Asn Pro Leu Leu Tyr Pro Val Leu Val Ser Gly Arg He Cys 

14 0 



130 



135 



ttt ttg eta ata get aec tee ttc tta gca ggt tgt gga aat gca gec 
Phe Leu Leu lie Ala Thr Ser Phe Leu Ala Gly Cys Gly Asn Ala Ala 
145 150 155 160 

ata cat aca ggg atg act ttt agg ttg tec ttt tgt ggt tct aat agg 
He His Thr Gly Met Thr Phe Arg Leu Ser Phe Cys Gly Ser Asn Arg 
165 170 I 75 

ate aac cat ttc tac tgt gac aec ccg cca ctg etc aaa etc tct tgc 
He Asn His Phe Tyr Cys Asp Thr Pro Pro Leu Leu Lys Leu Ser Cys 
180 185 190 

tct gat ace cac ttc aat ggc att gtg ate atg gca ttc tea agt ttt 
Ser Asp Thr His Phe Asn Gly He Val He Met Ala Phe Ser Ser Phe 
195 200 205 

att gtc ate age tgt gtt atg att gtc etc att tec tac ctg tgt ate 
He Val He Ser Cys Val Met He Val Leu He Ser Tyr Leu Cys He 



96 



144 



att gta ttg att aag att gat etc tgt etc cac ace ccc atg tat ttc 192 
He Val Leu He Lys He Asp Leu Cys Leu His Thr Pro Met Tyr Phe 

55 60 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 
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210 



215 



220 



ttc att gcc gtc ttg aag atg cct teg tta gag ggc agg cac aaa gec 
Phe lie Ala Val Leu Lys Met Pro Ser Leu Glu Gly Arg His Lys Ala 
225 230 235 240 



720 



ttc tec acc tgt gcc tct tac etc atg get gtc acc ata ttc ttt gga 
Phe Ser Thr Cys Ala Ser Tyr Leu Met Ala Val Thr lie Phe Phe Gly 
245 250 255 



768 



aca ate etc ttc atg tac ttg cgc cct aca tct age tac tea atg gag 
Thr lie Leu Phe Met Tyr Leu Arg Pro Thr Ser Ser Tyr Ser Met Glu 
260 265 270 



816 



caa gac aag gtt gtc tct gtc ttt tat aca gta ata ate cct gtg eta 
Gin Asp Lys Val Val Ser Val Phe Tyr Thr Val lie lie Pro Val Leu 
275 280 285 



864 



aat ccc etc ate tat agt tta aaa aat aag gat gta aaa aag gcc eta 
Asn Pro Leu lie Tyr Ser Leu Lys Asn Lys Asp Val Lys Lys Ala Leu 
290 295 300 



912 



aag aag ate tta tgg aaa cac ate ttg tag 
Lys Lys lie Leu Trp Lys His lie Leu 
305 310 



94 2 



<210> 232 

<211> 313 

<212> PRT 

<213> Homo Sapiens 



<400> 232 



Met Lys Glu Val Arg Gly Arg Asn Gin Thr Glu Val Thr Glu Phe Leu 
15 10 15 



Leu Leu Gly Leu Ser Asp Asn Pro Asp Leu Gin Gly Val Leu Phe Ala 
20 25 30 



Leu Phe Leu Leu lie Tyr Met Ala Asn Met Val Gly Asn Leu Gly Met 
35 40 45 



lie Val Leu lie Lys lie Asp Leu Cys Leu His Thr Pro Met Tyr Phe 
50 55 60 



Phe Leu Ser Ser Leu Ser Phe Val Asp Ala Ser Tyr Ser Ser Ser Val 
65 70 75 80 



Thr Pro Lys Met Leu Val Asn Leu Met Ala Glu Asn Lys Ala lie Ser 
85 90 95 



Phe His Gly Cys Ala Ala Gin Phe Tyr Phe Phe Gly Ser Phe Leu Gly 
100 105 110 
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n ^ Ten Leu Ala Met Met Ala Tyr Asp Arg Tyr Ala Ala 
Thr Glu Cys Phe Leu Leu AJ_a lie ^ 

115 120 

t rvr Pro Val Leu Val Ser Gly Arg He Cys 
He Trp Asn Pro Leu Leu Tyr Pro vax u ^ 

130 135 

Ptl . !,.» Leu ,1. Ma Thr ser Ph. M „ AU 01, Cys Gly «■ ^ 
145 150 

„. Hi, Thr Gly « Thr Phe « g w» Ser Ph. eye Gly Ser Asn « g 

165 ■ L/u 



, cn Thr Pro pro Leu Leu Lys Leu Ser Cys 
He Asn His Phe Tyr Cys Asp Thr Pro Pro ^ 

180 185 

tt. Tie Met Ala Phe Ser Ser Phe 

Ser Asp Thr His Phe Asn Gly lie Val He Met ^ 

195 20U 

Ile va, II. ser Cys v.1 »t II. »1 - ^ "° ^ 

210 215 

Phe lie Ma Val Leu Lys Met Pro Ser Leu Glu Gly Arg His Lys Ala 
225 230 

„ sl = q er Tvr Leu Met Ala Val Thr He Phe Phe Gly 
Phe Ser Thr Cys Ala Ser Tyr i,eu ueu 255 

245 /:3U 

^ Tvr Leu Arg Pro Thr Ser Ser Tyr Ser Met Glu 

Thr lie Leu Phe Met Tyr Leu Arg 2?0 

260 265 



„ W s val V.1 ser VI Ph. Tyr Thr val He II. P» «1 » 

275 280 

n Pro Leu He Tyr Ser Leu Lys Asn Lys Asp Val Lye Lys Ala Leu 



AS " 295 

290 ^ 



Lys Lys He Leu 
305 310 



<210> 233 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . - (945) 



Trp Lys His He Leu 
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<223> 



<400> 233 

atg ttc tec cca aac cac acc ata gtg aca gaa ttc att etc ttg gga 48 

Met Phe Ser Pro Asn His Thr lie Val Thr Glu Phe lie Leu Leu Gly 
15 10 15 

ctg aca gac gac cca gtg eta gag aag ate ctg ttt ggg gta ttc ctt 96 

Leu Thr Asp Asp Pro Val Leu Glu Lys lie Leu Phe Gly Val Phe Leu 

20 25 30 

gcg ate tac eta ate aca ctg gca ggc aac ctg tgc atg ate ctg ctg 144 

Ala lie Tyr Leu He Thr Leu Ala Gly Asn Leu Cys Met He Leu Leu 

35 40 45 

ate agg acc aat tec cac ctg caa aca ccc atg tat ttc ttc ctt ggc 192 

He Arg Thr Asn Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 

50 55 60 

cac etc tec ttt gta gac att tgc tat tct tec aat gtt act cca aat 240 

His Leu Ser Phe Val Asp lie Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 80 

atg ctg cac aat ttc etc tea gaa cag aag acc ate tec tac get gga 288 

Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr He Ser Tyr Ala Gly 
85 90 95 

tgc ttc aca cag tgt ctt etc ttc ate gee ctg gtg ate act gag ttt 336 

Cys Phe Thr Gin Cys Leu Leu Phe He Ala Leu Val He Thr Glu Phe 

100 105 110 

tac ate ctt get tea atg gca ttg gat cgc tat gta gee att tgc age 384 

Tyr He Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala He Cys Ser 

115 120 125 

cct ttg cat tac agt tec agg atg tec aag aac ate tgt gtc tgt ctg 432 

Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn He Cys Val Cys Leu 

130 135 140 

gtc act ate cct tac atg tat ggg ttt ctt agt ggg ttc tct cag tea 480 

Val Thr He Pro Tyr Met Tyr Gly Phe Leu Ser Gly Phe Ser Gin Ser 
145 150 155 160 

ctg eta acc ttt cac tta tec ttc tgt ggc tec ctt gaa ate aat cat 528 

Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu He Asn His 
165 170 175 

ttc tac tgc get gat cct cct ctt ate atg ctg gec tgc tct gac acc 576 

Phe Tyr Cys Ala Asp Pro Pro Leu He Met Leu Ala Cys Ser Asp Thr 

180 185 190 

cgt gtc aaa aag atg gca atg ttt gta gtt gca ggc ttt aat etc tea 624 

Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Asn Leu Ser 

195 200 205 

age tct etc ttc ate att ctt ctg tec tat ctt ttc att ttt gca gcg 672 

Ser Ser Leu Phe He lie Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 

210 215 220 



ate ttc agg ate cgt tct get gaa ggc agg cac aaa gee ttt tct acg 



720 
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lie Phe Arg He Arg Ser Ala Olu Oly Arg His Lys Ala Phe Ser Thr 

225 2 3 0 

245 250 

- S % !S S S 5 S= K - S * -« £ ~ 

260 265 

f^i- act ttt ttq age cca atg ctg aac cca ttg 864 
tl £ SI va= PK« £ S £ «S Ir Pro H.t ». JUn «. »u 



275 280 

ate tat age eta egg aac aca gat gta ate ctt gec atg caa ca. atg 

He Tyr Ser Leu Arg Asn Thr Asp Val He Leu Ala Met ^ 
290 

att agg gga aaa tec ttt cat aaa att gca gtt tag 
fie Arg Sly Lys Ser Phe His Lys lie Ala Val 



768 



816 



912 



948 



305 310 



<210> 234 

<211> 315 

<212> PRT 

<213> Homo Sapiens 



<400> 234 

Met Phe Ser Pro Asn His Thr lie Val Thr Glu Phe lie Leu Leu Gly 



Leu Thr Asp Asp Pro Val Leu Glu Lys He Leu Phe Gly Val Phe Leu 

20 25 

Ala He Tyr Leu lie Thr Leu Ala Gly Asn Leu Cys Met He Leu Leu 
35 40 

-[■ _ . . rlT , T>vr Pro M e t Tyr Phe Phe Leu Gly 

He Arg Thr Asn Ser His Leu Gin Thr pro net ±y 

c c 60 
50 5b 

His Leu Ser Phe Val Asp He Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 

Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr He Ser Tyr Ala Gly 

85 90 

Cys Phe Thr Gin Cys Leu Leu Phe He Ala Leu Val He Thr Glu Phe 

100 105 

Tyr He Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala He Cys Ser 
115 120 
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Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn lie Cys Val Cys Leu 
130 135 140 



Val Thr lie Pro Tyr Met Tyr Gly Phe Leu Ser Gly Phe Ser Gin Ser 
145 150 155 160 



Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu lie Asn His 
165 170 175 



Phe Tyr Cys Ala Asp Pro Pro Leu He Met Leu Ala Cys Ser Asp Thr 
180 185 190 



Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Asn Leu Ser 
195 200 205 



Ser Ser Leu Phe He He Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 
210 215 220 



He Phe Arg He Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Leu Thr He Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 



Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 



He Thr Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Thr Asp Val He Leu Ala Met Gin Gin Met 
290 295 300 



He Arg Gly Lys Ser Phe His Lys He Ala Val 
305 310 315 



<210> 235 

<211> 918 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (912) 

<223> 
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atg cag agg age aat cat aca gtg act gag ttt ata ctg ctg ggc ttc 
Met Gin Arg Ser Asn His Thr Val Thr Glu Phe lie Leu Leu Gly Phe 
1 5 io 15 

acc aca gac cca gga atg cag ctg ggc etc ttc gtg gtg ttc ctg ggc 
Thr Thr Asp Pro Gly Met Gin Leu Gly Leu Phe Val Val Phe Leu Gly 
20 25 30 

qtq tac tct etc act gtg gta gga aat age acc etc ate gtg ttg ate 
Val Tyr Ser Leu Thr Val Val Gly Asn Ser Thr Leu He Val Leu He 



35 



40 45 



tgt aat gac tec tgc etc cac aca ccc atg tat ttt ttc act gga aat 
Cys Asn Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Thr Gly Asn 



50 



55 60 



ctg teg ttt ctg gat etc tgg tat tct tct gtc tae acc cca aag ate 
Leu Ser Phe Leu Asp Leu Trp Tyr Ser Ser Val Tyr Thr Pro Lys lie 

75 80 



70 



eta gtg acc tgc ate tct gaa gac aaa age ate tec ttt get ggc tgc 
Leu Val Thr Cys He Ser Glu Asp Lys Ser He Ser Phe Ala Gly Cys 

90 95 



85 



ctq tgt cag ttc ttc ttc tct gca ggg ctg gee tat agt gag tgc tac 
Leu Cys Gin Phe Phe Phe Ser Ala Gly Leu Ala Tyr Ser Glu Cys Tyr 
100 105 HO 

ctq ctg get gee gtg get tat gac cgc tac gtg gee ate tec aag ccc 
Leu Leu Ala Ala Val Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro 
im 120 125 



ctg ctt tat gee cag gee atg tec ata aag ctg tgt gca ttg ctg gta 
Leu Leu Tyr Ala Gin Ala Met Ser He Lys Leu Cys Ala Leu Leu Val 
130 135 140 



gca gtc tea tat tgt ggt ggc ttt att aac tct tea ate ate acc aag 
Ala Val Ser Tyr Cys Gly Gly Phe He Asn Ser Ser He He Thr Lys 

i cc 16U 



145 



150 155 



aaa acg ttt tec ttt aac ttc tgc cgt gaa aac ate att gat gac ttt 
Lvs Thr Phe Ser Phe Asn Phe Cys Arg Glu Asn lie He Asp Asp Phe 
y 170 I 75 



165 



ttc tgt gat ttg ctt ccc ttg gtg gag ctg gee tgt ggc gag aag ggc 
Phe Cys Asp Leu Leu Pro Leu Val Glu Leu Ala Cys Gly Glu Lys Gly 

185 I 90 



180 



qgc tat aaa att atg atg tac ttc ctg ctg gee tec aat gtc ate tgc 
Glv Tvr Lys He Met Met Tyr Phe Leu Leu Ala Ser Asn Val He Cys 
y * 200 205 



195 



ccc gca gtg etc ate ctg gee tec tac etc ttt ate ate acc agt gtc 
Pro La Val Leu He Leu Ala Ser Tyr Leu Phe He He Thr Ser Val 



210 



215 220 



ttg agg ate tec tec tec aag ggc tac etc aaa gec ttc tec aca tgc 



Leu Arg He Ser Ser Ser Lys Gly Tyr Leu Lys Ala Phe Ser Thr Cys 
225 



230 235 240 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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tec tec cac ctg acc tct gtc act tta tac tat ggc tec att etc tac 768 

Ser Ser His Leu Thr Ser Val Thr Leu Tyr Tyr Gly Ser lie Leu Tyr 

245 250 255 

ate tac get etc ccc aga tct age tat tct ttt gat atg gac aaa ata 816 

lie Tyr Ala Leu Pro Arg Ser Ser Tyr Ser Phe Asp Met Asp Lys lie 

260 265 270 

gtt tct aca ttt tac act gtg gta ttc ccc atg ttg aat etc atg ate 864 

Val Ser Thr Phe Tyr Thr Val Val Phe Pro Met Leu Asn Leu Met lie 

275 280 285 

tac age eta agg aat aag gat gtg aaa gag get ctg aaa aaa ctt etc 912 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu Leu 

290 295 300 

ccataa 918 



<210> 236 

<211> 304 

<212> PRT 

<213> Homo Sapiens 

<400> 236 

Met Gin Arg Ser Asn His Thr Val Thr Glu Phe lie Leu Leu Gly Phe 
15 10 15 



Thr Thr Asp Pro Gly Met Gin Leu Gly Leu Phe Val Val Phe Leu Gly 
20 25 30 



Val Tyr Ser Leu Thr Val Val Gly Asn Ser Thr Leu lie Val Leu lie 
35 40 45 



Cys Asn Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Thr Gly Asn 
50 55 60 



Leu Ser Phe Leu Asp Leu Trp Tyr Ser Ser Val Tyr Thr Pro Lys lie 
65 70 75 80 



Leu Val Thr Cys lie Ser Glu Asp Lys Ser lie Ser Phe Ala Gly Cys 
85 90 95 



Leu Cys Gin Phe Phe Phe Ser Ala Gly Leu Ala Tyr Ser Glu Cys Tyr 
100 105 110 



Leu Leu Ala Ala Val Ala Tyr Asp Arg Tyr Val Ala lie Ser Lys Pro 
115 120 125 



Leu Leu Tyr Ala Gin Ala Met Ser He Lys Leu Cys Ala Leu Leu Val 
130 135 140 
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Ala 
145 



val Ser Tyr Cys Gly Oly Phe He Asn Ser Ser He He Thr Lys 

lb b 



150 



Thr Phe Ser Phe Asn Phe Cys Arg Glu Asn He He Asp Asp Phe 



Phe Cys Asp Leu Leu Pro Leu v.l Olu Leu Ala Cys Oly Glu ^ Oly 

,180 185 
Gly Tyr Lys He Met Met Tyr Phe Leu Leu Ala Ser Asn Val He Cys 



195 200 



Pro Ala Val Leu He Leu Ala Ser Tyr Leu Phe He He Thr Ser Val 

210 215 



L eu Arg He Ser Ser Ser Lys Gly Tyr Leu Lys Ala Phe Ser Thr Cys 
225 230 

Ser Ser His Leu Thr Ser Val Thr Leu Tyr Tyr Gly Ser He Leu Tyr 
245 250 

lie Tyr Ala Leu Pro Arg Ser Ser Tyr Ser Phe Asp Met Asp Lys He 

260 265 

val ser Thr Phe Tyr Thr Val Val Phe Pro Met Leu Asn Leu Met He 

275 280 

ryr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu Leu 



290 295 



<210> 237 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • • (936) 

<223> 



<400> 237 ttt atc ctt c tc gga 
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tec atg tac 
Ser Met Tyr 
35 

ate age tct 
lie Ser Ser 
50 

aac ctg tec 
Asn Leu Ser 
65 

atg ctg gtg 
Met Leu Val 



tgc etc aca 
Cys Leu Thr 

eta etc ctg 
Leu Leu Leu 
115 

cct ctg cac 
Pro Leu His 
130 

gtt ttt gtc 
Val Phe Val 
145 

tct ctg atg 
Ser Leu Met 



ttt ttc tgc 
Phe Phe Cys 



ttc ctg aac 
Phe Leu Asn 
195 

ttt ccc etc 
Phe Pro Leu 
210 

ata agg aag 
lie Arg Lys 
225 

tgt ggg tct 
Cys Gly Ser 



ggg gtc cac 
Gly Val His 



gtg gec teg 



ctg gtg acg 
Leu Val Thr 



gac tec cac 
Asp Ser His 



tgg gtt gac 
Trp Val Asp 
70 

aac ate cag 
Asn lie Gin 
85 

cag gtc tat 
Gin Val Tyr 
100 

acc gtg atg 
Thr Val Met 



tat atg ate 
Tyr Met lie 



acc tgg etc 
Thr Trp Leu 
150 

atg cat eta 
Met His Leu 
165 

gaa ctg acg 
Glu Leu Thr 
180 

age acg ttg 
Ser Thr Leu 



ctt ggg ate 
Leu Gly lie 



atg tec tea 
Met Ser Ser 
230 

cac etc tec 
His Leu Ser 

245 

ttc act tct 
Phe Thr Ser 
260 

gtg atg tac 



gtg ctg gga 
Val Leu Gly 

40 

etc cac acc 
Leu His Thr 
55 

ate tgt ttc 
lie Cys Phe 



acc gag aac 
Thr Glu Asn 



ttc tec atg 
Phe Ser Met 
105 

gee tat gac 
Ala Tyr Asp 
120 

ate atg aac 
lie Met Asn 
135 

att ggt gtc 
He Gly Val 



ate ttc tgt 
He Phe Cys 



tac ate etc 
Tyr He Leu 
185 

ata tac ttt 
He Tyr Phe 
200 

att ttc tct 
He Phe Ser 
215 

tct ggg gga 
Ser Gly Gly 



gtc gtt tct 
Val Val Ser 



gcg gtg act 
Ala Val Thr 

265 

act gtg gtc 



aac ctg etc 
Asn Leu Leu 



ccc atg tac 
Pro Met Tyr 
60 

age act tgc 
Ser Thr Cys 
75 

aaa gec ate 
Lys Ala He 
90 

ttt ttt cct 
Phe Phe Pro 



egg ttt gtg 
Arg Phe Val 



ccc cac etc 
Pro His Leu 
140 

atg aca tec 
Met Thr Ser 
155 

aaa gat ttt 
Lys Asp Phe 
170 

cag ctg gec 
Gin Leu Ala 



atg acg ggt 
Met Thr Gly 



tat tea cga 
Tyr Ser Arg 
220 

aaa caa aaa 
Lys Gin Lys 
235 

tta ttt tat 
Leu Phe Tyr 
250 

cac tct tec 
His Ser Ser 



acc ccc atg 



ate ate ctg 
He He Leu 
45 

ttc ttc etc 
Phe Phe Leu 



ate gtc ccc 
He Val Pro 



tec tac atg 
Ser Tyr Met 
95 

att ctg gac 
He Leu Asp 
110 

get gtc tgc 
Ala Val Cys 
125 

tgt ggc etc 
Cys Gly Leu 



etc etc cat 
Leu Leu His 



gaa att cca 
Glu He Pro 
175 

tgc tct gat 
Cys Ser Asp 
190 

gtg ctg ggc 
Val Leu Gly 
205 

att get tea 
He Ala Ser 



gca ctt tec 
Ala Leu Ser 



ggg aca ggc 
Gly Thr Gly 
255 

cag aaa ate 
Gin Lys He 
270 

ttg aac ccc 



gec 144 
Ala 



tec 192 
Ser 



aag 240 

Lys 

80 

gac 288 
Asp 



acg 336 
Thr 



cac 384 
His 



ctg 432 
Leu 



att 480 

He 

160 

cat 528 
His 



acc 576 
Thr 



gtt 624 
Val 



tec 672 
Ser 



acc 720 

Thr 

240 

att 768 
He 



tec 816 
Ser 



ttc 864 
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Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
inn ■'Job 



275 280 



ate tac aqc ctg agg aac aag gat gtg aag gga gec ctg ggg agt etc 
lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Gly Ser Leu 



290 



295 



etc age agg gca gec tct tgt ttg tga 
Leu Ser Arg Ala Ala Ser Cys Leu 
305 310 



<210> 


238 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


238 



Met Glu Ala Gly Asn Gin Thr Gly Phe Leu Glu Phe lie Leu Leu Gly 
x 5 10 lb 

Leu ser Glu Asp Pro Glu Leu Gin Pro Phe He Phe Gly Leu Phe Leu 
20 25 3° 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Leu Ala 
35 40 45 

lie Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 



60 



Asn Leu Ser Trp Val Asp He Cys Phe Ser Thr Cys lie Val Pro Lys 



65 



70 



Met Leu Val Asn He Gin Thr Glu Asn Lys Ala He Ser Tyr Met Asp 

90 " 



85 



Cys Leu Thr Gin Val Tyr Phe Ser Met Phe Phe Pro He Leu Asp Thr 
y 100 105 

Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Phe Val Ala Val Cys His 
115 120 125 

Pro Leu His Tyr Met He He Met Asn Pro His Leu Cys Gly Leu Leu 
130 I 40 

Val Phe Val Thr Trp Leu He Gly Val Met Thr Ser Leu Leu His He 
145 15° 155 

Ser Leu Met Met His Leu He Phe Cys Lys Asp Phe Glu He Pro His 
165 170 
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939 
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Phe Phe Cys Glu Leu Thr Tyr lie Leu Gin Leu Ala Cys Ser Asp Thr 
180 185 190 



Phe Leu Asn Ser Thr Leu He Tyr Phe Met Thr Gly Val Leu Gly Val 
195 200 205 



Phe Pro Leu Leu Gly He He Phe Ser Tyr Ser Arg He Ala Ser Ser 
210 215 220 



He Arg Lys Met Ser Ser Ser Gly Gly Lys Gin Lys Ala Leu Ser Thr 
225 230 235 240 



Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Gly He 
245 250 255 



Gly Val His Phe Thr Ser Ala Val Thr His Ser Ser Gin Lys He Ser 
260 265 270 



Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Gly Ser Leu 
290 295 300 



Leu Ser Arg Ala Ala Ser Cys Leu 
305 310 



<210> 239 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 239 

atg aaa gca gga aac ttc tea gac act cca gaa ttc ttt etc ttg gga 
Met Lys Ala Gly Asn Phe Ser Asp Thr Pro Glu Phe Phe Leu Leu Gly 
15 10 15 

ttg tea ggg gat ccg gag ctg cag ccc ate etc ttc atg ctg ttc ctg 96 
Leu Ser Gly Asp Pro Glu Leu Gin Pro He Leu Phe Met Leu Phe Leu 
20 25 30 

tec atg tac ctg gec aca atg ctg ggg aac ctg etc ate ate ctg gec 144 
Ser Met Tyr Leu Ala Thr Met Leu Gly Asn Leu Leu He He Leu Ala 
35 40 45 
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— 60 



50 



55 



ate eta tec ttg gtc gac ate tgt ttc acc tec acc acg atg ccc aag 
ate ctg tec ui^y a =» , M h p Lys 



2 22 2 2 STl £ 5; Jb. T h r S« Thr T„r Mat Pro Lj. 

2 a a 2 2 2 K 2 s 2 £ s 2 2 2 5 

85 90 

!5 £ £ 2 2 2 2 2 2 £ 2 «S 5 2 2 2 

100 105 

t-i- rta ate ata ata gec tat gat cga ttt gtg gec ate tgt cac 
gga att ctg gtc atg eiuy » , ~ 

Gly He Leu Val Met Met Ala Tyr Asp Arg Phe Val Ala He Cys his 



115 



cca ctq agg tac aat gtc ate atg aac ccc aaa etc tgt ggg ctg ctg 
Pro Leu 111 Tyr Asn Val lie Met Asn Pro Lys Leu Cys Gly Leu Leu 



130 



135 



ctt ctg ctg tec ttc ate gtt agt gtc ctg gat get ctg ctg cac acg 
Leu III Leu Ser Phe lie Val Ser Val Leu Asp Ala Leu Leu His Thr 
145 150 I 55 

tta ata qtq eta cag ctg acc ttc tgc ata gac ctg gaa att ccc cac 
III Mel Va! Leu Gin Leu Thr Phe Cys He Asp Leu Glu He Pro Hxs 

170 



165 



ttt ttc tgt gaa eta get cat att etc aag etc gec tgt tct gat gtc 
Se Phe Cys Glu Leu Ala His lie Leu Lys Leu Ala Cys Ser Asp Val 
180 185 190 

etc ate aat aac ate ctg gtg tat ttg gtg acc age ctg tta ggt gtt 
lei lie Asn Asn He Leu Val Tyr Leu Val Thr Ser Leu Leu Gly Val 
195 200 205 

gtt cet etc tct ggg ate att ttc tct tac aca cga att gtc tec tct 
Val Pro Leu Ser Gly He He Phe Ser Tyr Thr Arg He Val Ser Ser 



210 



215 220 



ate atg aaa att cca tea get ggt gga aag tat aaa get ttt tec ate 
f a l net Lys He Pro Ser Ala Gly Gly Lys Tyr Lys Ala Phe Ser He 

230 235 



225 



r^t- tta ate att qtt tec ttg ttt tat gga aca ggg ttt 

2 s; 2 2 2 2 »! Su s« «s «- V «v «■* f s z rh - 

2 - 250 " 3 



245 



ggg gtg tac ctt agt tct ggg get ace cac tec tec agg aag ggt gca 
III Va? Tyr Leu Ser Ser Gly Ala Thr His Ser Ser Arg Lys Gly Ala 



260 



265 



ata aca tea gtg atg tat acc gtg gtc acc ccc atg ctg aac cca etc 
lie Ila Ser ?S Me? Tyr Thr Val Val Thr Pro Met Leu Asn Pro Leu 
275 280 285 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 
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att 
He 


tac 
Tyr 
290 


age 
Ser 


Leu 


aga 
Arg 


aac 
Asn 


aag 
Lys 
295 


gac 
Asp 


a t g 
Met 


ttQ 
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aag 
Lys 


act 
Ala 
300 


ttq 
Leu 


aqq 

Arg 


aaa 
Lys 


eta 
Leu 


ata 
He 
305 


tct 
Ser 


agg 
Arg 


ata 
He 


cca 
Pro 


tct 
Ser 
310 


ttc 
Phe 


cat 
His 


tga 
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240 
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240 




























Met 
1 


Lys 


Ala 


Gly 
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Phe 


Ser 


Asp 


Thr 


Pro 
10 


Glu 


Phe 


Phe 


Leu 


Leu 
15 


Gly 


Leu 


Ser 


Gly Asp 
20 


Pro 


Glu 


Leu 


Gin 


Pro 
25 


He 


Leu 


Phe 
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Leu 
30 
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Tyr 
35 


Leu 
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Thr 


Met 


Leu 
40 
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Leu 


Leu 


He 
45 


He 


Leu 


Ala 


Val 


Asn 
50 


Ser 


Asp 


Ser 


His 


Leu 

55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 
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Leu 


Ser 


He 
65 


Leu 


Ser 


Leu 


Val 


Asp 
70 


He 


Cys 


Phe 


Thr 


Ser 

75 


Thr 


Thr 


Met 


Pro 


Lys 
80 


Met 


Leu 


Val 


Asn 


He 
85 


Gin 


Ala 


Gin 


Ala 


Gin 
90 


Ser 


He 


Asn 


Tyr 


Thr 
95 


Gly 


Cys 


Leu 


Thr 


Gin 
100 


He 


Cys 


Phe 


Val 


Leu 
105 


Val 


Phe 


Val 


Gly 


Leu 
110 


Glu 


Asn 


Gly 


He 


Leu 
115 


Val 


Met 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Phe 


Val 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 
130 


Arg 


Tyr 


Asn 


Val 


He 
135 


Met 


Asn 


Pro 


Lys 


Leu 
140 


Cys 


Gly 


Leu 


Leu 


Leu 
145 


Leu 


Leu 


Ser 


Phe 


He 
150 


Val 


Ser 


Val 


Leu 


Asp 
155 


Ala 


Leu 


Leu 


His 


Thr 
160 


Leu 


Met 


Val 


Leu 


Gin 
165 


Leu 


Thr 


Phe 


Cys 


He 
170 


Asp 


Leu 


Glu 


He 


Pro 
175 


His 


Phe 


Phe 


Cys 


Glu 


Leu 


Ala 


His 


He 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Val 
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180 



185 



190 



Leu I 



le Asn Asn He Leu Val Tyr Leu Val Thr Ser Leu Leu Gly Val 



195 



200 



205 



Val Pro Leu Ser Gly He lie Phe Ser Tyr Thr Arg He Val Ser Ser 

210 21b 

val Met Lys lie Pro Ser Ala Gly Gly Lys Tyr Lys Ala Phe Ser lie 



225 



230 



CyS Gly Ser His Leu He Val Val Ser Leu Phe Tyr Gly Thr Gly Phe 

245 250 

Gly Val Tyr Leu Ser Ser Gly Ala Thr His Ser Ser Arg Lys Gly Ala 

260 265 

He Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asp Met Leu Lys Ala Leu Arg Lys Leu 

_ oqr 300 



290 295 



He Ser Arg He Pro Ser Phe His 



305 



310 



<210> 241 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(936) 

<223> 



See e = £ = c £ = s £ = = a s 48 

10 ±=> 



40 



45 



35 

nfr aac tct qac tec cac etc cae acc cec atg tac ttc ttc etc tec 
III Ser Ser Jsp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 



95 



t-r. i-r* oat aat cct gaa ctg cag ccc gtc etc ttt ggg ctg ttc ctg 
feu S« Asp lit P- Glu Leu Gin Pro Val Leu Phe Gly Leu Phe Leu 

20 25 

tec atg tac ctg gtc acg gtg ctg ggg aac ctg etc ate att ctg gec 144 
Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie He Leu Ala 



192 
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50 

aac ctg tec 
Asn Leu Ser 
65 

atg eta gtg 
Met Leu Val 



tgc etc act 
Cys Leu Thr 



ttc eta ctg 
Phe Leu Leu 
115 

cca ctg cac 
Pro Leu His 
130 

gtt ctg gca 
Val Leu Ala 
145 

eta ctg atg 
Leu Leu Met 



ttc ttc tgt 
Phe Phe Cys 



etc etc aat 
Leu Leu Asn 
195 

ttt cct gta 
Phe Pro Val 
210 

tta atg gga 
Leu Met Gly 
225 

tgt gga tct 
Cys Gly Ser 



ggg gtc tat 
Gly Val Tyr 



acc gee tea 
Thr Ala Ser 
275 

ate tac age 
He Tyr Ser 
290 



ttt gtt gac 
Phe Val Asp 
70 

age ate cag 
Ser He Gin 
85 

cag gtg tat 
Gin Val Tyr 
100 

gec gtg atg 
Ala Val Met 



tac acg gtc 
Tyr Thr Val 



tct tgg ttc 
Ser Trp Phe 
150 

aag agg ttg 
Lys Arg Leu 
165 

gaa ccg get 
Glu Pro Ala 
180 

aac att gtc 
Asn He Val 



get ggg ate 
Ala Gly He 



atg tec tec 
Met Ser Ser 
230 

cac etc tgt 
His Leu Cys 
245 

ctg agt tct 
Leu Ser Ser 
260 

gtg atg tac 
Val Met Tyr 



ctg agg aac 
Leu Arg Asn 



55 

ate tgt ttc 
He Cys Phe 



gca egg age 
Ala Arg Ser 



ttt tta atg 
Phe Leu Met 
105 

gee tat gac 
Ala Tyr Asp 
120 

ate atg aac 
He Met Asn 
135 

ate att ttc 
He He Phe 



acc ttc tec 
Thr Phe Ser 



cag gtc etc 
Gin Val Leu 
185 

ttg tat gtg 
Leu Tyr Val 
200 

etc ttc tec 
Leu Phe Ser 
215 

acc aag ggc 
Thr Lys Gly 



gtg gtc tec 
Val Val Ser 



get gtg acc 
Ala Val Thr 
265 

gee atg gtc 
Ala Met Val 
280 

aag gat gtg 
Lys Asp Val 
295 



60 

ate tec acc 
He Ser Thr 
75 

aaa gac ate 
Lys Asp He 
90 

atg ttt get 
Met Phe Ala 



egg ttt gtg 
Arg Phe Val 



ccc tgc etc 
Pro Cys Leu 
140 

tgg ttc tec 
Trp Phe Ser 
155 

aca ggc act 
Thr Gly Thr 
170 

aag gtg gee 
Lys Val Ala 



gee acg gca 
Ala Thr Ala 



tac tct cag 
Tyr Ser Gin 
220 

aag tac aaa 
Lys Tyr Lys 
235 

ttg ttc tat 
Leu Phe Tyr 
250 

cat tct tec 
His Ser Ser 



acc ccc atg 
Thr Pro Met 



aag ggg gee 
Lys Gly Ala 
300 



aca gtc ccc 
Thr Val Pro 



tec tac atg 
Ser Tyr Met 
95 

gga atg gat 
Gly Met Asp 
110 

gee ate tgc 
Ala He Cys 
125 

tgt ggc etc 
Cys Gly Leu 



ctg gtt cat 
Leu Val His 



gag att ccg 
Glu He Pro 
175 

tgc tct aac 
Cys Ser Asn 
190 

ctg ctg ggt 
Leu Leu Gly 
205 

att gtc tec 
He Val Ser 



gee ttt tec 
Ala Phe Ser 



gga aca gga 
Gly Thr Gly 
255 

cag age age 
Gin Ser Ser 
270 

ctg aac ccc 
Leu Asn Pro 
285 

ctg gaa aga 
Leu Glu Arg 



aag 240 

Lys 

80 

ggg 288 

Gly 



act 336 
Thr 



cac 384 
His 



ctg 432 
Leu 



att 480 

He 

160 

cat 528 
His 



acc 576 
Thr 



gtg 624 
Val 



tec 672 
Ser 



acc 720 

Thr 

240 

ctt 768 
Leu 



tec 816 
Ser 



ttc 864 
Phe 



etc 912 
Leu 
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etc age agg gec gac tct tgt cca tga 
Leu Ser Arg Ala Asp Ser Cys Pro 
305 310 



<210> 242 

<211> 312 

<212> PRT 

<213> Homo Sapiens 



939 



<400> 242 

„et Glu Ma Glu «n ™r G!u L« «. W Phe * «» L~ «» 

1 5 

* Dm nu Leu Gin Pro Val Leu Phe Gly Leu Phe Leu 
Leu Ser Asp Asp Pro Glu Leu uxn *- 3Q 

20 25 

T Wa1 Thr Val Leu Gly Asn Leu Leu He He Leu Ala 
Ser Met Tyr Leu Val Thr val Leu o y ^ 

35 40 

■ T D j = Thr- Pro Met Tyr Phe Phe Leu Ser 
Val Ser Ser Asp Ser His Leu His Thr Pro Met ^ 

50 55 
M L« Ser Ph. V,! Asp lie Cys Phe H« ser Thr Thr V,! Pro Lys 

70 

„. t « val ser He Gl. Ala Ar 9 Ser ,ys Asp He Ser Tyr Met Gly 

85 yU 

cys Leu Thr Gl„ val Tyr Phe Leu «jt Met Phe ,1a Gly Nat Asp Thr 

ft. Leu Leu Al, Val „.t Ala Tyr *sp Ar 9 Ph. val Ala He Cys His 

115 12U 

Pro Leu His Tyr Thr v,l Tie Met As, Pro Cys ljj Cys Gly Leu Leu 

130 135 

D v,» Tie Tie Phe Trp Phe Ser Leu Val His He 
Val Leu Ala Ser Trp Phe He lie pne p 16Q 

145 150 

L eu Leu Met Lys Ar 9 Leu Thr Phe Ser Thr Gly Thr Glu Tie Pro His 

165 X ' 

P te Phe cys Olu Pro Ala Glu Val Leu Lys Val Ala Cys Ser «. Thr 

180 185 
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Leu Leu Asn Asn lie Val Leu Tyr Val Ala Thr Ala Leu Leu Gly Val 
195 200 205 



Phe Pro Val Ala Gly lie Leu Phe Ser Tyr Ser Gin lie Val Ser Ser 
210 215 220 



Leu Met Gly Met Ser Ser Thr Lys Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Gly Ser His Leu Cys Val Val Ser Leu Phe Tyr Gly Thr Gly Leu 
245 250 255 



Gly Val Tyr Leu Ser Ser Ala Val Thr His Ser Ser Gin Ser Ser Ser 
260 265 270 



Thr Ala Ser Val Met Tyr Ala Met Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 



lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Glu Arg Leu 
290 295 300 



Leu Ser Arg Ala Asp Ser Cys Pro 

310 



305 




<210> 


243 


<211> 


1038 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) - 


<223> 




<400> 


243 



atg ccg atg cag ctg ctg ctt aca gat ttt att ate ttt tec ate aga 
Met Pro Met Gin Leu Leu Leu Thr Asp Phe lie lie Phe Ser lie Arg 
15 10 15 



48 



ttc ate ate aac age atg gaa gcg aga aac caa aca get att tea aaa 96 

Phe He He Asn Ser Met Glu Ala Arg Asn Gin Thr Ala He Ser Lys 
20 25 30 

ttc ctt etc ctg gga ctg ata gag gat ccg gaa ctg cag ccc gtc ctt 144 

Phe Leu Leu Leu Gly Leu He Glu Asp Pro Glu Leu Gin Pro Val Leu 
35 40 45 

ttc age ctg ttc ctg tec atg tac ttg gtc acc ate ctg ggg aac ctg 192 

Phe Ser Leu Phe Leu Ser Met Tyr Leu Val Thr He Leu Gly Asn Leu 
50 55 60 

etc ate etc ttg get gtc ate tct gac tct cac etc cac acc ccc atg 240 
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Leu lie Leu Leu Ala Val He Ser Asp Ser His Leu His Thr Pro Met 



65 



70 75 



tac ttc ttc etc tec aat etc tec ttt ttg gac att tgt tta age aca 
Tyr Phe Phe Leu Ser Asn Leu Ser Phe Leu Asp He Cys Leu Ser Thi 

90 95 



85 



acc acg ate cca aag atg ctg gtg aac ate eaa get cag aat egg age 
Thr Thr lie Pro Lys Met Leu Val Asn lie Gin Ala Gin Asn Arg Ser 



100 



105 



ate acq tac tea ggc tgc etc acc cag ate tgc ttt gtc ttg ttt ttt 
ill Thr Tr Ser G^y Cys Leu Thr Gin lie Cys Phe Val Leu Phe Phe 

120 125 



115 



act ggc ttg gaa aat tgt etc ctt gca gca atg gec tat gae cgc tat 
All fly Leu Glu Asn Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 

135 140 



130 



otg gec att tgt cac cce ctt aga tac aca gtc ate atg aac ccc cgc 
Sal Ala lie Cys His Pro Leu Arg Tyr Thr Val lie Met Asn Pro Arg 



145 



150 155 

etc tgt ggc ctg ctg att ctt etc tct ctg ttg act agt gtt gtg aat 
Leu Cys lly Leu Leu He Leu Leu Ser Leu Leu Thr Ser Val Val Asn 
165 1™ 175 

acc ctt ctt etc age ctg atg gtg ttg agg ctg tec ttc tgc aca gac 
IZ Leu Leu Leu Ser Leu Met Val Leu Arg Leu Ser Phe Cys Thr Asp 
180 190 

ctg gaa ate ccg etc ttc ttc tgt gaa ctg get cag gtc ate caa etc 
III Glu lie Pro Leu Phe Phe Cys Glu Leu Ala Gin Val lie Gin Leu 



195 



200 



205 



acc tqt tea gac acc etc ate aat aac ate ctg ata tat ttt gca get 
Thr Cys ser Lp Thr Leu He Asn Asn He Leu He Tyr Phe Ala Ala 
210 215 220 

tgc ata ttt ggt ggt gtt cct ctg tct gga ate att ttg tct tac act 
Cys lie Phe Gly Gly Val Pro Leu Ser Gly He He Leu Ser Tyr Thr 
225 230 235 

cag ate acc tec tgt gtt ttg aga atg cca tea gca agt gga aag cac 
Gin He Thr Ser Cys Val Leu Arg Met Pro Ser Ala Ser Gly Lys His 
245 250 255 

aaa gca gtt tec acc tgt ggg tct cac etc tec att gtt etc ttg ttc 
Lys S Val Ser Thr Cys Gly Ser His Leu Ser He Val Leu Leu Phe 
260 265 270 



tat ggg gca ggt ttg ggg gtg tac att agt tct gtg gtt act gac tea 
Tyr G?y Ala lly Leu Gly Val Tyr He Ser Ser Val Val Thr Asp Ser 
275 280 285 



cct agg aag act gca gtg get tea gtg atg tat tct gtg ttc cct caa 
Pro Arg Lys Thr Ala Val Ala Ser Val Met Tyr Ser Val Phe Pro Gin 
290 295 300 

atg gtg aac ccc ttt ate tat agt ctg agg aat aag gac atg aaa gga 
Me? Val Asn Pro Phe lie Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 
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305 310 315 320 

acc ttg agg aag ttc ata ggg agg ata cct tct ctt ctg tgg tgt gcc 1008 
Thr Leu Arg Lys Phe lie Gly Arg lie Pro Ser Leu Leu Trp Cys Ala 
325 330 335 

att tgc ttt gga ttc agg ttt eta gag taa 1038 
lie Cys Phe Gly Phe Arg Phe Leu Glu 
340 345 



<210> 244 

<211> 345 

<212> PRT 

<213> Homo Sapiens 

<400> 244 

Met Pro Met Gin Leu Leu Leu Thr Asp Phe lie lie Phe Ser lie Arg 
15 10 15 



Phe lie lie Asn Ser Met Glu Ala Arg Asn Gin Thr Ala lie Ser Lys 
20 25 30 



Phe Leu Leu Leu Gly Leu lie Glu Asp Pro Glu Leu Gin Pro Val Leu 
35 40 45 



Phe Ser Leu Phe Leu Ser Met Tyr Leu Val Thr lie Leu Gly Asn Leu 
50 55 60 



Leu lie Leu Leu Ala Val lie Ser Asp Ser His Leu His Thr Pro Met 
65 70 75 80 



Tyr Phe Phe Leu Ser Asn Leu Ser Phe Leu Asp lie Cys Leu Ser Thr 
85 90 95 



Thr Thr lie Pro Lys Met Leu Val Asn lie Gin Ala Gin Asn Arg Ser 
100 105 110 



He Thr Tyr Ser Gly Cys Leu Thr Gin He Cys Phe Val Leu Phe Phe 
115 120 125 



Ala Gly Leu Glu Asn Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 
130 135 140 



Val Ala He Cys His Pro Leu Arg Tyr Thr Val He Met Asn Pro Arg 
145 150 155 160 



Leu Cys Gly Leu Leu lie Leu Leu Ser Leu Leu Thr Ser Val Val Asn 
165 170 175 
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Ala Leu Leu Leu 
180 



Ser Leu Met Val Leu Arg Leu Ser Phe Cys Thr Asp 



185 



190 



Leu 

195 



Glu lie Pro Leu Phe Phe Cys Glu Leu Ala Gin Val He Gin Leu 
195 200 205 

Thr Cys Ser Asp Thr Leu He Asn Asn He Leu lie Tyr Phe Ala Ala 
210 215 220 

Cys lie Phe Gly Gly Val Pro Leu Ser Gly He He Leu Ser Tyr Thr 
225 230 235 

Gin lie Thr Ser Cys Val Leu Arg Met Pro Ser Ala Ser Gly Lys His 
245 250 25b 

Lys Ala Val Ser Thr Cys Gly Ser His Leu Ser lie Val Leu Leu Phe 

260 2t>5 

Tyr Gly Ala Gly Leu Gly Val Tyr He Ser Ser Val Val Thr Asp Ser 
275 280 285 

Pro Arg Lys Thr Ala Val Ala Ser Val Met Tyr Ser Val Phe Pro Gin 
290 295 300 

Met Val Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly 
305 310 

Thr Leu Arg Lys Phe He Gly Arg He Pro Ser Leu Leu Trp Cys Ala 

325 330 

He Cys Phe Gly Phe Arg Phe Leu Glu 



340 345 



<210> 245 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (933) 

<223> 



aJa°Q Q a 2 ccc aga aac caa aca get gtt tea gaa ttt ett etc atg aaa 
atg gga ccc aga w ^ Leu Met L 

Met Gly Pro Arg Asn Gin Thr Ala val ber ^xu 

* 10 - Lb 
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gtg aca gag gac cca gaa ctg aag tta ate cct ttc age ctg ttc ctg 96 
Val Thr Glu Asp Pro Glu Leu Lys Leu He Pro Phe Ser Leu Phe Leu 
20 25 30 

tec atg tac ctg gtc acc ate ctg ggg aac ctg etc att etc ctg get 144 
Ser Met Tyr Leu Val Thr He Leu Gly Asn Leu Leu He Leu Leu Ala 
35 40 45 

gtc ate tct gac tec cac etc cac acc ccc atg tac ttc ctt etc ttt 192 
Val He Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Leu Leu Phe 
50 55 60 

aat etc tec ttt act gac ate tgt tta acc aca acc aca gtc cca aag 240 
Asn Leu Ser Phe Thr Asp He Cys Leu Thr Thr Thr Thr Val Pro Lys 
65 70 75 80 

ate eta gtg aac ate caa get cag aat cag agt ate act tac aca ggc 288 
He Leu Val Asn He Gin Ala Gin Asn Gin Ser He Thr Tyr Thr Gly 
85 90 95 

tgc etc acc cag ate tgt ctt gtc ttg gtt ttt get ggc ttg gaa agt 336 
Cys Leu Thr Gin lie Cys Leu Val Leu Val Phe Ala Gly Leu Glu Ser 
100 105 no 

tgc ttt ctt gca gtc atg gec tac gac cgc tat gtg gec att tgc cac 384 
Cys Phe Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

cca ctg agg tac aca gtc etc atg aat gtc cat ttc tgg ggc ttg ctg 432 
Pro Leu Arg Tyr Thr Val Leu Met Asn Val His Phe Trp Gly Leu Leu 
130 135 140 

att ctt etc tec atg ttc atg age act atg gat gec ctg gtt cag agt 480 
He Leu Leu Ser Met Phe Met Ser Thr Met Asp Ala Leu Val Gin Ser 
145 150 155 160 

ctg atg gta ttg cag ctg tec ttc tgc aaa aac gtt gaa ate cct ttg 528 
Leu Met Val Leu Gin Leu Ser Phe Cys Lys Asn Val Glu He Pro Leu 
165 170 175 

ttc ttc tgt gaa gtc gtt cag gtc ate aag etc gec tgt tct gac acc 576 
Phe Phe Cys Glu Val Val Gin Val He Lys Leu Ala Cys Ser Asp Thr 
180 185 190 

etc ate aac aac ate etc ata tat ttt gca agt agt gta ttt ggt gca 624 
Leu He Asn Asn He Leu He Tyr Phe Ala Ser Ser Val Phe Gly Ala 
195 200 205 

att cct etc tct gga ata att ttc tct tat tct caa ata gtc acc tct 672 
He Pro Leu Ser Gly He He Phe Ser Tyr Ser Gin He Val Thr Ser 
210 215 220 

gtt ctg aga atg cca tea gca aga gga aag tat aaa gcg ttt tec acc 720 
Val Leu Arg Met Pro Ser Ala Arg Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

tgt ggc tgt cac etc tct gtt ttt tec ttg ttc tat ggg aca get ttt 768 
Cys Gly Cys His Leu Ser Val Phe Ser Leu Phe Tyr Gly Thr Ala Phe 
245 250 255 

ggg gtg tac att agt tct get gtt get gag tct tec cga att act get 816 
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Gly Val Tyr He Ser Ser Ala Val Ma Glu Ser Ser Arg lie Thr Ala 
260 265 

ata act tea gtg atg tac act gtg gtc cct caa atg atg aac ccc ttc 
?S HI sir U Me? Tyr Thr Val Val Pro Gin Met Met Asn Pro Phe 
275 280 285 

=fr hac aac ctq aga aat aag gag atg aag aaa get ttg agg aaa ctt 
Tie Tyr Ser Leu Arg Asn Lys Glu Met Lys Lys Ala Leu Arg Lys Leu 
290 295 300 

att ggt agg ctg ttt cct ttt tag 
lie Gly Arg Leu Phe Pro Phe 
305 310 



<210> 


246 


<211> 


311 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


246 



Met Gly Pro Arg Asn Gin Thr Ala Val Ser Glu Phe Leu Leu Met Lys 
1 5 10 

Val Thr Glu Asp Pro Glu Leu Lys Leu lie Pro Phe Ser Leu Phe Leu 
20 25 30 

Ser Met Tyr Leu Val Thr lie Leu Gly Asn Leu Leu lie Leu Leu Ala 
35 40 45 

Val lie Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Leu Leu Phe 
50 55 60 

Asn Leu Ser Phe Thr Asp He Cys Leu Thr Thr Thr Thr Val Pro Lys 
65 70 75 

He Leu Val Asn lie Gin Ala Gin Asn Gin Ser He Thr Tyr Thr Gly 
85 90 

Cys Leu Thr Gin lie Cys Leu Val Leu Val Phe Ala Gly Leu Glu Ser 

100 105 

Cys Phe Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 * 2 ° 125 

Pro Leu Arg Tyr Thr Val Leu Met Asn Val His Phe Trp Gly Leu Leu 

130 1Jb 

He Leu Leu Ser Met Phe Met Ser Thr Met Asp Ala Leu Val Gin Ser 
145 150 155 



864 



912 



936 
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Leu Met Val Leu Gin Leu Ser Phe Cys Lys Asn Val Glu lie Pro Leu 
165 170 175 



Phe Phe Cys Glu Val Val Gin Val He Lys Leu Ala Cys Ser Asp Thr 
180 185 190 



Leu He Asn Asn He Leu He Tyr Phe Ala Ser Ser Val Phe Gly Ala 
195 200 205 



He Pro Leu Ser Gly He He Phe Ser Tyr Ser Gin He Val Thr Ser 
210 215 220 



Val Leu Arg Met Pro Ser Ala Arg Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Gly Cys His Leu Ser Val Phe Ser Leu Phe Tyr Gly Thr Ala Phe 
245 250 255 



Gly Val Tyr He Ser Ser Ala Val Ala Glu Ser Ser Arg lie Thr Ala 
260 265 270 



Val Ala Ser Val Met Tyr Thr Val Val Pro Gin Met Met Asn Pro Phe 
275 280 285 



lie Tyr Ser Leu Arg Asn Lys Glu Met Lys Lys Ala Leu Arg Lys Leu 
290 295 300 



He Gly Arg Leu Phe Pro Phe 
305 310 



<210> 247 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (933) 

<223> 



<400> 247 

atg ggc aag gaa aac tgc acc act gtg get gag ttc att etc ctt gga 

Met Gly Lys Glu Asn Cys Thr Thr Val Ala Glu Phe He Leu Leu Gly 
15 10 15 



48 



eta tea gat gtc cct gag ttg aga gtc tgc etc ttc ctg ctg ttc ctt 
Leu Ser Asp Val Pro Glu Leu Arg Val Cys Leu Phe Leu Leu Phe Leu 
20 25 30 



96 



369 
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III E £ % SS S E £ £ Si £ £ £ £ S £ 

35 40 
att ca 9 gtc age tct egg etc cac acc ccc gtg tac ttt ttc etc age 
He Gin Val Ser Ser Arg Leu His Thr Pro vai 
50 55 

t-rc tea ata att gtg cca aag 
cac ttg tec ttt gta gat ttc tgc tac tec tea a a 
His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He ^ 

70 

£ £ S £ S £ £ £ 5 £ K £ £ £ £ 35 

85 9U 

t- ac aca tqt gga gtc act gag gtc 

Zl nil tl £ £ £ £ £ Z r* & - «. v.x 

100 105 

«-„ a t fl acc tat qac cgc ttt gtg gee ate tgt aac 
£ III III III tl £ £ T* t Lp J, B- VU ». >1. cys *sn 
115 120 

- ata acc atg tct caa aag ctg cgt gtg gag ctg 

£ III £ £ £ S3 „.t Set G1 » ^ «, « V.1 01. - 

135 

130 J " i:3 

acc tct tgc tgc tac ttc tgt ggg acg gtg tgt tct ctg att cac teg 
Thr Ser Cys Cys Tyr Phe Cys Gly Thr Val Cys Ser ^ 

150 133 

Z «. act ctt . 99 .« etc ttc tat ^ tot aat jtj .« «= cac 

Ser Leu Ala Leu Arg He Leu Phe lyr «y 175 
165 x/u 

ttc ttc tgt gat eta ecc cct etc eta agt ctt get tgc tct gat gtc 
Phe Phe Cys Asp Leu Pro Pro Leu Leu Ser Leu y 
180 185 

*. nr rta ata qcc act ttg aat gag agt 

act gtg aat gag aca ctg ctg ttc ctg gtg g ^ ^ ^ 

Thr Val Asn Glu Thr Leu Leu Phe Leu Val Ala T ^ 

£ S £ £ £ S £ £ £ - 2 £ £ £ S S 

210 215 
atc ctg aag .f =ac tct jo. gjj «c a f »= J=t ttc tec .cc 

He Leu Lys He His Ser Ala Glu Ser Arg his y 24Q 

230 

245 Ab 

E S £ £ 5 £ £ £ S £ £ 5 S i - - 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 
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gtg gee acc gtg ttc tac aca gtt gtg att ccc atg ctg aac ccc ctg 864 

Val Ala Thr Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age ctg aga aat aag gat gtg aac aaa get etc aga aaa gtg 912 

He Tyr Ser Leu Arg Asn Lys Asp Val Asn Lys Ala Leu Arg Lys Val 
290 295 300 

atg ggc tec aaa att cac tec tag 936 

Met Gly Ser Lys He His Ser 
305 310 



<210> 248 

<211> 311 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 248 

Met Gly Lys Glu Asn Cys Thr Thr Val Ala Glu Phe He Leu Leu Gly 
15 10 15 



Leu Ser Asp Val Pro Glu Leu Arg Val Cys Leu Phe Leu Leu Phe Leu 
20 25 30 



Leu He Tyr Gly Val Thr Leu Leu Ala Asn Leu Gly Met Thr Ala Leu 
35 40 45 



He Gin Val Ser Ser Arg Leu His Thr Pro Val Tyr Phe Phe Leu Ser 
50 55 60 



His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He He Val Pro Lys 
65 70 75 80 



Met Leu Ala Asn lie Phe Asn Lys Asp Lys Ala He Ser Phe Leu Gly 
85 90 95 



Cys Met Val Gin Phe Tyr Leu Phe Cys Thr Cys Gly Val Thr Glu Val 
100 105 110 



Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys Asn 
115 120 125 



Pro Leu Leu Tyr Met Val Thr Met Ser Gin Lys Leu Arg Val Glu Leu 
130 135 140 



Thr Ser Cys Cys Tyr Phe Cys Gly Thr Val Cys Ser Leu He His Ser 
145 150 155 160 



Ser Leu Ala Leu Arg He Leu Phe Tyr Arg Ser Asn Val lie Asn His 
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165 



Ser Leu Ala Cys Ser Asp Val 

UCU r-J-w *. j- w — — 

180 



Phe Phe Cys Asp Leu Pro Pro Leu Leu ^ 



Thr Val Asn Glu Thr Leu Leu Phe Leu Val Ala Thr Leu Aan Glu Ser 
195 200 205 

1 Thr lie Met He lie Leu Thr Ser Tyr Leu Leu lie Leu Thr Thr 



Va " "~ " , 15 220 

210 



lie Leu Lys He His Ser Ala Glu Ser Arg His Lys Ala Phe Ser Thr 



225 



230 



Cys Ala Ser His Leu Thr Ala He Thr Val Ser His Gly Thr lie Leu 

245 250 

Tyr lie Tyr Cys Arg Pro Ser Ser Gly Asn Ser Gly Asp Val Asp Lys 

260 265 

val Ala Thr Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 

„e Tyr Ser Leu Arg Asn Lys Asp Val Asn Lys Ala Leu Arg Lys Val 



290 295 



Met Gly Ser Lys lie His Ser 



305 



310 



<210> 249 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - • (939) 

<223> 



22 2 £ S S 2 2 = S = 2 2 2 2 2 " 



10 



S5 2 2 s s 2 s 2 2 2 2 2 2 2 2 2 



20 25 



ctq gcc ate tac aat gtc act gtg eta ggg aat att ggg ttg att gtg 
III Ala lie Tyr Asn Val Thr Val Leu Gly Asn He Gly Leu He Val 



96 



144 
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35 

ate ate aaa 
lie lie Lys 
50 

age caa etc 
Ser Gin Leu 
65 

aag atg ttg 
Lys Met Leu 



gga tgc gta 
Gly Cys Val 



tec ttt tta 
Ser Phe Leu 
115 

aac cct ctg 
Asn Pro Leu 
130 

ctg gtt gtg 
Leu Val Val 
145 

acg tgc tct 
Thr Cys Ser 



cac ttc ttc 
His Phe Phe 



act tac ate 
Thr Tyr lie 
195 

ate age aca 
lie Ser Thr 
210 

acc ate etc 
Thr lie Leu 
225 

acc tgt gec 
Thr Cys Ala 



etc ttc ctt 
Leu Phe Leu 



aaa gtg gee 
Lys Val Ala 
275 



ate aac ccc 
lie Asn Pro 



tec ttt gtg 
Ser Phe Val 
70 

gtg aac ctt 
Val Asn Leu 
85 

gta caa ttc 
Val Gin Phe 
100 

tta get gtg 
Leu Ala Val 



etc tac aca 
Leu Tyr Thr 



gga tec tat 
Gly Ser Tyr 
150 

get tta aag 
Ala Leu Lys 
165 

tgt gag ttc 
Cys Glu Phe 
180 

aac cag tgg 
Asn Gin Trp 



eta etc ate 
Leu Leu He 



aag atg cgt 
Lys Met Arg 
230 

tec cac ctg 
Ser His Leu 
245 

tac tgt gtg 
Tyr Cys Val 
260 

tct gtg ttt 
Ser Val Phe 



40 

aaa ctg cat 
Lys Leu His 
55 

gat ttc tgc 
Asp Phe Cys 



gtt gtc aaa 
Val Val Lys 



ttt ttc ttc 
Phe Phe Phe 
105 

atg gec tat 
Met Ala Tyr 
120 

gtt aac atg 
Val Asn Met 
135 

gec tgg gga 
Ala Trp Gly 



tta tgt ttt 
Leu Cys Phe 



tec tea eta 
Ser Ser Leu 
185 

ctg eta ttc 
Leu Leu Phe 
200 

gtt etc aca 
Val Leu Thr 
215 

tea gtc agt 
Ser Val Ser 



act gec ate 
Thr Ala He 



ccc aac tec 
Pro Asn Ser 
265 

tac acc gtg 
Tyr Thr Val 
280 



acc ccc atg 
Thr Pro Met 
60 

tat tec tec 
Tyr Ser Ser 
75 

gac aga acc 
Asp Arg Thr 
90 

tgt acc ttt 
Cys Thr Phe 



gac cgc ttc 
Asp Arg Phe 



tec cag aaa 
Ser Gin Lys 
140 

gtc tea tgt 
Val Ser Cys 
155 

cat ggt ttc 
His Gly Phe 
170 

etc tec ctt 
Leu Ser Leu 



ttt ctt gec 
Phe Leu Ala 



tct tat gcg 
Ser Tyr Ala 
220 

999 C 9 C C 9 C 
Gly Arg Arg 
235 

acc ate ttc 
Thr He Phe 
250 

aaa aac tec 
Lys Asn Ser 



gtg ate ccc 
Val He Pro 



45 

tac ttt ttc 
Tyr Phe Phe 



ate att get 
He He Ala 



att tea ttt 
He Ser Phe 
95 

gtg gtc act 
Val Val Thr 
110 

gtg gee att 
Val Ala He 
125 

etc tgc gtg 
Leu Cys Val 



tec ttg gaa 
Ser Leu Glu 



aac aca ate 
Asn Thr He 
175 

tct tgc tct 
Ser Cys Ser 
190 

acc ttt aat 
Thr Phe Asn 
205 

ttc att gtt 
Phe He Val 



aaa gee ttc 
Lys Ala Phe 



cat ggc acc 
His Gly Thr 
255 

agg cac aca 
Arg His Thr 
270 

atg ttg aat 
Met Leu Asn 
285 



etc 192 
Leu 



ccc 240 

Pro 

80 

tta 288 
Leu 



gaa 336 
Glu 



tgc 384 
Cys 



ctg 432 
Leu 



ctg 480 

Leu 

160 

aat 528 
Asn 



gat 576 
Asp 



gaa 624 
Glu 



gta 672 
Val 



tec 720 

Ser 

240 

ate 768 
He 



gtc 816 
Val 



ccc 864 
Pro 
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s's s s a s =s s: s ss s g s s s K 



290 



295 



ata ctg gac acc aaa gtc ttc tct tac tga 
He Leu Asp Thr Lys Val Phe Ser Tyr 
305 310 



<210> 250 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 250 



Met Leu Leu Thr Asp Arg Asn Thr Ser Gly Thr Thr Phe Thr Leu Leu 
1 5 1° 

Gly Phe Ser Asp Tyr Pro Glu Leu Gin Val Pro Leu Phe Leu Val Phe 

20 25 

Leu Ala He Tyr Asn Val Thr Val Leu Gly Asn He Gly Leu He Val 
35 40 45 

lie lie Lys lie Asn Pro Lys Leu His Thr Pro Met Tyr Phe Phe Leu 
50 " 60 

Ser Gin Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He lie Ala Pro 
65 70 75 

Lys Met Leu Val Asn Leu Val Val Lys Asp Arg Thr lie Ser Phe Leu 

85 90 

3ly Cys Val Val Gin Phe Phe Phe Phe Cys Thr Phe Val Val Thr Glu 

100 105 

Ser Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 
115 120 125 



Asn Pro Leu Leu Tyr Thr Val Asn Met Ser Gin Lys Leu Cys Val Leu 

IOC J-^ U 

130 

Leu val Val Gly Ser Tyr Ala Trp Gly Val Ser Cys Ser Leu Glu Leu 
145 150 155 

Thr Cys Ser Ala Leu Lys Leu Cys Phe His Gly Phe Asn Thr He Asn 



912 



942 



165 l" 70 
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His Phe Phe Cys Glu Phe Ser Ser Leu Leu Ser Leu Ser Cys Ser Asp 
180 185 190 



Thr Tyr lie Asn Gin Trp Leu Leu Phe Phe Leu Ala Thr Phe Asn Glu 
195 200 205 



lie Ser Thr Leu Leu lie Val Leu Thr Ser Tyr Ala Phe lie Val Val 
210 215 220 



Thr lie Leu Lys Met Arg Ser Val Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ala Ser His Leu Thr Ala lie Thr lie Phe His Gly Thr lie 
245 250 255 



Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Asn Ser Arg His Thr Val 
260 265 270 



Lys Val Ala Ser Val Phe Tyr Thr Val Val lie Pro Met Leu Asn Pro 
275 280 285 



Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Thr Val Thr Glu 
290 295 300 



lie Leu Asp Thr Lys Val Phe Ser Tyr 
305 310 



<210> 251 

<211> 987 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (984) 

<223> 



<400> 251 

atg ttt ctg aca gag aga aat acg aca tct gag gcc aca ttc act etc 48 

Met Phe Leu Thr Glu Arg Asn Thr Thr Ser Glu Ala Thr Phe Thr Leu 

15 10 15 

ttg ggc ttc tea gat tac ctg gaa ctg caa att ccc etc ttc ttt gta 96 

Leu Gly Phe Ser Asp Tyr Leu Glu Leu Gin lie Pro Leu Phe Phe Val 
20 25 30 

ttt ctg gca gtc tac ggc ttc agt gtg gta ggg aat ctt ggg atg ata 144 

Phe Leu Ala Val Tyr Gly Phe Ser Val Val Gly Asn Leu Gly Met lie 
35 40 45 

gtg ate ate aaa att aac cca aaa ttg cat acc ccc atg tat ttt ttc 192 



375 
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Val He lie Lys He Asn Pro Lys Leu His Thr Pro Met Tyr Phe Phe 

6 0 



PCT/BE01/00162 



50 



55 



etc aac cac etc tec ttt gtg gat ttc tgc tat tec tec ate att get 
u Asn His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser lie He Ala 
70 75 80 



65 



ccc atg atg ctg gtg aac ctg gtt gta gaa gat aga acc att tea ttc 
Pro Met Me? Leu Val Asn Leu Val Val Glu Asp Arg Thr lie Ser Phe 



85 



90 95 



tea qqa tgt ttg gtg caa ttc ttt ttc ttt tgc acc ttt gta gtg act 
III Ily Cys Leu vl Gin Phe Phe Phe Phe Cys Thr Phe Val Val Thr 



100 



gaa tta att eta ttt gcg gtg atg gec tat gac cac ttt gtg gec att 
Glu Leu lie Leu Phe Ala Val Met Ala Tyr Asp His Phe Val Ala lie 

120 125 



115 



tqc aat cct ctg etc tac aca gtt gee ate tec cag aaa etc tgt gee 
CVS Asn Pro Leu Leu Tyr Thr Val Ala lie Ser Gin Lys Leu Cys Ala 

135 140 



130 



atq ctq gtg gtt gta ttg tat gca tgg gga gtc gca tgt tec ctg aca 
Me? Leu Val Val Val Leu Tyr Ala Trp Gly Val Ala Cys Ser Leu Thr 



145 



150 



etc gcg tgc tct get tta aag tta tct ttt eat ggt ttc aac aca ate 
Leu 111 Cys Ser Ala Leu Lys Leu Ser Phe His Gly Phe Asn Thr He 



165 "0 



aat cat ttc ttc tgt gag tta tec tec ctg ata tea etc tct tac cct 
Asn His Phe Phe Cys Glu Leu Ser Ser Leu lie Ser Leu Ser Tyr Pro 



180 185 



aac tct tat etc age cag ttg ctt ctt ttc act gtt gec act ttt aat 
Asp Ser Tyr Leu Ser Gin Leu Leu Leu Phe Thr Val Ala Thr Phe Asn 



195 200 



gag ata age aca eta etc ate att ctg aca tct tat gca ttc ate att 
Glu lie Ser Thr Leu Leu lie He Leu Thr Ser Tyr Ala Phe He He 



210 215 



220 



at-r acc acc ttq aag atg cct tea gec agt ggg cac cgc aaa gtc ttc 
? Thr S Leu LyI Me? Pro Ser Ala Ser Gly His Arg Lys Val Phe 
225 230 235 240 

tec acc tgt gee tec cac ctg act gee ate acc ate ttc cat ggc acc 
Ser Thr Cys Ala Ser His Leu Thr Ala He Thr He Phe Hi. Gly Thr 

250 255 



245 



ate etc ttc etc tac tgt gta ccc aac tec aaa aac tec agg cac aca 
He Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Asn Ser Arg His Thr 

265 270 



260 



ate aaa gtg gee tct gtg ttt tac acc gtg gtg ate ccc ttg ttg aat 
val Lys Vaf La Ser Va! Phe Tyr Thr Val Val He Pro Leu Leu Asn 

280 285 



275 



ccc ctg ate tac agt ctg aga aat aaa gat gtt aag gat gca ate cga 
Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala He Arg 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



376 
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290 295 300 

aaa ata ate aat aca aaa tat ttt cat att aaa cat agg cat tgg tat 960 

Lys lie lie Asn Thr Lys Tyr Phe His lie Lys His Arg His Trp Tyr 

305 310 315 320 

cca ttt aat ttt gtt att gaa caa taa 987 

Pro Phe Asn Phe Val lie Glu Gin 
325 



<210> 252 

<211> 328 

<212> PRT 

<213> Homo Sapiens 

<400> 252 

Met Phe Leu Thr Glu Arg Asn Thr Thr Ser Glu Ala Thr Phe Thr Leu 
15 10 15 



Leu Gly Phe Ser Asp Tyr Leu Glu Leu Gin lie Pro Leu Phe Phe Val 
20 25 30 



Phe Leu Ala Val Tyr Gly Phe Ser Val Val Gly Asn Leu Gly Met lie 
35 40 45 



Val lie lie Lys lie Asn Pro Lys Leu His Thr Pro Met Tyr Phe Phe 
50 55 60 



Leu Asn His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser lie lie Ala 
65 70 75 BO 



Pro Met Met Leu Val Asn Leu Val Val Glu Asp Arg Thr lie Ser Phe 
85 90 95 



Ser Gly Cys Leu Val Gin Phe Phe Phe Phe Cys Thr Phe Val Val Thr 
100 105 110 



Glu Leu lie Leu Phe Ala Val Met Ala Tyr Asp His Phe Val Ala lie 
115 120 125 



Cys Asn Pro Leu Leu Tyr Thr Val Ala lie Ser Gin Lys Leu Cys Ala 
130 135 140 



Met Leu Val Val Val Leu Tyr Ala Trp Gly Val Ala Cys Ser Leu Thr 
145 150 155 160 



Leu Ala Cys Ser Ala Leu Lys Leu Ser Phe His Gly Phe Asn Thr lie 
165 170 175 
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Asn His Phe Phe Cys Glu Leu Ser Ser Leu lie Ser Leu Ser Tyr Pro 
180 185 190 

Asp Ser Tyr Leu Ser Gin Leu Leu Leu Phe Thr Val Ala Thr Phe Asn 
!95 200 205 

Glu He Ser Thr Leu Leu He lie Leu Thr Ser Tyr Ala Phe He He 
210 215 220 

Val Thr Thr Leu Lys Met Pro Ser Ala Ser Gly His Arg Lys Val Phe 
225 230 235 240 

Ser Thr Cys Ala Ser His Leu Thr Ala He Thr He Phe His Gly Thr 
245 250 255 

He Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Asn Ser Arg His Thr 
260 265 270 

Val Lys Val Ala Ser Val Phe Tyr Thr Val Val He Pro Leu Leu Asn 
275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala He Arg 
290 295 300 

Lys He He Asn Thr Lys Tyr Phe His He Lys His Arg His Trp Tyr 
305 310 315 320 



Pro Phe Asn Phe Val He Glu Gin 
325 



<210> 253 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - . (942) 

<223> 



<400> 253 

atg atg gca tct gaa aga aat caa age age aca ccc 



act ttt att etc 48 



Met Met Ala Ser Glu Arg Asn Gin Ser Ser Thr Pro Thr Phe He Leu 



1 



10 i* 



ttg ggt ttt tea gaa tac cca gaa ate eag gtt cca etc ttt ctg gtt 
Leu Gly Phe Ser Glu Tyr Pro Glu He Gin Val Pro Leu Phe Leu Val 
20 25 30 



96 



378 
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ttc ttg ttc 
Phe Leu Phe 
35 

ata ate ate 
He He He 
50 

ctt agt cac 
Leu Ser His 
65 

cct aaa ctg 
Pro Lys Leu 



tct ggt tgc 
Ser Gly Cys 



gaa act ttc 
Glu Thr Phe 
115 

tgt aaa ccc 
Cys Lys Pro 
130 

ctt ctg gtg 
Leu Leu Val 
145 

etc aca tat 
Leu Thr Tyr 



aat aat ttt 
Asn Asn Phe 



gac ccc tat 
Asp Pro Tyr 
195 

9^g gtg age 
Glu Val Ser 
210 

act acc att 
Thr Thr He 
225 

tec acc tgt 
Ser Thr Cys 



ate ctt ttc 
He Leu Phe 



gtt aca gtg 



gtc tac aca 
Val Tyr Thr 



aga etc aat 
Arg Leu Asn 



ttg tec ttg 
Leu Ser Leu 

70 

ttg gag aac 
Leu Glu Asn 
85 

ate atg caa 
He Met Gin 
100 

atg tta gca 
Met Leu Ala 



ttg ctg tat 
Leu Leu Tyr 



get ggg tec 
Ala Gly Ser 
150 

ttt ctt ctt 
Phe Leu Leu 
165 

ate tgt gac 
He Cys Asp 
180 

ate age cag 
He Ser Gin 



age eta att 
Ser Leu He 



atg aag atg 
Met Lys Met 
230 

gee tec cac 
Ala Ser His 
245 

ctt tac tgt 
Leu Tyr Cys 
260 

get tct gtg 



gtc act gta 
Val Thr Val 
40 

tea aaa etc 
Ser Lys Leu 
55 

aca gac ttc 
Thr Asp Phe 



ttg gtt gtg 
Leu Val Val 



ttt tgt ttt 
Phe Cys Phe 
105 

gcg atg get 
Ala Met Ala 
120 

acc act att 
Thr Thr He 
135 

tat aca tgg 
Tyr Thr Trp 



gac tta teg 
Asp Leu Ser 



cac tct gta 
His Ser Val 
185 

agg eta tgc 
Arg Leu Cys 
200 

ate att ctg 
He He Leu 
215 

cga tct gca 
Arg Ser Ala 



ctg aca gee 
Leu Thr Ala 



gtt cct aat 
Val Pro Asn 
265 

ttt tac aca 



gtg ggg aac 
Val Gly Asn 



cat aca ate 
His Thr He 
60 

tgt ttt tec 
Cys Phe Ser 
75 

gaa tac aga 
Glu Tyr Arg 
90 

get tgc att 
Ala Cys He 



tat gac cgt 
Tyr Asp Arg 



atg tct cag 
Met Ser Gin 
140 

ggg ata gtg 
Gly He Val 
155 

ttt tgt gaa 
Phe Cys Glu 
170 

att gtt tct 
He Val Ser 



ttt att att 
Phe He He 



aca tea tat 
Thr Ser Tyr 
220 

agt ggg cgc 
Ser Gly Arg 
235 

ate act ate 
He Thr He 
250 

cct aaa act 
Pro Lys Thr 



gtg gcg att 



ttg ggc atg 
Leu Gly Met 
45 

atg tgc ttt 
Met Cys Phe 



act gta gtt 
Thr Val Val 



acc ate tct 
Thr He Ser 
95 

ttt gga gtg 
Phe Gly Val 
110 

ttt gtg gca 
Phe Val Ala 
125 

aag etc tgt 
Lys Leu Cys 



tgc tec ctg 
Cys Ser Leu 



tct acc ttc 
Ser Thr Phe 
175 

gee tec tac 
Ala Ser Tyr 
190 

gec ata ttc 
Ala He Phe 
205 

atg ctt att 
Met Leu He 



cag aaa act 
Gin Lys Thr 



ttc cat gga 
Phe His Gly 
255 

tct age etc 
Ser Ser Leu 
270 

cca atg ctg 



ata 144 
He 



ttc 192 
Phe 



aca 240 

Thr 

80 

ttc 288 
Phe 



aca 336 
Thr 



gtt 384 
Val 



get 432 
Ala 



ata 480 

He 

160 

ata 528 
He 



tea 576 
Ser 



aat 624 
Asn 



ttc 672 
Phe 



ttc 720 

Phe 

240 

act 768 
Thr 



ata 816 
He 



aac 864 
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Val Thr Val Ala Ser Val Phe Tyr Thr Val Ala He Pro Met Leu Asn 
275 280 285 

cca ttg ate tac age ctt agg aac aaa gat ate aat aac atg ttt gaa 
Pro Leu He Tyr Ser Leu Arg Asn Lys Asp He Asn Asn Met Phe Glu 
290 295 300 

aaa tta gtt gtc acc aaa ttg att tac cac tga 
Lys Leu Val Val Thr Lys Leu He Tyr His 

310 



305 




<210> 


254 


<211> 


314 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


254 



Met Met Ala Ser Glu Arg Asn Gin Ser Ser Thr Pro Thr Phe He Leu 
15 10 15 



Leu Gly Phe Ser Glu Tyr Pro Glu He Gin Val Pro Leu Phe Leu Val 
20 25 30 



Phe Leu Phe Val Tyr Thr Val Thr Val Val Gly Asn Leu Gly Met He 
35 40 45 



He He He Arg Leu Asn Ser Lys Leu His Thr He Met Cys Phe Phe 
50 55 60 



Leu Ser His Leu Ser Leu Thr Asp Phe Cys Phe Ser Thr Val Val Thr 
65 70 75 80 

Pro Lys Leu Leu Glu Asn Leu Val Val Glu Tyr Arg Thr He Ser Phe 
85 90 95 



Ser Gly Cys He Met Gin Phe Cys Phe Ala Cys He Phe Gly Val Thr 
100 105 HO 



Glu Thr Phe Met Leu Ala Ala Met Ala Tyr Asp Arg Phe Val Ala Val 
115 120 125 



Cys Lys Pro Leu Leu Tyr Thr Thr He Met Ser Gin Lys Leu Cys Ala 
130 135 140 

Leu Leu Val Ala Gly Ser Tyr Thr Trp Gly He Val Cys Ser Leu He 

145 150 155 160 



Leu Thr Tyr Phe Leu Leu Asp Leu Ser Phe Cys Glu Ser Thr Phe He 
165 170 175 



912 



945 



380 
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Asn Asn Phe lie Cys Asp His Ser Val lie Val Ser Ala Ser Tyr Ser 
180 185 190 



Asp Pro Tyr lie Ser Gin Arg Leu Cys Phe lie lie Ala lie Phe Asn 
195 200 205 



Glu Val Ser Ser Leu lie lie lie Leu Thr Ser Tyr Met Leu lie Phe 
210 215 220 



Thr Thr lie Met Lys Met Arg Ser Ala Ser Gly Arg Gin Lys Thr Phe 
225 230 235 240 



Ser Thr Cys Ala Ser His Leu Thr Ala lie Thr lie Phe His Gly Thr 
245 250 255 



lie Leu Phe Leu Tyr Cys Val Pro Asn Pro Lys Thr Ser Ser Leu lie 
260 265 270 



Val Thr Val Ala Ser Val Phe Tyr Thr Val Ala lie Pro Met Leu Asn 
275 280 285 



Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp lie Asn Asn Met Phe Glu 
290 295 300 



Lys Leu Val Val Thr Lys Leu lie Tyr His 
305 310 



<210> 255 

<211> 945 

<212> DNA 

<213> Homo Sapiens 



<:220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 255 

atg atg atg gtt tta agg aat ctg age atg gag ccc acc ttt gec ctt 48 

Met Met Met Val Leu Arg Asn Leu Ser Met Glu Pro Thr Phe Ala Leu 
15 10 15 

tta ggt ttc aca gat tac cca aag ctt cag att cct etc ttc ctt gtg 96 

Leu Gly Phe Thr Asp Tyr Pro Lys Leu Gin lie Pro Leu Phe Leu Val 
20 25 30 

ttt ctg etc atg tat gtt ate aca gtg gta gga aac ctt ggg atg ate 144 

Phe Leu Leu Met Tyr Val He Thr Val Val Gly Asn Leu Gly Met He 
35 40 45 
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ata ata ate aag att aac ccc aaa ttt cac act cct atg tac ttt ttc 
lie He He Lys He Asn Pro Lys Phe His Thr Pro Met Tyr Phe Phe 
50 55 60 

ctt agt cac etc tct ttt gtt gat ttt tgt tac tct tec att gtc act 
Leu Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He Val Thr 



65 70 



75 SO 



ccc aag ctg ctt gag aac ttg gta atg gca gat aaa age ate ttc tac 
Pro Lys Leu Leu Glu Asn Leu Val Met Ala Asp Lys Ser He Phe Tyr 



85 



90 95 



ttt age tgc atg atq cag tac ttc ctg tec tgc act get gtg gtg aca 
Phe Ser Cys Met Met Gin Tyr Phe Leu Ser Cys Thr Ala Val Val Thr 



100 



105 HO 



gag tct ttc ttg ctg gca gtg atg gec tat gac cgc ttt gtg gee ate 
Glu Ser Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He 



115 



120 125 



tgc aat cct ctg ctt tat aca gtg gec atg tea cag agg etc tgt gee 
Cys Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Arg Leu Cys Ala 

135 140 



130 



ctg ctg gtg get ggg tea tat etc tgg ggc atg ttt ggc ccc ttg gta 
Leu Leu Val Ala Gly Ser Tyr Leu Trp Gly Met Phe Gly Pro Leu Val 



145 150 



155 160 



etc ctt tgt tat get etc egg tta aac ttc tct gga cct aat gta ate 
Leu Leu Cys Tyr Ala Leu Arg Leu Asn Phe Ser Gly Pro Asn Val He 
165 170 175 

aac cac ttc ttt tgt gag tat act get etc ate tct gtg tct ggc tct 
Asn His Phe Phe Cys Glu Tyr Thr Ala Leu He Ser Val Ser Gly Ser 
180 185 190 

gat ata etc ate ccc cac ctg ctg ctt ttc age ttc gec acc ttc aat 
Asp He Leu He Pro His Leu Leu Leu Phe Ser Phe Ala Thr Phe Asn 
195 200 205 

gag atg tgt aca eta ctg ate ate etc act tec tat gtt ttc att ttt 
Glu Met Cys Thr Leu Leu He He Leu Thr Ser Tyr Val Phe He Phe 
210 215 220 

gtg act gta eta aaa ate cgt tct gtt agt ggg cgc cac aaa gec ttc 
Val Thr Val Leu Lys He Arg Ser Val Ser Gly Arg His Lys Ala Phe 
225 230 235 240 

tec acc tgg gec tec cac ctg act tct ate acc ate ttc cat ggg acc 
Ser Thr Trp Ala Ser His Leu Thr Ser He Thr He Phe His Gly Thr 
245 250 255 

ate ctt ttc ctt tac tgt gta ccc aac tec aaa aac tct egg caa aca 
He Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Asn Ser Arg Gin Thr 
260 265 270 

gtc aaa gtg gec tct gta ttt tac aca gtt gtc aac ccc atg ctg aac 
Val Lys Val Ala Ser Val Phe Tyr Thr Val Val Asn Pro Met Leu Asn 
275 280 285 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



382 
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cct 
Pro 


ctg 
Leu 
290 


ate 
lie 


tac 
Tyr 


age 
Ser 


eta 
Leu 


agg 
Arg 
295 


aat 
Asn 


aaa 
Lys 


gac 
Asp 


gtg 
Val 


aag 
Lys 
300 


gat 
Asp 


get 
Ala 


ttc 
Phe 


tgg 
Trp 


aag 
Lys 
305 


tta 
Leu 


ata 
He 


cat 
His 


aca 
Thr 


caa 
Gin 
310 


gtt 
Val 


cca 
Pro 


ttt 
Phe 


cac 
His 


tga 












<210> 
<211> 
<212> 
<213> 


256 
314 
PRT 
Homo 


Sapiens 
























<400> 


256 




























Met 
1 


Met 


Met 


Val 


Leu 
5 


Arg 


Asn 


Leu 


Ser 


Met 
10 


Glu 


Pro 


Thr 


Phe 


Ala 
15 


Leu 


Leu 


Gly 


Phe 


Thr 
20 


Asp 


Tyr 


Pro 


Lys 


Leu 
25 


Gin 


He 


Pro 


Leu 


Phe 
30 


Leu 


Val 


Phe 


Leu 


Leu 
35 


Met 


Tyr 


Val 


He 


Thr 
40 


Val 


Val 


Gly 


Asn 


Leu 
45 


Gly 


Met 


He 


lie 


lie 
50 


He 


Lys 


He 


Asn 


Pro 
55 


Lys 


Phe 


His 


Thr 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 
65 


Ser 


His 


Leu 


Ser 


Phe 
70 


Val 


Asp 


Phe 


Cys 


Tyr 
75 


Ser 


Ser 


He 


Val 


Thr 
80 


Pro 


Lys 


Leu 


Leu 


Glu 
85 


Asn 


Leu 


Val 


Met 


Ala 
90 


Asp 


Lys 


Ser 


He 


Phe 
95 


Tyr 


Phe 


Ser 


Cys 


I V JCU 

100 


Me c 


Gin 


Tyr 


Phe 


Leu 
105 


Ser 


Cys 


Thr 


Ala 


Val 
110 


Val 


Thr 


Glu 


Ser 


Phe 
115 


Leu 


Leu 


Ala 


Val 


Met 
120 


Ala 


Tyr 


Asp 


Arg 


Phe 
125 


Val 


Ala 


He 


Cys 


Asn 
130 


Pro 


Leu 


Leu 


Tyr 


Thr 
135 


Val 


Ala 


Met 


Ser 


Gin 
140 


Arg 


Leu 


Cys 


Ala 


Leu 
145 


Leu 


Val 


Ala 


Gly 


Ser 
150 


Tyr 


Leu 


Trp 


Gly 


Met 
155 


Phe 


Gly 


Pro 


Leu 


Val 
160 


Leu 


Leu 


Cys 


Tyr 


Ala 
165 


Leu 


Arg 


Leu 


Asn 


Phe 
170 


Ser 


Gly 


Pro 


Asn 


Val 
175 


He 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


Tyr 


Thr 


Ala_ 


Leu 


He 


Ser 


Val 


Ser 


Gly 


Ser 
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180 



185 1^0 



Asp He Leu He Pro His Leu Leu Leu Phe Ser Phe Ala Thr Phe Asn 
195 200 205 

Glu Met Cys Thr Leu Leu He He Leu Thr Ser Tyr Val Phe He Phe 
210 215 220 

Val Thr Val Leu Lys He Arg Ser Val Ser Gly Arg His Lys Ala Phe 
225 230 235 240 

Ser Thr Trp Ala Ser His Leu Thr Ser He Thr He Phe His Gly Thr 
245 250 255 

He Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Asn Ser Arg Gin Thr 
260 265 270 



Val Lys Val Ala Ser Val Phe Tyr Thr Val Val Asn Pro Met Leu Asn 
275 280 285 



Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Phe Trp 
290 295 300 



Lys Leu He His Thr Gin Val Pro Phe His 
305 310 



<210> 257 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 257 

atg gag age ccc aat caa acc acc att cag gag ttt ate ttc tec get 
Met Glu Ser Pro Asn Gin Thr Thr He Gin Glu Phe He Phe Ser Ala 
15 1° 15 

ttc cct tat tec tgg gtt aag tct gtt gtc tgc ttt gtt cca ctg etc 
Phe Pro Tyr Ser Trp Val Lys Ser Val Val Cys Phe Val Pro Leu Leu 
20 25 30 

ttc ate tat get ttc att gtt gtt gga aac ctg gtc ate ate aca gtg 
Phe He Tyr Ala Phe He Val Val Gly Asn Leu Val He He Thr Val 
35 40 45 

gtc cag ttg aat act cac etc cac act ccc atg tat act ttt ate agt 
Val Gin Leu Asn Thr His Leu His Thr Pro Met Tyr Thr Phe He Ser 



48 



96 



144 



192 
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50 

get ctt tct 
Ala Leu Ser 
65 

atg ctg tct 
Met Leu Ser 



etc ctg cag 
Leu Leu Gin 



etc ttg aca 
Leu Leu Thr 
115 

ctt cat tat 
Leu His Tyr 
130 

tta agt tgc 
Leu Ser Cys 
145 

tgg ate tct 
Trp lie Ser 



ttc tgt gac 
Phe Cys Asp 



gee ate gtc 
Ala lie Val 
195 

att aca get 
lie Thr Ala 
210 

gta att eta 
Val He Leu 
225 

acg tgt gtc 
Thr Cys Val 



act etc atg 
Thr Leu Met 



ata gec att 
He Ala He 
275 

att ate tat 
He lie Tyr 
290 



ttt ctg gag 
Phe Leu Glu 
70 

age ctg ctt 
Ser Leu Leu 
85 

atg tat ttc 
Met Tyr Phe 
100 

gtt atg gee 
Val Met Ala 



ccc tct ate 
Pro Ser He 



tgt gtt tgt 
Cys Val Cys 
150 

aca ctg cca 
Thr Leu Pro 
165 

ttc etc cca 
Phe Leu Pro 
180 

atg att cag 
Met He Gin 



gtg atg etc 
Val Met Leu 



cgt att cat 
Arg He His 
230 

tct cac ttc 
Ser His Phe 
245 

tac eta cgc 
Tyr Leu Arg 
260 

get ctg gec 
Ala Leu Ala 



age ctg agg 
Ser Leu Arg 



55 

att tgg tat 
lie Trp Tyr 



agt gag agg 
Ser Glu Arg 



ttc cat tec 
Phe His Ser 
105 

ttt gac cac 
Phe Asp His 
120 

atg acc ccc 
Met Thr Pro 
135 

ggc ttt ate 
Gly Phe He 



ttt tgt ggt 
Phe Cys Gly 



gtg ctg cgt 
Val Leu Arg 
185 

gta gtg gat 
Val Val Asp 
200 

ate ttc atg 
He Phe Met 
215 

tea get gga 
Ser Ala Gly 



att gtc ttt 
lie Val Phe 



ttc tct gee 
Phe Ser Ala 
265 

ttt gca gtt 
Phe Ala Val 
280 

aat aaa gaa 
Asn Lys Glu 
295 



60 

acc aca gec 
Thr Thr Ala 
75 

age att tec 
Ser He Ser 
90 

sec ggc ate 
Thr Gly He 



tac ctg gee 
Tyr Leu Ala 



aag eta tgt 
Lys Leu Cys 
140 

aca ccc gtt 
Thr Pro Val 
155 

teg aat cac 
Ser Asn His 
170 

ctg gee tgc 
Leu Ala Cys 



gtc att cat 
Val He His 



tec tac gat 
Ser Tyr Asp 
220 

ggc cgc cgc 
Gly Arg Arg 
235 

teg etc ttc 
Ser Leu Phe 
250 

acc tac tct 
Thr Tyr Ser 



ttg tct ccc 
Leu Ser Pro 



ata aaa gaa 
He Lys Glu 
300 



aca ate cca 
Thr He Pro 



ttc aat ggt 
Phe Asn Gly 
95 

tgt gag gtg 
Cys Glu Val 
110 

ata tgc age 
He Cys Ser 
125 

acc caa ctg 
Thr Gin Leu 



cct gag att 
Pro Glu He 



ctt gaa cat 
Leu Glu His 
175 

aca gac aca 
Thr Asp Thr 
190 

gca gtg gag 
Ala Val Glu 
205 

ggt att gtg 
Gly lie Val 



aca gca ttt 
Thr Ala Phe 



ttt ggc agt 
Phe Gly Ser 
255 

ttg ttc tgg 
Leu Phe Trp 
270 

ttc ttc aac 
Phe Phe Asn 
285 

get ata aaa 
Ala He Lys 



aag 240 

Lys 

80 

tgt 288 
Cys 



tgt 336 
Cys 



cct 384 
Pro 



act 432 
Thr 



gee 480 

Ala 

160 

ate 528 
He 



cga 576 
Arg 



att 624 
He 



get 672 
Ala 



tec 720 

Ser 

240 

gtg 768 
Val 



gat 816 
Asp 



ccc 864 
Pro 



aag 912 
Lys 



385 
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ac ata got caa get aag ata ttt ttt tec gta aga cca ggg aec tea 
is He fly Qln Ala Lys lie Phe Pha Ser Val Arg Pro Gly Thr Ser 
^ 310 315 



c 
H 

305 



agt aag ata ttt tag 
Ser Lys He Phe 



<210> 258 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 258 



Met Glu Ser Pro Asn Gin Thr Thr He Gin Glu Phe lie Phe Ser Ala 
1 5 10 15 

Phe Pro Tyr Ser Trp Val Lys Ser Val Val Cys Phe Val Pro Leu Leu 
20 25 30 

Phe lie Tyr Ala Phe He Val Val Gly Asn Leu Val He He Thr Val 
35 40 45 

Val Gin Leu Asn Thr His Leu His Thr Pro Met Tyr Thr Phe He Ser 
50 55 60 

Ala Leu Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
65 70 75 

Met Leu Ser Ser Leu Leu Ser Glu Arg Ser He Ser Phe Asn Gly Cys 
85 90 95 

Leu Leu Gin Met Tyr Phe Phe His Ser Thr Gly He Cys Glu Val Cys 
100 105 11° 

Leu Leu Thr Val Met Ala Phe Asp His Tyr Leu Ala lie Cys Ser Pro 
115 120 125 

Leu His Tyr Pro Ser He Met Thr Pro Lys Leu Cys Thr Gin Leu Thr 
130 135 I 40 

Leu Ser Cys Cys Val Cys Gly Phe He Thr Pro Val Pro Glu He Ala 
145 I 50 155 

Trp He Ser Thr Leu Pro Phe Cys Gly Ser Asn His Leu Glu His He 
165 170 I 75 



960 



975 
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Phe Cys Asp Phe Leu Pro Val Leu Arg Leu Ala Cys Thr Asp Thr Arg 
180 185 190 



Ala He Val Met He Gin Val Val Asp Val He His Ala Val Glu He 
195 200 205 



He Thr Ala Val Met Leu He Phe Met Ser Tyr Asp Gly He Val Ala 
210 215 220 



Val He Leu Arg He His Ser Ala Gly Gly Arg Arg Thr Ala Phe Ser 
225 230 235 240 



Thr Cys Val Ser His Phe He Val Phe Ser Leu Phe Phe Gly Ser Val 
245 250 255 



Thr Leu Met Tyr Leu Arg Phe Ser Ala Thr Tyr Ser Leu Phe Trp Asp 
260 265 270 



He Ala He Ala Leu Ala Phe Ala Val Leu Ser Pro Phe Phe Asn Pro 
275 280 285 



He lie Tyr Ser Leu Arg Asn Lys Glu He Lys Glu Ala He Lys Lys 
290 295 300 



His He Gly Gin Ala Lys He Phe Phe Ser Val Arg Pro Gly Thr Ser 
305 310 315 320 



Ser Lys He Phe 



<210> 


259 




<211> 


948 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . 


(945) 


<223> 






<400> 


259 





atg gag age aga aac caa tea aca gtg act gaa ttt ate ttc act gga 4 8 

Met Glu Ser Arg Asn Gin Ser Thr Val Thr Glu Phe He Phe Thr Gly 

15 10 15 

ttc cct cag ctt cag gat ggt agt etc ctg tac ttc ttt cct tta ctt 96 

Phe Pro Gin Leu Gin Asp Gly Ser Leu Leu Tyr Phe Phe Pro Leu Leu 

20 25 30 

ttc ate tat act ttt att ate att gat aac tta tta ate ttc tct get 144 
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Phe lie Tyr Thr Phe lie He He Asp Asn Leu Leu He Phe Ser Ala 
35 40 45 

gta agg ctg gac acc cat etc cac aac ccc atg tat aat ttt ate agt 
Val Arg Leu Asp Thr His Leu His Asn Pro Met Tyr Asn Phe He Ser 
50 55 60 

ata ttt tec ttt ctg gag ate tgg tac acc aca gec acc att ccc aag 
He Phe Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
65 70 75 80 

atg etc tec aac etc ate agt gaa aag aag gec ate tea atg act ggc 
Met Leu Ser Asn Leu He Ser Glu Lys Lys Ala He Ser Met Thr Gly 
85 90 35 

tgc ate ttg cag atg tat ttc ttc cac tea ctt gaa aac tea gag ggg 
Cys He Leu Gin Met Tyr Phe Phe His Ser Leu Glu Asn Ser Glu Gly 



100 



105 HO 



ate ttg ctg acc acc atg gec att gac aga tac gtt gee ate tgc aac 
He Leu Leu Thr Thr Met Ala He Asp Arg Tyr Val Ala He Cys Asn 



115 



120 125 



cct ctt cgc tat caa atg ate atg acc ccc egg etc tgt get cac etc 
Pro Leu Arg Tyr Gin Met He Met Thr Pro Arg Leu Cys Ala His Leu 



130 



135 140 



tct gca ggt tec tgc etc ttc ggt ttc ctt ate ctg ctt ccc gag att 
Ser Ala Gly Ser Cys Leu Phe Gly Phe Leu He Leu Leu Pro Glu He 



145 150 



155 160 



gtg atg att tec aca ctg cct ttc tgt ggg ccc aac caa ate cat cag 
Val Met He Ser Thr Leu Pro Phe Cys Gly Pro Asn Gin He His Gin 



165 



170 175 



ate ttc tgt gac ttg gtc cct gtg eta age ctg gec tgt aca gac acg 
He Phe Cys Asp Leu Val Pro Val Leu Ser Leu Ala Cys Thr Asp Thr 



180 



185 190 



tec atg att ctg att gag gat gtg att cat get gtg acc ate ate att 
Ser Met He Leu He Glu Asp Val He His Ala Val Thr He He He 
195 200 205 

acc ttc eta ate att gec ctg tec tat gta aga att gtc act gtg ata 
Thr Phe Leu He He Ala Leu Ser Tyr Val Arg He Val Thr Val He 



210 



215 220 



ttg agg att ccc tct tct gaa ggg agg caa aag get ttt tct acc tgt 
Leu Arg He Pro Ser Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys 
225 230 235 240 

gca ggc cac etc atg gtc ttc ctg ata ttc ttt ggc agt gta tea etc 
Ala Gly His Leu Met Val Phe Leu He Phe Phe Gly Ser Val Ser Leu 
245 250 255 

atg tac ttg cgt ttc age aac act tat cca cca gtt ttg gac aca gec 
Met Tyr Leu Arg Phe Ser Asn Thr Tyr Pro Pro Val Leu Asp Thr Ala 
260 265 270 

att gca ctg atg ttt act gta ctt get cca ttc ttc aat ccc ate att 
He Ala Leu Met Phe Thr Val Leu Ala Pro Phe Phe Asn Pro He He 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 
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275 280 285 

tat age ctg aga aac aag gac atg aac aat gca att aaa aaa ctg ttc 912 

Tyr Ser Leu Arg Asn Lys Asp Met Asn Asn Ala lie Lys Lys Leu Phe 

290 295 300 

tgt ctt caa aaa gtg ttg aac aag cct gga ggt taa 948 

Cys Leu Gin Lys Val Leu Asn Lys Pro Gly Gly 

305 310 315 



<210> 260 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 260 

Met Glu Ser Arg Asn Gin Ser Thr Val Thr Glu Phe lie Phe Thr Gly 
15 10 15 



Phe Pro Gin Leu Gin Asp Gly Ser Leu Leu Tyr Phe Phe Pro Leu Leu 
20 25 30 



Phe lie Tyr Thr Phe lie He He Asp Asn Leu Leu He Phe Ser Ala 
35 40 45 



Val Arg Leu Asp Thr His Leu His Asn Pro Met Tyr Asn Phe He Ser 
50 55 60 



He Phe Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
65 70 75 80 



Met Leu Ser Asn Leu He Ser Glu Lys Lys Ala He Ser Met Thr Gly 
85 90 95 



Cys He Leu Gin Met Tyr Phe Phe His Ser Leu Glu Asn Ser Glu Gly 
100 105 110 



He Leu Leu Thr Thr Met Ala He Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Gin Met lie Met Thr Pro Arg Leu Cys Ala His Leu 
130 135 140 



Ser Ala Gly Ser Cys Leu Phe Gly Phe Leu He Leu Leu Pro Glu He 
145 150 155 160 



Val Met He Ser Thr Leu Pro Phe Cys Gly Pro Asn Gin He His Gin 
165 170 175 
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lie Phe Cys Asp Leu Val Pro Val Leu Ser Leu Ala Cys Thr Asp Thr 
180 185 190 



Ser Met lie Leu lie Glu Asp Val He His Ala Val Thr He He He 
195 200 205 



Thr Phe Leu He He Ala Leu Ser Tyr Val Arg He Val Thr Val He 
210 215 220 



Leu Arg lie Pro Ser Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys 
225 230 235 240 



Ala Gly His Leu Met Val Phe Leu He Phe Phe Gly Ser Val Ser Leu 
245 250 255 



Met Tyr Leu Arg Phe Ser Asn Thr Tyr Pro Pro Val Leu Asp Thr Ala 
260 265 270 



He Ala Leu Met Phe Thr Val Leu Ala Pro Phe Phe Asn Pro He He 
275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met Asn Asn Ala He Lys Lys Leu Phe 
290 295 300 



Cys Leu Gin Lys Val Leu Asn Lys Pro Gly Gly 
305 310 315 



<210> 261 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 261 

atg gat gga gat aac cag agt gag aac tea cag ttc ctt etc ctg ggg 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 
15 10 15 

ate tea gag agt cct gag cag cag egg ate ctg ttt tgg atg ttc ctg 
He Ser Glu Ser Pro Glu Gin Gin Arg He Leu Phe Trp Met Phe Leu 
20 25 30 

tec atg tac ctg gtc acg gtg ctg gga aat gtg etc ate ate ctg gec 
Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 
35 40 45 



48 



96 



144 
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ate age tct 
lie Ser Ser 
50 

aac etc tec 
Asn Leu Ser 
65 

atg ctg gtg 
Met Leu Val 



tgt ctg aca 
Cys Leu Thr 



etc ate ctg 
Leu lie Leu 
115 

ccc etc cac 
Pro Leu His 
130 

etc tec ttg 
Leu Ser Leu 
145 

ttc etc ctg 
Phe Leu Leu 



etc ttc tgt 
Leu Phe Cys 



cac ate att 
His He He 
195 

acc ccc tta 
Thr Pro Leu 
210 

ate ctt caa 
He Leu Gin 
225 

tgt gee tec 
Cys Ala Ser 



atg gtg tac 
Met Val Tyr 



gee aca gtg 
Ala Thr Val 
275 

tac agg ctg 



gat tec cac 
Asp Ser His 



ttc act gac 
Phe Thr Asp 
70 

aac ttc cag 
Asn Phe Gin 
85 

cag etc tac 
Gin Leu Tyr 
100 

gee gtg atg 
Ala Val Met 



tat gtc aca 
Tyr Val Thr 



tgt tgg ggg 
Cys Trp Gly 
150 

acc agg gtg 
Thr Arg Val 
165 

gac atg tac 
Asp Met Tyr 
180 

cac aca gcg 
His Thr Ala 



ggg ttc atg 
Gly Phe Met 



atg ccc teg 
Met Pro Ser 
230 

cat ttg ggt 
His Leu Gly 
245 

ctg cag ccc 
Leu Gin Pro 
260 

atg tat get 
Met Tyr Ala 



agg aac aaa 



ctg cac acc 
Leu His Thr 
55 

etc ttc ttt 
Leu Phe Phe 



tec cag aac 
Ser Gin Asn 



ttc ctg gtc 
Phe Leu Val 
105 

gcg tat gat 
Ala Tyr Asp 
120 

gee atg age 
Ala Met Ser 
135 

ctg tct gtt 
Leu Ser Val 



acc ttc tgt 
Thr Phe Cys 



ate ctg ctg 
He Leu Leu 
185 

ttg att gee 
Leu He Ala 
200 

acc aca tec 
Thr Thr Ser 
215 

gec tct aag 
Ala Ser Lys 



gtg gtc tec 
Val Val Ser 



etc cat acc 
Leu His Thr 
265 

gtg ctg aca 
Val Leu Thr 
280 

gac atg cat 



ccc atg tac 
Pro Met Tyr 
60 

gtc acc aac 
Val Thr Asn 
75 

aaa gee ate 
Lys Ala He 
90 

tec ttg gtg 
Ser Leu Val 



cgc tat gtg 
Arg Tyr Val 



cct ggg etc 
Pro Gly Leu 
140 

etc tat ggc 
Leu Tyr Gly 
155 

ggg cct cga 
Gly Pro Arg 
170 

tgg ctg gca 
Trp Leu Ala 



act ggc tgc 
Thr Gly Cys 



tat gta cgt 
Tyr Val Arg 
220 

aaa tac aaa 
Lys Tyr Lys 
235 

etc ttt tat 
Leu Phe Tyr 
250 

tac tec atg 
Tyr Ser Met 



cct atg atg 
Pro Met Met 



ggg get ccg 



ttc ttc ctg 
Phe Phe Leu 



aca ate ccc 
Thr He Pro 



tec tat gca 
Ser Tyr Ala 
95 

acc ctg gac 
Thr Leu Asp 
110 

gee acc tgc 
Ala Thr Cys 
125 

tgt gtc ttg 
Cys Val Leu 



etc etc etc 
Leu Leu Leu 



gag ate cac 
Glu He His 
175 

tgt tec aac 
Cys Ser Asn 
190 

ttc ate ttc 
Phe He Phe 
205 

att gtc aga 
He Val Arg 



acc ttc tct 
Thr Phe Ser 



ggg acg ctt 
Gly Thr Leu 
255 

aag gac tea 
Lys Asp Ser 
270 

aac cct ttc 
Asn Pro Phe 
285 

gga aga gtc 



gee 192 
Ala 



aag 24 0 

Lys 

80 

ggg 288 
Gly 



aac 336 
Asn 



tgc 384 
Cys 

etc 432 
Leu 



acc 480 

Thr 

160 

tac 528 
Tyr 



acc 576 
Thr 



etc 624 
Leu 



acc 672 
Thr 



acc 720 

Thr 

240 

get 768 
Ala 



gta 816 
Val 



ate 864 
He 



eta 912 
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Tyr Arg Leu Arg Asn Lys Asp Met His Gly Ala Pro Gly Arg Val Leu 
290 295 300 

tgg aga ccc ttt cag agg cct aaa tga 
Trp Arg Pro Phe Gin Arg Pro Lys 

310 



93 



305 




<210> 


262 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


262 



Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 
15 10 15 



lie Ser Glu Ser Pro Glu Gin Gin Arg lie Leu Phe Trp Met Phe Leu 
20 25 30 



Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu lie lie Leu Ala 
35 40 45 



lie Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 
50 55 60 



Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr lie Pro Lys 
65 70 75 80 



Met Leu Val Asn Phe Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 
85 90 95 



Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 
100 105 HO 



Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Thr Cys Cys 
115 120 125 



Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 
130 " 135 140 



Leu Ser Leu Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr 
145 150 155 160 



Phe Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 
165 170 175 



Leu Phe Cys Asp Met Tyr He Leu Leu Trp Leu Ala Cys Ser Asn Thr 
180 185 190 
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His He He His Thr Ala Leu He Ala Thr Gly Cys Phe He Phe Leu 
195 200 205 



Thr Pro Leu Gly Phe Met Thr Thr Ser Tyr Val Arg He Val Arg Thr 
210 215 220 



He Leu Gin Met Pro Ser Ala Ser Lys Lys Tyr Lys Thr Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala 
245 250 255 



Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 
260 265 270 



Ala Thr Val Met Tyr Ala Val Leu Thr Pro Met Met Asn Pro Phe He 
275 280 285 



Tyr Arg Leu Arg Asn Lys Asp Met His Gly Ala Pro Gly Arg Val Leu 
290 295 300 



Trp Arg Pro Phe Gin Arg Pro Lys 
305 310 



<210> 263 

<211> 894 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (891) 

<223> 



<400> 263 

atg cag caa aat aac agt gtg cct gaa ttc ata ctg tta gga tta aca 48 

Met Gin Gin Asn Asn Ser Val Pro Glu Phe He Leu Leu Gly Leu Thr 

15 10 15 

cag gat ccc ttg agg cag aaa ata gtg ttt gta ate ttc tta att ttc 96 

Gin Asp Pro Leu Arg Gin Lys He Val Phe Val He Phe Leu He Phe 
20 25 30 

tat atg gga act gtg gtg ggg aat atg etc att att gtg acc ate aag 144 

Tyr Met Gly Thr Val Val Gly Asn Met Leu He He Val Thr He Lys 
35 40 45 

tec age egg aca eta gga age ccc atg tac ttc ttt eta ttt tat ttg 192 

Ser Ser Arg Thr Leu Gly Ser Pro Met Tyr Phe Phe Leu Phe Tyr Leu 
50 55 60 
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tec ttt gca gat tct tgc ttt tea act tec aca gec cct aga tta att 
Ser Phe La Lp Ser Cys Phe Ser Thr Ser Thr Ala Pro Arg Leu lie 



65 



n*r art etc tct qaa aag aaa att ata acc tac aat gag tgc atg 
fa! Ill Ala Leu Ser Glu Lyl Lye He He Thr Tyr Asn Glu Cys Met 



85 



90 



ara caa qtc ttt gca eta cat tta ttt ggc tgc atg gag ate ttt gtc 
S Gin tl pL Ala Leu His Leu Phe Gly Cys Met Glu lie Phe Val 

aoo los no 

etc att etc atg get gtt gat cgc tat gtg gec ate tgt aag ccc ttg 
III He HI nil Ala Sal Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

cgt tac eca acc ate atg age cag cag gtc tgc ate ate ctg att gtt 
Arg Tyr Pro Thr He Met Ser Gin Gin Val Cys He He Leu He Val 



130 



135 



rt-t acc tqa ata ggg tct tta ata cac tct aca get cag att ate ctg 
III Ala Trp He ITy Ser Leu He His Ser Thr Ala Gin He He Leu 



145 



150 



gec tta aga ttg cct ttc tgt gga ccc tat ttg att gat cat tat tgc 
La Leu Arg Leu Pro Phe Cys Gly Pro Tyr Leu He Asp His Tyr Cys 



165 



170 



i-rH- cat- tta caa ccc ttg ttg aaa ctt gec tgc atg gac act tac atg 
Cys As-p Tel Gin Pro Leu Leu Lys Leu Ala Cys Met Asp Thr Tyr Met 



180 



185 



ate aac ctg ctg ttg gtg tct aac agt ggg gca att tgc tea agt agt 
He Asn Leu Leu Leu Val Ser Asn Ser Gly Ala He Cys Ser Ser Ser 

200 205 



195 



ttc ata att ttg ata att tea tat att gtc ate ttg cat tea ctg aga 
Ht S Til Leu He He Ser Tyr He Val He Leu His Ser Leu Arg 

215 220 



210 



aac cac agt gec aaa ggg aag aaa aag get etc tee get tgc acg tct 
Asn His Ser Ala Lys Gly Lys Lys Lys Ala Leu Ser Ala Cys Thr Ser 



225 



230 



cac ata att gta gtc ate tta ttc ttt ggc cca tgt ata ttc ata tat 
His Tie He ?al Sal He Leu Phe Phe Gly Pro Cys He Phe lie Tyr 
245 250 255 



aca cgc ccc ccg ace act ttc ccc atg gac aag atg gtg gca gta ttt 
?hr Arg Pro Pro Thr Thr Phe Pro Met Asp Lys Met Val Ala Val Phe 
260 265 270 

tat act att gga aca ccc ttt etc aat cca etc ate tac aca tct gag 
4r Thr lie G^y Thr Pro Phe Leu Asn Pro Leu He Tyr Thr Ser Glu 
275 280 285 

gaa tgc aga agt gaa aaa tgc cat gag aaa 
Glu Cys Arg Ser Glu Lys Cys His Glu 
290 295 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



894 
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<210> 264 

<211> 297 

<212> PRT 

<213> Homo Sapiens 

<400> 264 

Met Gin Gin Asn Asn Ser Val Pro Glu Phe lie Leu Leu Gly Leu Thr 
15 10 15 



Gin Asp Pro Leu Arg Gin Lys lie Val Phe Val He Phe Leu He Phe 
20 25 30 



Tyr Met Gly Thr Val Val Gly Asn Met Leu He He Val Thr He Lys 
35 40 45 



Ser Ser Arg Thr Leu Gly Ser Pro Met Tyr Phe Phe Leu Phe Tyr Leu 
50 55 60 



Ser Phe Ala Asp Ser Cys Phe Ser Thr Ser Thr Ala Pro Arg Leu He 
65 70 75 80 



Val Asp Ala Leu Ser Glu Lys Lys He He Thr Tyr Asn Glu Cys Met 
85 90 95 



Thr Gin Val Phe Ala Leu His Leu Phe Gly Cys Met Glu He Phe Val 
100 105 110 



Leu He Leu Met Ala Val Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 



Arg Tyr Pro Thr He Met Ser Gin Gin Val Cys He He Leu He Val 
130 135 140 



Leu Ala Trp He Gly Ser Leu He His Ser Thr Ala Gin He He Leu 
145 150 155 160 



Ala Leu Arg Leu Pro Phe Cys Gly Pro Tyr Leu He Asp His Tyr Cys 
165 170 175 



Cys Asp Leu Gin Pro Leu Leu Lys Leu Ala Cys Met Asp Thr Tyr Met 
180 185 190 



He Asn Leu Leu Leu Val Ser Asn Ser Gly Ala He Cys Ser Ser Ser 
195 200 205 



Phe Met He Leu He He Ser Tyr He Val He Leu His Ser Leu Arg 
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210 



215 220 



Asn His Ser Ala Lys Gly Lys Lys Lys Ala Leu Ser Ala Cys Thr Ser 
225 230 235 240 

His lie lie val Val He Leu Phe Phe Gly Pro Cys He Phe He Tyr 
245 250 255 

Thr Arg Pro Pro Thr Thr Phe Pro Met Asp Lys Met Val Ala Val Phe 
260 265 270 

Tyr Thr He Gly Thr Pro Phe Leu Asn Pro Leu He Tyr Thr Ser Glu 
275 280 285 



Glu Cys Arg Ser Glu Lys Cys His Glu 
290 295 



<210> 265 

<211> 915 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(915) 

<223> 



atg gaa aga gca aac cat tea gtg gta teg gaa ttt att ttg ttg gga 
Met Glu Arg Ala Asn His Ser Val Val Ser Glu Phe He Leu Leu Gly 
1 5 10 15 

ctt tec aaa tct caa aat ctt cag att tta ttc ttc ttg gga ttc tct 
Leu Ser Lys Ser Gin Asn Leu Gin He Leu Phe Phe Leu Gly Phe Ser 
20 25 30 

gtg gtc ttc gtg ggg att gtg tta gga aac ctg etc ate ttg gtg act 
Val Val Phe Val Gly He Val Leu Gly Asn Leu Leu He Leu Val Thr 
35 40 45 

gtg acc ttt gat teg etc ctt cac aca cca atg tat ttt ctg ctt age 
Val Thr Phe Asp Ser Leu Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

aac etc tee tge att gat atg ate ctg get tct ttt get acc cet aag 
Asn Leu Ser Cys He Asp Met He Leu Ala Ser Phe Ala Thr Pro Lys 



65 



70 



75 



ata att gta gat ttc etc cga gaa cgt aag acc ate tea tgg tgg gga 

Met lie Val Asp Phe Leu Arg Glu Arg Lys Thr He Ser Trp Tr P Gly 

85 90 95 

tgt tat tec cag atg ttc ttt atg cac etc ctg ggt ggg agt gag atg 

Cys Tyr Ser Gin Met Phe Phe Met His Leu Leu Gly Gly Ser Glu Met 



48 



96 



144 



192 



240 



288 



336 
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100 105 110 

atg ttg ctt gta gcc atg gca ata gac agg tat gtt gcc ata tgc aaa 384 

Met Leu Leu Val Ala Met Ala lie Asp Arg Tyr Val Ala lie Cys Lys 
115 120 125 

ccc etc cat tac atg acc ate atg age cca egg gtg etc act ggg eta 432 
Pro Leu His Tyr Met Thr lie Met Ser Pro Arg Val Leu Thr Gly Leu 
130 135 140 

ctg tta tec tec tat gca gtt gga ttt gtg cac tea tct agt caa atg 480 

Leu Leu Ser Ser Tyr Ala Val Gly Phe Val His Ser Ser Ser Gin Met 
145 150 155 160 

get ttc atg ttg act ttg ccc ttc tgt ggt ccc aat gtt ata gac age 528 

Ala Phe Met Leu Thr Leu Pro Phe Cys Gly Pro Asn Val lie Asp Ser 

165 170 175 

ttt ttc tgt gac ctt ccc ctt gtg att aaa ctt gcc tgc aag gac acc 576 

Phe Phe Cys Asp Leu Pro Leu Val lie Lys Leu Ala Cys Lys Asp Thr 
180 185 190 

tac ate eta cag etc ctg gtc att get gac agt ggg etc ctg tea ctg 624 

Tyr lie Leu Gin Leu Leu Val lie Ala Asp Ser Gly Leu Leu Ser Leu 
195 200 205 

gtc tgc ttc etc etc ttg ctt gtc tec tat gga gtc ata ata ttc tea 672 

Val Cys Phe Leu Leu Leu Leu Val Ser Tyr Gly Val lie He Phe Ser 
210 215 220 

gtt agg tac cgt get get agt cga tec tct aag get ttc tec act etc 720 

Val Arg Tyr Arg Ala Ala Ser Arg Ser Ser Lys Ala Phe Ser Thr Leu 
225 230 235 240 

tea get cac ate aca gtt gtg act ctg ttc ttt get ccg tgt gtc ttt 768 

Ser Ala His He Thr Val Val Thr Leu Phe Phe Ala Pro Cys Val Phe 

245 250 255 

ate tac gtc tgg ccc ttc age aga tac teg gta gat aaa att ctt tct 816 

He Tyr Val Trp Pro Phe Ser Arg Tyr Ser Val Asp Lys He Leu Ser 
260 265 270 

gtg ttt tac aca att ttc aca cct etc tta aat cct att att tat aca 864 

Val Phe Tyr Thr He Phe Thr Pro Leu Leu Asn Pro He He Tyr Thr 
275 280 285 

tta aga aat caa gag gta aaa gca gcc att aaa aaa aga etc tgc ata 912 

Leu Arg Asn Gin Glu Val Lys Ala Ala He Lys Lys Arg Leu Cys He 
290 295 300 

taa 915 



<210> 266 

<211> 304 

<212> PRT 

<213> Homo Sapiens 

<400> 266 

Met Glu Arg Ala Asn His Ser Val Val Ser Glu Phe He Leu Leu Gly 
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S 10 15 



Leu Ser Lys Ser Gin Asn Leu Gin lie Leu Phe Phe Leu Gly Phe Ser 
20 25 30 

Val Val Phe Val Gly lie Val Leu Gly Asn Leu Leu lie Leu Val Thr 
35 40 45 

Val Thr Phe Asp Ser Leu Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Asn Leu Ser Cys lie Asp Met He Leu Ala Ser Phe Ala Thr Pro Lys 
65 70 75 80 

Met He Val Asp Phe Leu Arg Glu Arg Lys Thr He Ser Trp Trp Gly 
85 90 95 



Cys Tyr Ser Gin Met Phe Phe Met His Leu Leu Gly Gly Ser Glu Met 
100 105 HO 



Met Leu Leu Val Ala Met Ala He Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 

Pro Leu His Tyr Met Thr He Met Ser Pro Arg Val Leu Thr Gly Leu 
130 135 140 

Leu Leu Ser Ser Tyr Ala Val Gly Phe Val His Ser Ser Ser Gin Met 
145 150 155 160 

Ala Phe Met Leu Thr Leu Pro Phe Cys Gly Pro Asn Val He Asp Ser 
165 170 175 

Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Lys Asp Thr 
180 185 190 



Tyr He Leu Gin Leu Leu Val He Ala Asp Ser Gly Leu Leu Ser Leu 
195 200 205 



Val Cys Phe Leu Leu Leu Leu Val Ser Tyr Gly Val He He Phe Ser 
2io 215 220 

Val Arg Tyr Arg Ala Ala Ser Arg Ser Ser Lys Ala Phe Ser Thr Leu 
225 230 235 240 

Ser Ala His He Thr Val Val Thr Leu Phe Phe Ala Pro Cys Val Phe 
245 250 255 
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lie Tyr Val Trp Pro Phe Ser Arg Tyr Ser Val Asp Lys lie Leu Ser 

260 265 270 



Val Phe Tyr Thr lie Phe Thr Pro Leu Leu Asn Pro lie He Tyr Thr 
275 280 285 



Leu Arg Asn Gin Glu Val Lys Ala Ala lie Lys Lys Arg Leu Cys lie 
290 295 300 



<210> 267 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 



<400> 267 

atg gca aat ctg age cag ccc tec gaa ttt gtc etc ttg ggc ttc tec 48 

Met Ala Asn Leu Ser Gin Pro Ser Glu Phe Val Leu Leu Gly Phe Ser 
15 10 15 

tec ttt ggt gag ctg cag gee ctt ctg tat ggc ccc ttc etc atg ctt 96 

Ser Phe Gly Glu Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu 
20 25 30 

tat ctt etc gec ttc atg gga aac acc ate ate ata gtt atg gtc ata 144 

Tyr Leu Leu Ala Phe Met Gly Asn Thr lie lie lie Val Met Val lie 
35 40 45 

get gac acc cac eta cat aca ccc atg tac ttc ttc ctg ggc aat ttt 192 

Ala Asp Thr His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe 
50 55 60 

tec ctg ctg gag ate ttg gta acc atg act gca gtg ccc agg atg etc 240 

Ser Leu Leu Glu lie Leu Val Thr Met Thr Ala Val Pro Arg Met Leu 

65 70 75 80 

tea gac ctg ttg gtc ccc cac aaa gtc att acc ttc act ggc tgc atg 288 

Ser Asp Leu Leu Val Pro His Lys Val He Thr Phe Thr Gly Cys Met 
85 90 95 

gtc cag ttc tac ttc cac ttt tec ctg ggg tec acc tec ttc etc ate 336 

Val Gin Phe Tyr Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu He 
100 105 110 

ctg aca gac atg gee ctt gat cgc ttt gtg gec ate tgc cac cca ctg 384 

Leu Thr Asp Met Ala Leu Asp Arg Phe Val Ala He Cys His Pro Leu 
115 120 125 

cgc tat ggc act ctg atg age egg get atg tgt gtc cag ctg get ggg 432 

Arg Tyr Gly Thr Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly 
130 135 140 
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get gec tgg gca get cct ttc eta gec atg gta ccc act gtc etc tec 
Ala Ala Trp Ala Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser 



145 



150 155 1^0 



cga get cat ctt gat tac tgc cat ggc gac gtc ate aac cac ttc ttc 
Arg Ala His Leu Asp Tyr Cys His Gly Asp Val lie Asn His Phe Phe 



165 



170 175 



tgt gac aat gaa cct etc ctg cag ttg tea tgc tct gac act cgc ctg 
Cys Asp Asn Glu Pro Leu Leu Gin Leu Ser Cys Ser Asp Thr Arg Leu 
180 185 190 

ttg gaa ttc tgg gac ttt ctg atg gec ttg acc ttt gtc etc age tec 
Leu Glu Phe Trp Asp Phe Leu Met Ala Leu Thr Phe Val Leu Ser Ser 
195 200 205 

ttc ctg gtg acc etc ate tec tat ggc tac ata gtg acc act gtg ctg 
Phe Leu Val Thr Leu lie Ser Tyr Gly Tyr He Val Thr Thr Val Leu 
210 215 220 

egg ate ccc tct gec age age tgc cag aag get ttc tec act tgc ggg 
Arg He Pro Ser Ala Ser Ser Cys Gin Lys Ala Phe Ser Thr Cys Gly 
225 230 235 240 

tct cac etc aca ctg gtc ttc ate ggc tac agt agt acc ate ttt ctg 
Ser His Leu Thr Leu Val Phe He Gly Tyr Ser Ser Thr He Phe Leu 
245 250 255 

tat gtc agg cct ggc aaa get cac tct gtg caa gtc agg aag gtc gtg 
Tyr Val Arg Pro Gly Lys Ala His Ser Val Gin Val Arg Lys Val Val 



260 



265 270 



gec ttg gtg act tea gtt etc acc ccc ttt etc aat ccc ttt ate ctt 
Ala Leu Val Thr Ser Val Leu Thr Pro Phe Leu Asn Pro Phe He Leu 
275 280 285 

acc ttc tgc aat cag aca gtt aaa aca gtg eta cag ggg cag atg cag 
Thr Phe Cys Asn Gin Thr Val Lys Thr Val Leu Gin Gly Gin Met Gin 



290 



295 300 



agg ctg aaa ggc ctt tgc aag gca caa tga 
Arg Leu Lys Gly Leu Cys Lys Ala Gin 

310 



305 




<210> 


268 


<211> 


313 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


268 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



942 



Met Ala Asn Leu Ser Gin Pro Ser Glu Phe Val Leu Leu Gly Phe Ser 
15 10 15 



Ser Phe Gly Glu Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu 
20 25 30 
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Tyr Leu Leu Ala Phe Met Gly Asn Thr lie lie He Val Met Val He 
35 40 45 



Ala Asp Thr His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe 
50 55 60 



Ser Leu Leu Glu He Leu Val Thr Met Thr Ala Val Pro Arg Met Leu 
65 70 75 80 



Ser Asp Leu Leu Val Pro His Lys Val He Thr Phe Thr Gly Cys Met 
85 90 95 



Val Gin Phe Tyr Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu He 
100 105 110 



Leu Thr Asp Met Ala Leu Asp Arg Phe Val Ala He Cys His Pro Leu 
115 120 125 



Arg Tyr Gly Thr Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly 
130 135 140 



Ala Ala Trp Ala Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser 
145 150 155 160 



Arg Ala His Leu Asp Tyr Cys His Gly Asp Val He Asn His Phe Phe 
165 170 175 



Cys Asp Asn Glu Pro Leu Leu Gin Leu Ser Cys Ser Asp Thr Arg Leu 
180 185 190 



Leu Glu Phe Trp Asp Phe Leu Met Ala Leu Thr Phe Val Leu Ser Ser 
195 200 205 



Phe Leu Val Thr Leu lie Ser Tyr Gly Tyr He Val Thr Thr Val Leu 
210 215 220 



Arg He Pro Ser Ala Ser Ser Cys Gin Lys Ala Phe Ser Thr Cys Gly 
225 230 235 240 



Ser His Leu Thr Leu Val Phe He Gly Tyr Ser Ser Thr He Phe Leu 
245 250 255 



Tyr Val Arg Pro Gly Lys Ala His Ser Val Gin Val Arg Lys Val Val 
260 265 270 



Ala Leu Val Thr Ser Val Leu Thr Pro Phe Leu Asn Pro Phe He Leu 
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275 280 285 



Thr Phe Cys Asn Gin Thr Val Lys Thr Val Leu Gin Gly Gin Met Gin 
290 295 300 



Arg Leu Lys Gly Leu Cys Lys Ala Gin 
305 310 



<210> 269 

<211> 930 

<212> DNA 

<213 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<223> 



<400> 269 

atg gac aac cac tct agt gcc act gaa ttc cac ctt eta ggc ttc cct 48 

Met Asp Asn His Ser Ser Ala Thr Glu Phe His Leu Leu Gly Phe Pro 

15 10 15 

ggg tec caa gga eta cac cac att ctt ttt get ata ttc ttt ttc ttc 96 

Gly Ser Gin Gly Leu His His lie Leu Phe Ala lie Phe Phe Phe Phe 

20 25 30 

tat tta gtg aca tta atg gga aac acg gtc ate att gtg att gtc tgt 144 

Tyr Leu Val Thr Leu Met Gly Asn Thr Val lie He Val He Val Cys 

35 40 45 

gtg gat aaa cgt ctg cag tec ccc atg tat ttc ttc etc age cac etc 192 

Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Ser His Leu 

50 55 60 

tct acc ctg gag ate ctg gtc aca ace ata att gtc ccc atg atg ctt 240 

Ser Thr Leu Glu He Leu Val Thr Thr He He Val Pro Met Met Leu 

65 70 75 80 

tgg gga ttg etc ttc ctg gga tgc aga cag tat ctt tct eta cat gta 288 

Trp Gly Leu Leu Phe Leu Gly Cys Arg Gin Tyr Leu Ser Leu His Val 

85 90 95 

teg etc aac ttt tec tgt ggg acc atg gag ttt gca tta ctt gga gtg 336 

Ser Leu Asn Phe Ser Cys Gly Thr Met Glu Phe Ala Leu Leu Gly Val 

100 105 110 

atg get gtg gac cgt tat gtg get gtg tgt aac cct ttg agg tac aac 3 84 

Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn Pro Leu Arg Tyr Asn 

115 120 125 

ate att atg aac age agt acc tgt att tgg gtg gta ata gtg tea tgg 432 

He He Met Asn Ser Ser Thr Cys He Trp Val Val He Val Ser Trp 

130 135 140 

gtg ttt gga ttt ctt tct gaa ate tgg ccc ate tat gcc aca ttt cag 480 

Val Phe Gly Phe Leu Ser Glu He Trp Pro He Tyr Ala Thr Phe Gin 
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145 



150 155 160 



ttt acc ttc cgc aaa tea aat tea tta gac cat ttt tac tgt gac cga 
Phe Thr Phe Arg Lys Ser Asn Ser Leu Asp His Phe Tyr Cys Asp Arg 

170 175 



165 



ggg caa ttg etc aaa ctg tec tgc gat aac act ctt etc aca gag ttt 

Gly Gin Leu Leu Lys Leu Ser Cys Asp Asn Thr Leu Leu Thr Glu Phe 

180 185 190 

ate ctt ttc tta atg get gtt ttt att etc att ggt tct ttg ate cct 

lie Leu Phe Leu Met Ala Val Phe He Leu He Gly Ser Leu He Pro 

195 200 205 

acg att gtc tec tac acc tac att ate tec acc ate etc aag ate ccg 

Thr He Val Ser Tyr Thr Tyr He He Ser Thr He Leu Lys He Pro 



210 



215 220 



tea gee tct ggc egg agg aaa gee ttc tec act ttt gee tec cac ttc 
Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser Thr Phe Ala Ser His 



225 



Phe 

230 235 240 



acc tgt gtt gtg att ggc tat ggc age tgc ttg ttt etc tac gtg aaa 
Thr Cys Val Val He Gly Tyr Gly Ser Cys Leu Phe Leu Tyr Val Lys 
245 250 255 

ccc aag caa aca cag gga gtt gag tac aat aag ata gtt tec ctg ttg 
Pro Lys Gin Thr Gin Gly Val Glu Tyr Asn Lys He Val Ser Leu Leu 
260 265 270 

gtt tct gtg tta acc ccc ttc ctg aat cct ttc ate ttt act ctt egg 
Val Ser Val Leu Thr Pro Phe Leu Asn Pro Phe He Phe Thr Leu Arg 
275 280 285 

aat gac aaa gtc aaa gag gee etc cga gat ggg atg aaa cgc tgc tgt 
Asn Asp Lys Val Lys Glu Ala Leu Arg Asp Gly Met Lys Arg Cys Cys 
290 295 300 

caa etc ctg aaa gat tag 
Gin Leu Leu Lys Asp 



305 




<210> 


270 


<211> 


309 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


270 



Met Asp Asn His Ser Ser Ala Thr Glu Phe His Leu Leu Gly Phe Pro 
i5 10 15 



Gly Ser Gin Gly Leu His His He Leu Phe Ala He Phe Phe Phe Phe 
20 25 30 



Tyr Leu Val Thr Leu Met Gly Asn Thr Val He He Val He Val Cys 
35 40 45 



528 



576 



624 



67; 



720 



768 



816 



864 



912 



930 
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Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Ser His Leu 
50 55 60 



Ser Thr Leu Glu lie Leu Val Thr Thr lie lie Val Pro Met Met Leu 
65 70 75 80 



Trp Gly Leu Leu Phe Leu Gly Cys Arg Gin Tyr Leu Ser Leu His Val 
85 90 95 



Ser Leu Asn Phe Ser Cys Gly Thr Met Glu Phe Ala Leu Leu Gly Val 
100 105 110 



Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn Pro Leu Arg Tyr Asn 
115 120 125 



lie lie Met Asn Ser Ser Thr Cys lie Trp Val Val lie Val Ser Trp 
130 135 140 



Val Phe Gly Phe Leu Ser Glu lie Trp Pro lie Tyr Ala Thr Phe Gin 
145 150 155 160 



Phe Thr Phe Arg Lys Ser Asn Ser Leu Asp His Phe Tyr Cys Asp Arg 
165 170 175 



Gly Gin Leu Leu Lys Leu Ser Cys Asp Asn Thr Leu Leu Thr Glu Phe 
180 185 190 



lie Leu Phe Leu Met Ala Val Phe He Leu He Gly Ser Leu He Pro 
195 200 205 



Thr He Val Ser Tyr Thr Tyr He He Ser Thr He Leu Lys He Pro 
210 215 220 



Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser Thr Phe Ala Ser His Phe 
225 230 235 240 



Thr Cys Val Val lie Gly Tyr Gly Ser Cys Leu Phe Leu Tyr Val Lys 
245 250 255 



Pro Lys Gin Thr Gin Gly Val Glu Tyr Asn Lys He Val Ser Leu Leu 
260 265 270 



Val Ser Val Leu Thr Pro Phe Leu Asn Pro Phe He Phe Thr Leu Arg 
275 280 285 
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Asn Asp Lys Val Lys Glu Ala Leu Arg Asp Gly Met Lys Arg Cys Cys 
290 295 300 



Gin Leu Leu Lys Asp 
305 



<210> 271 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (948) 

<223> 



<400> 271 

atg cag ggg eta aac cac acc tec gtg tct gaa ttc ate etc gtt ggc 48 

Met Gin Gly Leu Asn His Thr Ser Val Ser Glu Phe lie Leu Val Gly 

15 10 15 

ttc tct gec ttc ccc cac etc cag ctg atg etc ttc ctg ctg ttc ctg 96 

Phe Ser Ala Phe Pro His Leu Gin Leu Met Leu Phe Leu Leu Phe Leu 

20 25 30 

ctg atg tac ctg ttc acg ctg ctg ggc aac ctg etc ate atg gec act 144 

Leu Met Tyr Leu Phe Thr Leu Leu Gly Asn Leu Leu lie Met Ala Thr 
35 40 45 

gtc tgg age gag cgc age etc cac atg ccc atg tac etc ttc ctg tgt 192 

Val Trp Ser Glu Arg Ser Leu His Met Pro Met Tyr Leu Phe Leu Cys 
50 55 60 

gec etc tec ate acc gag ate etc tac acc gtg gec ate ate ccg cgc 240 

Ala Leu Ser lie Thr Glu lie Leu Tyr Thr Val Ala He He Pro Arg 

65 70 75 80 

atg ctg gec gac ctg ctg tec acc cag cgc tec ate gec ttc ctg gec 288 

Met Leu Ala Asp Leu Leu Ser Thr Gin Arg Ser He Ala Phe Leu Ala 

85 90 95 

tgt gec agt cag atg ttc ttc tec ttc age ttc ggc ttc acc cac tec 336 

Cys Ala Ser Gin Met Phe Phe Ser Phe Ser Phe Gly Phe Thr His Ser 

100 105 110 

ttc ctg etc act gtc atg ggc tac gac cgc tac gtg gec ate tgc cac 384 

Phe Leu Leu Thr Val Met Gly Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

ccc ctg cgt tac aac gtg etc atg age ctg egg ggc tgc acc tgc egg 432 

Pro Leu Arg Tyr Asn Val Leu Met Ser Leu Arg Gly Cys Thr Cys Arg 
130 135 140 

gtg ggc tgc tec tgg get ggt ggc ttg gtc atg ggg atg gtg gtg acc 480 

Val Gly Cys Ser Trp Ala Gly Gly Leu Val Met Gly Met Val Val Thr 

145 150 155 160 

teg gec att ttc cac etc gec ttc tgt gga cac aag gag ate cac cat 528 
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Ser Ala lie Phe His Leu Ala Phe Cys Gly His Lys Glu lie His His 
165 170 175 

ttc ttc tgc cac gtg cca cct ctg ttg aag ttg gcc tgt gga gat gat 576 
Phe Phe Cys His Val Pro Pro Leu Leu Lys Leu Ala Cys Gly Asp Asp 
180 185 190 

gtg ctg gtg gtg gcc aaa ggc gtg ggc ttg gtg tgt ate acg gcc ctg 624 
Val Leu Val Val Ala Lys Gly Val Gly Leu Val Cys lie Thr Ala Leu 
195 200 205 

ctg ggc tgt ttt etc etc ate etc etc tec tat gcc ttc ate gtg gcc 672 
Leu Gly Cys Phe Leu Leu lie Leu Leu Ser Tyr Ala Phe lie Val Ala 
210 215 220 

gcc ate ttg aag ate cct tct get gaa ggt egg aac aag gcc ttc tec 720 
Ala lie Leu Lys lie Pro Ser Ala Glu Gly Arg Asn Lys Ala Phe Ser 
225 230 235 240 

ace tgt gcc tct cac etc act gtg gtg gtc gtg cac tat ggc ttt gcc 768 
Thr Cys Ala Ser His Leu Thr Val Val Val Val His Tyr Gly Phe Ala 
245 250 255 

tec gtc att tac ctg aag ccc aaa ggt ccc cag tct ccg gaa gga gac 816 
Ser Val lie Tyr Leu Lys Pro Lys Gly Pro Gin Ser Pro Glu Gly Asp 
260 265 270 

ace ttg atg ggc ate acc tac acg gtc etc aca ccc ttc etc age ccc 864 
Thr Leu Met Gly lie Thr Tyr Thr Val Leu Thr Pro Phe Leu Ser Pro 
275 280 285 

ate ate ttc age etc agg aac aag gag ctg aag gtc gcc atg aag aag 912 
lie lie Phe Ser Leu Arg Asn Lys Glu Leu Lys Val Ala Met Lys Lys 
290 295 300 

act tgc ttc acc aaa etc ttt cca cag aac tgc tga 948 
Thr Cys Phe Thr Lys Leu Phe Pro Gin Asn Cys 
305 310 315 



<210> 272 

<211> 315 

<212> PRT 

<213 > Homo Sapiens 

<400> 272 

Met Gin Gly Leu Asn His Thr Ser Val Ser Glu Phe lie Leu Val Gly 
15 10 15 



Phe Ser Ala Phe Pro His Leu Gin Leu Met Leu Phe Leu Leu Phe Leu 
20 25 30 



Leu Met Tyr Leu Phe Thr Leu Leu Gly Asn Leu Leu lie Met Ala Thr 
35 40 45 



Val Trp Ser Glu Arg Ser Leu His Met Pro Met Tyr Leu Phe Leu Cys 
50 55 60 
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Ala Leu Ser He Thr Glu He Leu Tyr Thr Val Ala He He Pro Arg 
65 70 75 80 



Met Leu Ala Asp Leu Leu Ser Thr Gin Arg Ser He Ala Phe Leu Ala 
85 90 95 



Cys Ala Ser Gin Met Phe Phe Ser Phe Ser Phe Gly Phe Thr His Ser 
100 105 110 



Phe Leu Leu Thr Val Met Gly Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 



Pro Leu Arg Tyr Asn Val Leu Met Ser Leu Arg Gly Cys Thr Cys Arg 
130 135 140 



Val Gly Cys Ser Trp Ala Gly Gly Leu Val Met Gly Met Val Val Thr 
145 150 155 160 



Ser Ala He Phe His Leu Ala Phe Cys Gly His Lys Glu He His His 
165 170 175 



Phe Phe Cys His Val Pro Pro Leu Leu Lys Leu Ala Cys Gly Asp Asp 
180 185 190 



Val Leu Val Val Ala Lys Gly Val Gly Leu Val Cys He Thr Ala Leu 
195 200 205 



Leu Gly Cys Phe Leu Leu He Leu Leu Ser Tyr Ala Phe He Val Ala 
210 215 220 



Ala He Leu Lys He Pro Ser Ala Glu Gly Arg Asn Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ala Ser His Leu Thr Val Val Val Val His Tyr Gly Phe Ala 
245 250 255 



Ser Val He Tyr Leu Lys Pro Lys Gly Pro Gin Ser Pro Glu Gly Asp 
260 265 270 



Thr Leu Met Gly He Thr Tyr Thr Val Leu Thr Pro Phe Leu Ser Pro 
275 280 285 



He He Phe Ser Leu Arg Asn Lys Glu Leu Lys Val Ala Met Lys Lys 
290 295 300 
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Thr Cys Phe Thr Lys Leu Phe Pro Gin Asn Cys 
305 310 315 



<210> 273 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (933) 

<223> 



<400> 273 

atg gaa aaa at a aac aac gta act gaa ttc att ttc tgg ggt ctt tct 4 8 

Met Glu Lys lie Asn Asn Val Thr Glu Phe lie Phe Trp Gly Leu Ser 
15 10 15 

cag age cca gag att gag aaa gtt tgt ttt gtg gtg ttt tct ttc ttc 96 

Gin Ser Pro Glu lie Glu Lys Val Cys Phe Val Val Phe Ser Phe Phe 
20 25 30 

tac ata ate att ctt ctg gga aat etc etc ate atg ctg aca gtt tgc 144 

Tyr lie lie lie Leu Leu Gly Asn Leu Leu lie Met Leu Thr Val Cys 
35 40 45 

ctg age aac ctg ttt aag tea ccc atg tat ttc ttt etc age ttc ttg 192 

Leu Ser Asn Leu Phe Lys Ser Pro Met Tyr Phe Phe Leu Ser Phe Leu 
50 55 60 

tct ttt gtg gac att tgt tac tct tea gtc aca get ccc aag atg att 240 

Ser Phe Val Asp lie Cys Tyr Ser Ser Val Thr Ala Pro Lys Met He 

65 70 75 80 

gtt gac ctg tta gca aag gac aaa acc ate tec tat gtg ggg tgc atg 288 

Val Asp Leu Leu Ala Lys Asp Lys Thr He Ser Tyr Val Gly Cys Met 
85 90 95 

ttg caa ctg ctt gga gta cat ttc ttt ggt tgc act gag ate ttc ate 336 

Leu Gin Leu Leu Gly Val His Phe Phe Gly Cys Thr Glu He Phe He 
100 105 110 

ctt act gta atg gee tat gat cgt tat gtg get ate tgt aaa ccc eta 384 

Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

cat tat atg acc ate atg aac egg gag aca tgc aat aaa atg tta tta 4 32 

His Tyr Met Thr He Met Asn Arg Glu Thr Cys Asn Lys Met Leu Leu 
130 135 140 

ggg acg tgg gta ggt ggg ttc tta cac tec att ate caa gtg get ctg 4 80 

Gly Thr Trp Val Gly Gly Phe Leu His Ser He He Gin Val Ala Leu 

145 150 155 160 

gta gtc caa eta ccc ttt tgt gga ccc aat gag ata gat cac tac ttt 528 

Val Val Gin Leu Pro Phe Cys Gly Pro Asn Glu He Asp His Tyr Phe 
165 170 175 
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tgt gat gtt cac cct gtg ttg aaa ctt gcc tgc aca gaa aca tac att 576 

Cys Asp Val His Pro Val Leu Lys Leu Ala Cys Thr Glu Thr Tyr lie 

180 185 190 

gtt ggt gtt gtt gtg aca gcc aac agt ggt acc att get ctg ggg agt 624 

Val Gly Val Val Val Thr Ala Asn Ser Gly Thr lie Ala Leu Gly Ser 

195 200 205 

ttt gtt ate ttg eta ate tec tac age ate ate eta gtt tec ctg aga 672 

Phe Val lie Leu Leu lie Ser Tyr Ser lie lie Leu Val Ser Leu Arg 

210 215 220 

aag cag tea gca gaa ggc agg cgc aaa gcc etc tec acc tgt ggc tec 720 

Lys Gin Ser Ala Glu Gly Arg Arg Lys Ala Leu Ser Thr Cys Gly Ser 

225 230 235 240 

cac att gcc atg gtc gtt ate ttt ttc ggc ccc tgt act ttt atg tac 768 

His lie Ala Met Val Val lie Phe Phe Gly Pro Cys Thr Phe Met Tyr 
245 250 255 

atg cgc cct gat acg acc ttt tea gag gat aag atg gtg get gta ttt 816 

Met Arg Pro Asp Thr Thr Phe Ser Glu Asp Lys Met Val Ala Val Phe 

260 265 270 

tac acc att ate act ccc atg tta aat cct ctg att tat aca ctg aga 864 

Tyr Thr lie lie Thr Pro Met Leu Asn Pro Leu lie Tyr Thr Leu Arg 

275 280 285 

aat gca gaa gta aag aat gca atg aag aaa ctg tgg ggc aga aat gtt 912 

Asn Ala Glu Val Lys Asn Ala Met Lys Lys Leu Trp Gly Arg Asn Val 

290 295 300 

ttc ttg gag get aaa ggg aaa tag 936 

Phe Leu Glu Ala Lys Gly Lys 

305 310 



<210> 274 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 274 

Met Glu Lys lie Asn Asn Val Thr Glu Phe lie Phe Trp Gly Leu Ser 
15 10 15 



Gin Ser Pro Glu lie Glu Lys Val Cys Phe Val Val Phe Ser Phe Phe 
20 25 30 



Tyr lie lie lie Leu Leu Gly Asn Leu Leu lie Met Leu Thr Val Cys 
35 40 45 



Leu Ser Asn Leu Phe Lys Ser Pro Met Tyr Phe Phe Leu Ser Phe Leu 
50 55 60 



Ser Phe Val Asp lie Cys Tyr Ser Ser Val Thr Ala Pro Lys Met lie 
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65 70 75 80 



Val Asp Leu Leu Ala Lys Asp Lys Thr lie Ser Tyr Val Gly Cys Met 
85 90 95 



Leu Gin Leu Leu Gly Val His Phe Phe Gly Cys Thr Glu lie Phe lie 
100 105 110 



Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys Pro Leu 
115 120 125 



His Tyr Met Thr lie Met Asn Arg Glu Thr Cys Asn Lys Met Leu Leu 
130 135 140 



Gly Thr Trp Val Gly Gly Phe Leu His Ser lie He Gin Val Ala Leu 
145 150 155 160 



Val Val Gin Leu Pro Phe Cys Gly Pro Asn Glu He Asp His Tyr Phe 
165 170 175 



Cys Asp Val His Pro Val Leu Lys Leu Ala Cys Thr Glu Thr Tyr He 
180 185 190 



Val Gly Val Val Val Thr Ala Asn Ser Gly Thr He Ala Leu Gly Ser 
195 200 205 



Phe Val He Leu Leu He Ser Tyr Ser He He Leu Val Ser Leu Arg 
210 215 220 



Lys Gin Ser Ala Glu Gly Arg Arg Lys Ala Leu Ser Thr Cys Gly Ser 
225 230 235 240 



His He Ala Met Val Val He Phe Phe Gly Pro Cys Thr Phe Met Tyr 
245 250 255 



Met Arg Pro Asp Thr Thr Phe Ser Glu Asp Lys Met Val Ala Val Phe 
260 265 270 



Tyr Thr He He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 
275 280 285 



Asn Ala Glu Val Lys Asn Ala Met Lys Lys Leu Trp Gly Arg Asn Val 
290 295 300 



Phe Leu Glu Ala Lys Gly Lys 
305 310 
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<210> 275 

<211> 930 

<212> DNA 

<213 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (927) 

<223> 



<400> 275 

atg aat cac tct gtg gta tea gaa ttt gta ttc atg gga etc ace aac 48 

Met Asn His Ser Val Val Ser Glu Phe Val Phe Met Gly Leu Thr Asn 
15 10 15 

tea egg gag att cag ctt eta ctt ttt gtt ttc tct ttg ttg ttc tac 96 

Ser Arg Glu lie Gin Leu Leu Leu Phe Val Phe Ser Leu Leu Phe Tyr 
20 25 30 

ttt gcg age atg atg gga aac ctt gtc att gta ttc act gta ace atg 144 

Phe Ala Ser Met Met Gly Asn Leu Val lie Val Phe Thr Val Thr Met 
35 40, 45 

gat get cat ctg cac tec ccc atg tat ttc etc ctg get aac etc tea 192 

Asp Ala His Leu His Ser Pro Met Tyr Phe Leu Leu Ala Asn Leu Ser 

50 55 60 

ate att gat atg gca ttt tgc tea att aca gec cct aag atg att tgt 240 

lie lie Asp Met Ala Phe Cys Ser lie Thr Ala Pro Lys Met lie Cys 

65 70 75 80 

gat att ttc aag aag cac aag gee ate tec ttt egg gga tgt att act 288 

Asp lie Phe Lys Lys His Lys Ala lie Ser Phe Arg Gly Cys lie Thr 
85 90 95 

cag ate ttc ttt age cat get ctt ggg ggc act gag atg gtg ctg etc 336 

Gin lie Phe Phe Ser His Ala Leu Gly Gly Thr Glu Met Val Leu Leu 
100 105 110 

ata gee atg gee ttt gac aga tac atg gee ata tgt aaa cct etc cac 384 

lie Ala Met Ala Phe Asp Arg Tyr Met Ala lie Cys Lys Pro Leu His 
115 120 125 

tac ctg acc ate atg age cca aga atg tgt eta tac ttt tta gee act 432 

Tyr Leu Thr lie Met Ser Pro Arg Met Cys Leu Tyr Phe Leu Ala Thr 

130 135 140 

tec tct ate att ggc ctt ate cac tea ttg gtc caa tta gtt ttt gtg 480 

Ser Ser lie lie Gly Leu lie His Ser Leu Val Gin Leu Val Phe Val 

145 150 155 160 

gta gat tta cct ttt tgt ggt cct aat ate ttt gac agt ttt tac tgt 528 

Val Asp Leu Pro Phe Cys Gly Pro Asn He Phe Asp Ser Phe Tyr Cys 
165 170 175 

gat etc cct egg etc etc aga ctt gee tgt acc aac acc caa gaa ctg 576 

Asp Leu Pro Arg Leu Leu Arg Leu Ala Cys Thr Asn Thr Gin Glu Leu 
180 185 190 
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gag ttc atg gtc act gtc aat agt gga etc att tct gtg ggc tec ttt 624 

Glu Phe Met Val Thr Val Asn Ser Gly Leu lie Ser Val Gly Ser Phe 

195 200 205 

gtc ttg ctg gta att tec tac ate ttc att ctg ttc act gtt tgg aaa 672 

Val Leu Leu Val lie Ser Tyr lie Phe lie Leu Phe Thr Val Trp Lys 

210 215 220 

cat tct tct ggt ggt eta gee aag gec etc tct ace ctg tea get cat 720 

His Ser Ser Gly Gly Leu Ala Lys Ala Leu Ser Thr Leu Ser Ala His 

225 230 235 240 

gtc act gtg gtc ate ttg ttc ttt ggg cca ctg atg ttt ttc tac aca 768 

Val Thr Val Val lie Leu Phe Phe Gly Pro Leu Met Phe Phe Tyr Thr 

245 250 255 

tgg cct tct ccc aca tea cac ctg gat aaa tat ctt get att ttt gat 816 

Trp Pro Ser Pro Thr Ser His Leu Asp Lys Tyr Leu Ala lie Phe Asp 

260 265 270 

gca ttt att act cct ttt ctg aat cca gtt ate tac aca ttc agg aac 864 

Ala Phe lie Thr Pro Phe Leu Asn Pro Val lie Tyr Thr Phe Arg Asn 

275 280 285 

aaa gac atg aaa gtg gca atg agg aga ctg tgc agt cgt ctt gcg cat 912 

Lys Asp Met Lys Val Ala Met Arg Arg Leu Cys Ser Arg Leu Ala His 

290 295 300 

ttt aca aag att ttg taa 93 0 

Phe Thr Lys lie Leu 

305 



<210> 276 

<211> 309 

<212> PRT 

<213> Homo Sapiens 

<400> 276 

Met Asn His Ser Val Val Ser Glu Phe Val Phe Met Gly Leu Thr Asn 
15 10 15 



Ser Arg Glu He Gin Leu Leu Leu Phe Val Phe Ser Leu Leu Phe Tyr 
20 25 30 



Phe Ala Ser Met Met Gly Asn Leu Val He Val Phe Thr Val Thr Met 
35 40 45 



Asp Ala His Leu His Ser Pro Met Tyr Phe Leu Leu Ala Asn Leu Ser 
50 55 60 



He He Asp Met Ala Phe Cys Ser He Thr Ala Pro Lys Met He Cys 
65 70 75 80 
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Asp lie Phe Lys Lys His Lys Ala lie Ser Phe Arg Gly Cys He Thr 
85 90 95 



Gin He Phe Phe Ser His Ala Leu Gly Gly Thr Glu Met Val Leu Leu 
100 105 110 



He Ala Met Ala Phe Asp Arg Tyr Met Ala He Cys Lys Pro Leu His 
115 120 125 



Tyr Leu Thr He Met Ser Pro Arg Met Cys Leu Tyr Phe Leu Ala Thr 
130 135 140 



Ser Ser He He Gly Leu lie His Ser Leu Val Gin Leu Val Phe Val 
145 150 155 160 



Val Asp Leu Pro Phe Cys Gly Pro Asn He Phe Asp Ser Phe Tyr Cys 
165 170 175 



Asp Leu Pro Arg Leu Leu Arg Leu Ala Cys Thr Asn Thr Gin Glu Leu 
180 185 190 



Glu Phe Met Val Thr Val Asn Ser Gly Leu He Ser Val Gly Ser Phe 
195 200 205 



Val Leu Leu Val He Ser Tyr lie Phe He Leu Phe Thr Val Trp Lys 
210 215 220 



His Ser Ser Gly Gly Leu Ala Lys Ala Leu Ser Thr Leu Ser Ala His 
225 230 235 240 



Val Thr Val Val He Leu Phe Phe Gly Pro Leu Met Phe Phe Tyr Thr 
245 250 255 



Trp Pro Ser Pro Thr Ser His Leu Asp Lys Tyr Leu Ala He Phe Asp 
260 265 270 



Ala Phe He Thr Pro Phe Leu Asn Pro Val He Tyr Thr Phe Arg Asn 
275 280 285 



Lys Asp Met Lys Val Ala Met Arg Arg Leu Cys Ser Arg Leu Ala His 
290 295 300 



Phe Thr Lys He Leu 
305 



<210> 277 
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<211> 876 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (873) 

<223> 



<400> 277 

atg gtt ggg gca aat cac tec gtg gtg tea gag ttt gtg ttc ctg gga 48 

Met Val Gly Ala Asn His Ser Val Val Ser Glu Phe Val Phe Leu Gly 
15 10 15 

etc acc aat tec tgg gag ate cga ctt etc etc ctt gtg ttc tec tec 96 

Leu Thr Asn Ser Trp Glu lie Arg Leu Leu Leu Leu Val Phe Ser Ser 
20 25 30 

atg ttt tac atg gec agt atg atg gga aac tct etc att ttg etc act 144 

Met Phe Tyr Met Ala Ser Met Met Gly Asn Ser Leu lie Leu Leu Thr 
35 40 45 

gtg act tct gac cct cac ttg cac tec ccc atg tat ttt ctg tta gee 192 

Val Thr Ser Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Ala 
50 55 60 

aac etc tec ttc att gac ctg ggt gtt tec tct gtc act tct ccc aaa 240 

Asn Leu Ser Phe He Asp Leu Gly Val Ser Ser Val Thr Ser Pro Lys 

65 70 75 80 

atg att tat gac ctg ttc aga aag cac gaa gtc ate tec ttt gga ggc 288 

Met He Tyr Asp Leu Phe Arg Lys His Glu Val He Ser Phe Gly Gly 
85 90 95 

tgc ate get caa ate ttc ttc ate cac gtc att ggc ggt gtg gag atg 336 

Cys He Ala Gin He Phe Phe He His Val He Gly Gly Val Glu Met 
100 105 110 

gtg ctg etc ata gec atg gee ttt gac aga tat gtg gee ata tgt aag 384 

Val Leu Leu He Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 

ccc etc cag tac ctg acc att atg age cca aga atg tgc atg ttc ttc 432 

Pro Leu Gin Tyr Leu Thr He Met Ser Pro Arg Met Cys Met Phe Phe 
130 135 140 

tta gtg get gec tgg gtg acc ggc ctt ate cac tct gta gtt caa ttg 480 

Leu Val Ala Ala Trp Val Thr Gly Leu He His Ser Val Val Gin Leu 

145 150 155 160 

gtt ttt gta gta aac ttg ccc ttc tgt ggt cct aat gta teg gac age 528 

Val Phe Val Val Asn Leu Pro Phe Cys Gly Pro Asn Val Ser Asp Ser 
165 170 175 

ttt tac tgt gac ctt cct egg ttc ate aaa ctt gec tgc aca gac age 576 

Phe Tyr Cys Asp Leu Pro Arg Phe He Lys Leu Ala Cys Thr Asp Ser 
180 185 190 

tac cga ctg gag ttc atg gtt aca gec aac agt gga ttc ate tct ctg 624 

Tyr Arg Leu Glu Phe Met Val Thr Ala Asn Ser Gly Phe He Ser Leu 
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195 200 205 

ggc tec ttc ttc ata ctg ate att tec tat gtg gtc ate att etc act 672 
Gly Ser Phe Phe lie Leu He He Ser Tyr Val Val He He Leu Thr 
210 215 220 

gtt ctg aaa cac tct tea get ggt tta tec aag get ctg tec ace ctt 720 
Val Leu Lys His Ser Ser Ala Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

tea get cac gtc agt gtg gta gtt ttg ttc ttt ggt cct ttg att ttt 768 
Ser Ala His Val Ser Val Val Val Leu Phe Phe Gly Pro Leu He Phe 
245 250 255 

gtc tat acg tgg cca tct ccc tec aca cac ctg gat aag ttt ctg gee 816 
Val Tyr Thr Trp Pro Ser Pro Ser Thr His Leu Asp Lys Phe Leu Ala 
260 265 270 

ate ttt gat gca gtt etc act cct gtt tta aat cct ate ate tac aca 864 
He Phe Asp Ala Val Leu Thr Pro Val Leu Asn Pro He He Tyr Thr 
275 280 285 

ttc agg aat tga 876 
Phe Arg Asn 
290 



<210> 278 

<211> 291 

<212> PRT 

<213> Homo Sapiens 

<400> 278 

Met Val Gly Ala Asn His Ser Val Val Ser Glu Phe Val Phe Leu Gly 
15 10 15 



Leu Thr Asn Ser Trp Glu He Arg Leu Leu Leu Leu Val Phe Ser Ser 
20 25 30 



Met Phe Tyr Met Ala Ser Met Met Gly Asn Ser Leu He Leu Leu Thr 
35 40 45 



Val Thr Ser Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Ala 
50 55 60 



Asn Leu Ser Phe He Asp Leu Gly Val Ser Ser Val Thr Ser Pro Lys 
65 70 75 80 



Met He Tyr Asp Leu Phe Arg Lys His Glu Val He Ser Phe Gly Gly 
85 90 95 



Cys He Ala Gin He Phe Phe He His Val He Gly Gly Val Glu Met 
100 105 110 
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Val Leu Leu lie Ala Met Ala Phe Asp Arg Tyr Val Ala lie Cys Lys 
115 120 125 



Pro Leu Gin Tyr Leu Thr lie Met Ser Pro Arg Met Cys Met Phe Phe 
130 135 140 



Leu Val Ala Ala Trp Val Thr Gly Leu lie His Ser Val Val Gin Leu 
145 150 155 160 



Val Phe Val Val Asn Leu Pro Phe Cys Gly Pro Asn Val Ser Asp Ser 
165 170 175 



Phe Tyr Cys Asp Leu Pro Arg Phe lie Lys Leu Ala Cys Thr Asp Ser 
180 185 190 



Tyr Arg Leu Glu Phe Met Val Thr Ala Asn Ser Gly Phe lie Ser Leu 
195 200 205 



Gly Ser Phe Phe lie Leu lie lie Ser Tyr Val Val lie lie Leu Thr 
210 215 220 



Val Leu Lys His Ser Ser Ala Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 



Ser Ala His Val Ser Val Val Val Leu Phe Phe Gly Pro Leu lie Phe 
245 250 255 



Val Tyr Thr Trp Pro Ser Pro Ser Thr His Leu Asp Lys Phe Leu Ala 
260 265 270 



lie Phe Asp Ala Val Leu Thr Pro Val Leu Asn Pro lie lie Tyr Thr 
275 280 285 



Phe Arg Asn 
290 



<210> 


279 


<211> 


951 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 




<400> 


279 



416 
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atg cct agt 
Met Pro Ser 
1 

ttc tea gec 
Phe Ser Ala 



etc ctg atg 
Leu Leu Met 
35 

aca ate tgg 
Thr lie Trp 
50 

tgc acc etc 
Cys Thr Leu 
65 

cgc atg ctg 
Arg Met Leu 



get tgt gee 
Ala Cys Ala 



tec ttc ctt 
Ser Phe Leu 
115 

cac cca ctg 
His Pro Leu 
130 

ctt gtg gee 
Leu Val Ala 
145 

aca acg ata 
Thr Thr lie 



cat ttt ttc 
His Phe Phe 



aag aca tea 
Lys Thr Ser 
195 

ctg ata ggc 
Leu lie Gly 
210 

get gee ate 
Ala Ala lie 
225 

tct acg tgt 



cag aac tat 
Gin Asn Tyr 
5 

ttc ccc cag 
Phe Pro Gin 
20 

ttc ctg ttc 
Phe Leu Phe 



att gaa cac 
lie Glu His 



tec gtc tct 
Ser Val Ser 
70 

get gat ctg 
Ala Asp Leu 
85 

aac cag atg 
Asn Gin Met 
100 

etc ctg gtc 
Leu Leu Val 



cgt tac aat 
Arg Tyr Asn 



tgt acc tgg 
Cys Thr Trp 
150 

gtt ttc cac 
Val Phe His 
165 

tgt cat gtg 
Cys His Val 
180 

tct gtc ate 
Ser Val lie 



tgt tta ttc 
Cys Leu Phe 



ttg agg att 
Leu Arg lie 
230 

gta tec cac 



age ate ata 
Ser lie lie 



cac etc ctg 
His Leu Leu 
25 

aca ttg ctg 
Thr Leu Leu 
40 

aga etc cac 
Arg Leu His 
55 

gag att ctg 
Glu lie Leu 



ctt tec acc 
Leu Ser Thr 



ttc ttc tec 
Phe Phe Ser 
105 

atg ggc tat 
Met Gly Tyr 
120 

gtg etc atg 
Val Leu Met 
135 

get ggt ggc 
Ala Gly Gly 



etc act ttc 
Leu Thr Phe 



ctt tec etc 
Leu Ser Leu 
185 

atg ggt gtg 
Met Gly Val 
200 

etc ate ate 
Leu lie lie 
215 

ccc tct gee 
Pro Ser Ala 



etc act gtg 



tct gaa ttt 
Ser Glu Phe 
10 

ccc ate ttg 
Pro lie Leu 



ggc aac ctt 
Gly Asn Leu 



aca ccc atg 
Thr Pro Met 

60 

ttc act gtt 
Phe Thr Val 
75 

cat cat tec 
His His Ser 
90 

ttc atg ttt 
Phe Met Phe 



gat cgc tat 
Asp Arg Tyr 



age ccc cgt 
Ser Pro Arg 
140 

tea gtc atg 
Ser Val Met 
155 

tgt ggg tct 
Cys Gly Ser 
170 

ttg aag ttg 
Leu Lys Leu 



atg ctg gtg 
Met Leu Val 



etc tec tat 
Leu Ser Tyr 
220 

gaa ggc egg 
Glu Gly Arg 
235 

gtg gtc acg 



aac etc ttt 
Asn Leu Phe 
15 

ttc ctg ctg 
Phe Leu Leu 
30 

etc ate atg 
Leu lie Met 
45 

tac etc ttc 
Tyr Leu Phe 



gee ate acc 
Ala lie Thr 



ate acc ttt 
He Thr Phe 
95 

ggc ttc act 
Gly Phe Thr 
110 

gtg gec ate 
Val Ala He 
125 

gac tgt gec 
Asp Cys Ala 



ggg atg atg 
Gly Met Met 



aat gtg ate 
Asn Val He 
175 

gec tgt gaa 
Ala Cys Glu 
190 

tgt gtc aca 
Cys Val Thr 
205 

gtc ttc att 
Val Phe He 



cac aag aca 
His Lys Thr 



cac tat agt 



ggc 4 8 

Gly 



tac 96 
Tyr 



gee 144 
Ala 



ttg 192 
Leu 



cct 240 

Pro 

80 

gtg 288 
Val 



cac 336 
His 



tgc 384 
Cys 



cat 432 
His 



gtg 480 

Val 

160 

cac 528 
His 



aac 576 
Asn 



gec 624 
Ala 



gtg 672 
Val 



ttt 720 

Phe 

240 

ttt 768 
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305 




<210> 


280 


<211> 


316 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


280 



Met Pro Ser Gin Asn Tyr Ser lie lie Ser Glu Phe Asn Leu Phe Gly 
15 10 15 



Phe Ser Ala Phe Pro Gin His Leu Leu Pro lie Leu Phe Leu Leu Tyr 
20 25 30 



Leu Leu Met Phe Leu Phe Thr Leu Leu Gly Asn Leu Leu lie Met Ala 
35 40 45 



Thr lie Trp lie Glu His Arg Leu His Thr Pro Met Tyr Leu Phe Leu 
50 55 60 



Cys Thr Leu Ser Val Ser Glu lie Leu Phe Thr Val Ala lie Thr Pro 
65 70 75 80 



Arg Met Leu Ala Asp Leu Leu Ser Thr His His Ser He Thr Phe Val 
85 90 95 



Ala Cys Ala Asn Gin Met Phe Phe Ser Phe Met Phe Gly Phe Thr His 
100 105 HO 



Ser Phe Leu Leu Leu Val Met Gly Tyr Asp Arg Tyr Val Ala He Cys 
115 120 125 



His Pro Leu Arg Tyr Asn Val Leu Met Ser Pro Arg Asp Cys Ala His 
130 135 I 40 



816 



864 



Ser Thr Cys Val Ser His Leu Thr Val Val Val Thr His Tyr Ser Phe 
245 250 255 

gcc tec ttt ate tac etc aag ccc aag ggc etc cat tct atg tac agt 
Ala Ser Phe He Tyr Leu Lys Pro Lys Gly Leu His Ser Met Tyr Ser 
260 265 270 

gac gcc ttg atg gcc acc acc tat act gtc ttc acc ccc ttc ctt age 
Asp Ala Leu Met Ala Thr Thr Tyr Thr Val Phe Thr Pro Phe Leu Ser 
275 280 285 

cca ate att ttc age eta agg aac aag gag ctg aag aat gcc ata aat 912 
Pro He He Phe Ser Leu Arg Asn Lys Glu Leu Lys Asn Ala He Asn 
290 295 300 

aaa aac ttt tac aga aaa ttc tgt cct cca agt tec tga 951 
Lys Asn Phe Tyr Arg Lys Phe Cys Pro Pro Ser Ser 

310 315 
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Leu Val Ala Cys Thr Trp Ala Gly Gly Ser Val Met Gly Met Met Val 
145 150 155 160 



Thr Thr lie Val Phe His Leu Thr Phe Cys Gly Ser Asn Val lie His 
165 170 175 



His Phe Phe Cys His Val Leu Ser Leu Leu Lys Leu Ala Cys Glu Asn 
180 185 190 



Lys Thr Ser Ser Val lie Met Gly Val Met Leu Val Cys Val Thr Ala 
195 200 205 



Leu lie Gly Cys Leu Phe Leu lie lie Leu Ser Tyr Val Phe lie Val 
210 215 220 



Ala Ala lie Leu Arg lie Pro Ser Ala Glu Gly Arg His Lys Thr Phe 
225 230 235 240 



Ser Thr Cys Val Ser His Leu Thr Val Val Val Thr His Tyr Ser Phe 
245 250 255 



Ala Ser Phe lie Tyr Leu Lys Pro Lys Gly Leu His Ser Met Tyr Ser 
260 265 270 



Asp Ala Leu Met Ala Thr Thr Tyr Thr Val Phe Thr Pro Phe Leu Ser 
275 280 285 



Pro lie He Phe Ser Leu Arg Asn Lys Glu Leu Lys Asn Ala He Asn 
290 295 300 



Lys Asn Phe Tyr Arg Lys Phe Cys Pro Pro Ser Ser 
305 310 315 



<210> 


281 




<211> 


975 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) - 


(972) 


<223> 






<400> 


281 





atg ttg gag agt aat tac acc atg cca act gag ttc eta ttt gtt gga 
Met Leu Glu Ser Asn Tyr Thr Met Pro Thr Glu Phe Leu Phe Val Gly 
15 10 15 
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ttc aca gat tat eta cct etc aga gtc aca ctg ttc ttg gta ttc ctt 
Phe Thr Asp Tyr Leu Pro Leu Arg Val Thr Leu Phe Leu Val Phe Leu 
20 25 30 

ctg gta tat aca tta act atg gtc gga aat ata etc tta ata att eta 
Leu Val Tyr Thr Leu Thr Met Val Gly Asn lie Leu Leu lie lie Leu 
35 40 45 

gtt aat att aat tea age ctt caa att ccc atg tat tat ttt ctt age 
Val Asn He Asn Ser Ser Leu Gin He Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

aac tta tct ttc tta gac ate age tgt tct aca gca ate act cct aaa 
Asn Leu Ser Phe Leu Asp He Ser Cys Ser Thr Ala He Thr Pro Lys 
65 70 75 80 



att gtg ttg gca tat ttc agt gga agt aca aca tea ctg gtc cat gtg 
He Val Leu Ala Tyr Phe Ser Gly Ser Thr Thr Ser Leu Val His Val 
145 150 155 160 

tgc etc aca ttc agg ctg tea ttt tgt ggc tec aat ate gtc aat cat 
Cys Leu Thr Phe Arg Leu Ser Phe Cys Gly Ser Asn He Val Asn His 
165 170 175 



cag ate aac cag ctt ctg etc ttt get ttg tgc age ttc ate cag ace 
Gin He Asn Gin Leu Leu Leu Phe Ala Leu Cys Ser Phe He Gin Thr 
195 200 205 

age act ttt gtg gta ata ttt att tct tac ttc tgc ate etc ate act 
Ser Thr Phe Val Val He Phe He Ser Tyr Phe Cys He Leu He Thr 
210 215 220 

gtg ttg age ate aag tec tea ggt ggc aga age aaa aca ttc tec act 
Val Leu Ser He Lys Ser Ser Gly Gly Arg Ser Lys Thr Phe Ser Thr 
225 230 235 240 

tgt get tec cac etc ata gca gtc acc tta ttc tat gga gcg etc ctg 
Cys Ala Ser His Leu He Ala Val Thr Leu Phe Tyr Gly Ala Leu Leu 
245 250 255 



96 



144 



192 



240 



288 



atg ctg gca aac ttc ttg gca tec agg aaa age ate tct cct tat ggg 
Met Leu Ala Asn Phe Leu Ala Ser Arg Lys Ser He Ser Pro Tyr Gly 
85 90 95 

tgt gca eta caa atg ttt ttc ttc get tct ttt get gat get gag tgc 336 
Cys Ala Leu Gin Met Phe Phe Phe Ala Ser Phe Ala Asp Ala Glu Cys 
100 105 HO 

ctt ate ctg gca gca atg get tat gac cgc tat gca gec ate tgc aac 384 
Leu He Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Asn 
115 120 125 

cca ctg etc tat act aca ctg atg tct agg aga gtc tgt gtc tgc ttc 432 
Pro Leu Leu Tyr Thr Thr Leu Met Ser Arg Arg Val Cys Val Cys Phe 
130 135 140 



480 



528 



ttt ttc tgt gat ate cca cct ctt ctg get tta tea tgt aca gac act 576 
Phe Phe Cys Asp He Pro Pro Leu Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 



624 



672 



720 



768 
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ttt atg tac tta cag ccc acc act age tat tec eta gac act gat aag 816 
Phe Met Tyr Leu Gin Pro Thr Thr Ser Tyr Ser Leu Asp Thr Asp Lys 
260 265 270 

gtg gtg gca gtg ttt tat act gtt gta ttt ccc atg ttt aat cca ata 864 
Val Val Ala Val Phe Tyr Thr Val Val Phe Pro Met Phe Asn Pro lie 
275 280 285 

att tat agt ttc aga aac aag gat gtg aaa aat get etc aaa aag eta 912 
He Tyr Ser Phe Arg Asn Lys Asp Val Lys Asn Ala Leu Lys Lys Leu 
290 295 300 

tta gaa aga att gga tat tea aat gaa tgg tat tta aat cgt tta aga 960 
Leu Glu Arg He Gly Tyr Ser Asn Glu Trp Tyr Leu Asn Arg Leu Arg 
305 310 315 320 

ata gtc aat ate taa 975 
He Val Asn He 



<210> 282 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 282 

Met Leu Glu Ser Asn Tyr Thr Met Pro Thr Glu Phe Leu Phe Val Gly 
15 10 15 



Phe Thr Asp Tyr Leu Pro Leu Arg Val Thr Leu Phe Leu Val Phe Leu 
20 25 30 



Leu Val Tyr Thr Leu Thr Met Val Gly Asn He Leu Leu He He Leu 
35 40 45 



Val Asn He Asn Ser Ser Leu Gin He Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 



Asn Leu Ser Phe Leu Asp He Ser Cys Ser Thr Ala He Thr Pro Lys 
65 70 75 80 



Met Leu Ala Asn Phe Leu Ala Ser Arg Lys Ser He Ser Pro Tyr Gly 
85 90 95 



Cys Ala Leu Gin Met Phe Phe Phe Ala Ser Phe Ala Asp Ala Glu Cys 
100 105 110 



Leu He Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Asn 
115 120 125 



Pro Leu Leu Tyr Thr Thr Leu Met Ser Arg Arg Val Cys Val Cys Phe 
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130 



135 140 



He Val Leu Ala Tyr Phe Ser Gly Ser Thr Thr Ser Leu Val His Val 
145 150 155 1^0 

Cys Leu Thr Phe Arg Leu Ser Phe Cys Gly Ser Asn lie Val Asn His 
165 170 175 

Phe Phe Cys Asp He Pro Pro Leu Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 

Gin He Asn Gin Leu Leu Leu Phe Ala Leu Cys Ser Phe lie Gin Thr 
195 200 205 

Ser Thr Phe Val Val He Phe He Ser Tyr Phe Cys He Leu He Thr 
210 215 220 

Val Leu Ser He Lys Ser Ser Gly Gly Arg Ser Lys Thr Phe Ser Thr 



225 



230 235 240 



Cys Ala Ser His Leu He Ala Val Thr Leu Phe Tyr Gly Ala Leu Leu 
245 250 255 



Phe Met Tyr Leu Gin Pro Thr Thr Ser Tyr Ser Leu Asp Thr Asp Lys 
260 265 270 

Val Val Ala Val Phe Tyr Thr Val Val Phe Pro Met Phe Asn Pro He 
275 280 285 

He Tyr Ser Phe Arg Asn Lys Asp Val Lys Asn Ala Leu Lys Lys Leu 
290 295 300 

Leu Glu Arg He Gly Tyr Ser Asn Glu Trp Tyr Leu Asn Arg Leu Arg 

o i n 315 320 

305 310 JiD 

He Val Asn He 



<210> 283 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> CD • - (942) 

<223> 
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<400> 283 
atg acc aga 
Met Thr Arg 
1 

tta gca gac 
Leu Ala Asp 



gtg att tat 
Val lie Tyr 
35 

ate agg ate 
lie Arg lie 
50 

aac ctg tec 
Asn Leu Ser 
65 

atg ctg gca 
Met Leu Ala 



tgc ttc eta 
Cys Phe Leu 



ate etc ttt 
lie Leu Phe 
115 

ccg ctg ctt 
Pro Leu Leu 
130 

gca gec ggg 
Ala Ala Gly 
145 

age cat gtc 
Ser His Val 



ttc ttc tgt 
Phe Phe Cys 



ate ctg aaa 
lie Leu Lys 
195 

ggg act ctg 
Gly Thr Leu 
210 

att ttt tct 
lie Phe Ser 
225 



aaa aat tat 
Lys Asn Tyr 
5 

acg ctg gag 
Thr Leu Glu 
20 

aca ctt aca 
Thr Leu Thr 



gat tec cag 
Asp Ser Gin 



ttt gtg gac 
Phe Val Asp 
70 

gat tta tta 
Asp Leu Leu 
85 

cag atg tac 
Gin Met Tyr 
100 

ggg tta atg 
Gly Leu Met 



tac tec ttg 
Tyr Ser Leu 



get ttt get 
Ala Phe Ala 
150 

age age ttg 
Ser Ser Leu 
165 

gac agt ccc 
Asp Ser Pro 
180 

gaa age ata 
Glu Ser lie 



ctt gtc ate 
Leu Val lie 



atg cat teg 
Met His Ser 
230 



acc tea ctg 
Thr Ser Leu 



eta cag att 
Leu Gin lie 
25 

gta ctg gga 
Val Leu Gly 
40 

ctt cac aca 
Leu His Thr 
55 

gtt tgt aac 
Val Cys Asn 



tea gag aag 
Ser Glu Lys 



ttc ttt ate 
Phe Phe He 
105 

gec tat gac 
Ala Tyr Asp 
120 

ate atg tec 
He Met Ser 
135 

gca ggg ttg 
Ala Gly Leu 



tea ttc tgt 
Ser Phe Cys 



cca ctt ttc 
Pro Leu Phe 
185 

agt tct att 
Ser Ser He 
200 

etc tec tec 
Leu Ser Ser 
215 

ggg gag ggg 
Gly Glu Gly 



act gag ttc 
Thr Glu Phe 
10 

ate etc ttt 
He Leu Phe 



aat etc ggg 
Asn Leu Gly 



ccc atg tat 
Pro Met Tyr 
60 

tea act acc 
Ser Thr Thr 
75 

aaa acc ate 
Lys Thr He 
90 

tec ctg gcg 
Ser Leu Ala 



agg tat gcg 
Arg Tyr Ala 



agg acc gtc 
Arg Thr Val 
140 

ctg aac ttc 
Leu Asn Phe 
155 

gac tec aat 
Asp Ser Asn 
170 

aag etc tct 
Lys Leu Ser 



ttg get ggt 
Leu Ala Gly 



tac tec tac 
Tyr Ser Tyr 
220 

agg cac aga 
Arg His Arg 
235 



gtc eta ttg 
Val Leu Leu 
15 

ttg ttt ttt 
Leu Phe Phe 
30 

atg ate etc 
Met He Leu 
45 

ttc ttc ctg 
Phe Phe Leu 



ate acc cca 
He Thr Pro 



tct ttt get 
Ser Phe Ala 
95 

aca acc gaa 
Thr Thr Glu 
110 

gec ata tgt 
Ala He Cys 
125 

tac eta aaa 
Tyr Leu Lys 



atg gtc aac 
Met Val Asn 



gtc ate cat 
Val He His 
175 

tgt tct gac 
Cys Ser Asp 
190 

gtg aat att 
Val Asn He 
205 

gtt etc ttc 
Val Leu Phe 



get ttc tec 
Ala Phe Ser 



gga 4 8 

Gly 

ctt 96 
Leu 



tta 144 
Leu 



get 192 
Ala 



aag 24 0 

Lys 

80 

ggc 288 
Gly 



tgc 336 
Cys 



cgc 3 84 

Arg 



atg 432 
Met 



aca 480 

Thr 

160 

cac 528 
His 



aca 576 
Thr 



gtg 624 
Val 



tec 672 
Ser 



acg 720 

Thr 

240 



423 
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tgt gcc tct cac ctg aca gcc ata att ctg ttc tat gcc acc tgc ate 768 
Cys Ala Ser His Leu Thr Ala lie He Leu Phe Tyr Ala Thr Cys He 
245 250 255 

tat act tac ctg aga cct agt tec age tac tec ctg aat cag gac aaa 816 
Tyr Thr Tyr Leu Arg Pro Ser Ser Ser Tyr Ser Leu Asn Gin Asp Lys 
260 265 270 



gtg get tct gtg ttc tac aca gtg gtg att ccc atg ttg aat cct ctg 
Val Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age etc agg agt aag gaa gta aag aag get tta gcg aat gta 
He Tyr Ser Leu Arg Ser Lys Glu Val Lys Lys Ala Leu Ala Asn Val 
290 295 300 

att age agg aaa agg acc tct tec ttt ctg tga 
He Ser Arg Lys Arg Thr Ser Ser Phe Leu 
305 310 



<210> 


284 


<211> 


314 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


284 



Met Thr Arg Lys Asn Tyr Thr Ser Leu Thr Glu Phe Val Leu Leu Gly 
R 10 15 



Leu Ala Asp Thr Leu Glu Leu Gin He He Leu Phe Leu Phe Phe Leu 
20 25 30 



Val He Tyr Thr Leu Thr Val Leu Gly Asn Leu Gly Met He Leu Leu 
35 40 45 

He Arg He Asp Ser Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ala 
50 55 60 

Asn Leu Ser Phe Val Asp Val Cys Asn Ser Thr Thr He Thr Pro Lys 
65 70 75 80 

Met Leu Ala Asp Leu Leu Ser Glu Lys Lys Thr He Ser Phe Ala Gly 
85 90 55 

Cys Phe Leu Gin Met Tyr Phe Phe He Ser Leu Ala Thr Thr Glu Cys 
100 105 110 



He Leu Phe Gly Leu Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Arg 
115 120 125 



864 



912 



945 
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Pro Leu Leu Tyr Ser Leu lie Met Ser Arg Thr Val Tyr Leu Lys Met 
130 135 140 



Ala Ala Gly Ala Phe Ala Ala Gly Leu Leu Asn Phe Met Val Asn Thr 
145 150 155 160 



Ser His Val Ser Ser Leu Ser Phe Cys Asp Ser Asn Val lie His His 
165 170 175 



Phe Phe Cys Asp Ser Pro Pro Leu Phe Lys Leu Ser Cys Ser Asp Thr 
180 185 190 



lie Leu Lys Glu Ser lie Ser Ser lie Leu Ala Gly Val Asn lie Val 
195 200 205 



Gly Thr Leu Leu Val lie Leu Ser Ser Tyr Ser Tyr Val Leu Phe Ser 
210 215 220 



lie Phe Ser Met His Ser Gly Glu Gly Arg His Arg Ala Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Leu Thr Ala lie lie Leu Phe Tyr Ala Thr Cys lie 
245 250 255 



Tyr Thr Tyr Leu Arg Pro Ser Ser Ser Tyr Ser Leu Asn Gin Asp Lys 
260 265 270 



Val Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Ser Lys Glu Val Lys Lys Ala Leu Ala Asn Val 
290 295 300 



He Ser Arg Lys Arg Thr Ser Ser Phe Leu 

310 



305 




<210> 


285 
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948 
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<400> 


285 



atg get cct gaa aat ttc acc agg gtc act gag ttt att etc aca ggt 48 
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Met Ala Pro Glu Asn Phe Thr Arg Val Thr Glu Phe He Leu Thr Gly 
1 5 10 15 

gtc tct age tgt cca gag etc cag att ccc etc ttc ctg gtc ttc eta 
Val Ser Ser Cys Pro Glu Leu Gin He Pro Leu Phe Leu Val Phe Leu 
20 25 30 

gtg etc tat gtg ctg ace atg gca ggg aac ctg ggc ate ate ace etc 
Val Leu Tyr Val Leu Thr Met Ala Gly Asn Leu Gly He He Thr Leu 
35 40 45 

acc agt gtt gac tct cga ctt caa ace ccc atg tac ttt ttc ctg aga 192 
Thr Ser Val Asp Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg 
50 55 60 



cat eta get ate ate aat ctt ggc aac tct act gtc att gee cct aaa 
His Leu Ala He He Asn Leu Gly Asn Ser Thr Val He Ala Pro Lys 
65 70 75 80 



tac ata cca gaa aca ata gtc ttt ata tct gca gca aca aat ttg ttt 
Tyr He Pro Glu Thr He Val Phe He Ser Ala Ala Thr Asn Leu Phe 
195 200 205 

ttt tec atg att aca gtt eta gta tct tat ttc aat att gtt ttg tec 
Phe Ser Met He Thr Val Leu Val Ser Tyr Phe Asn He Val Leu Ser 
210 215 220 

att eta agg ata cgt tea cca gaa gga agg aaa aaa gee ttt tec acc 
He Leu Arg He Arg Ser Pro Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

tgc get teg cat atg ata gca gtc acg gtt ttc tat ggg aca atg eta 
Cys Ala Ser His Met He Ala Val Thr Val Phe Tyr Gly Thr Met Leu 



96 



144 



240 



288 



336 



atg ctg atg aac ttt tta gta aag aag aaa act acc tea ttc tat gaa 
Met Leu Met Asn Phe Leu Val Lys Lys Lys Thr Thr Ser Phe Tyr Glu 
85 90 95 

tgt gee acc caa ctg gga ggg ttc ttg ttc ttt att gta teg gag gta 
Cys Ala Thr Gin Leu Gly Gly Phe Leu Phe Phe He Val Ser Glu Val 
100 105 HO 

atg atg ctg get gtg atg gee tat gac cgc tat gtg gee att tgt aac 384 
Met Met Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

cct ctg etc tac atg gtg gtg gtg tct egg egg etc tgc etc ctg ctg 432 
Pro Leu Leu Tyr Met Val Val Val Ser Arg Arg Leu Cys Leu Leu Leu 
130 135 140 

gtg tec etc acg tac etc tat ggc ttt tct aca get att gtg gtt tea 
Val Ser Leu Thr Tyr Leu Tyr Gly Phe Ser Thr Ala He Val Val Ser 
145 150 155 160 

cct tgt ata ttc tct gtg tct tat tgc tct tct aat ata ate aat cat 
Pro Cys He Phe Ser Val Ser Tyr Cys Ser Ser Asn He He Asn His 
165 170 175 

ttt tac tgt gat att gca cct ctg tta gca tta tct tgc tct gat act 576 
Phe Tyr Cys Asp He Ala Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 1^0 



480 



528 



624 



672 



720 



768 
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245 250 255 

ttt atg tat ttg cag ccc caa acc aac cac tea ctg gat act gat aag 816 

Phe Met Tyr Leu Gin Pro Gin Thr Asn His Ser Leu Asp Thr Asp Lys 

260 265 270 

atg get tct gtg ttt tac aca ttg gtg att cct atg ctg aat ccc ttg 864 

Met Ala Ser Val Phe Tyr Thr Leu Val lie Pro Met Leu Asn Pro Leu 

275 280 285 

ate tac age ctg agg aat aat gat gta aat gtt gec tta aag aaa ttc 912 

lie Tyr Ser Leu Arg Asn Asn Asp Val Asn Val Ala Leu Lys Lys Phe 
290 295 300 

atg gaa aat cca tgt tac tec ttt aaa tea atg taa 948 

Met Glu Asn Pro Cys Tyr Ser Phe Lys Ser Met 
305 310 315 



<210> 286 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 286 

Met Ala Pro Glu Asn Phe Thr Arg Val Thr Glu Phe lie Leu Thr Gly 
15 10 15 



Val Ser Ser Cys Pro Glu Leu Gin lie Pro Leu Phe Leu Val Phe Leu 
20 25 30 



Val Leu Tyr Val Leu Thr Met Ala Gly Asn Leu Gly lie lie Thr Leu 
35 40 45 



Thr Ser Val Asp Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg 
50 55 60 



His Leu Ala lie lie Asn Leu Gly Asn Ser Thr Val lie Ala Pro Lys 
65 70 75 80 



Met Leu Met Asn Phe Leu Val Lys Lys Lys Thr Thr Ser Phe Tyr Glu 
85 90 95 



Cys Ala Thr Gin Leu Gly Gly Phe Leu Phe Phe lie Val Ser Glu Val 
100 105 110 



Met Met Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 



Pro Leu Leu Tyr Met Val Val Val Ser Arg Arg Leu Cys Leu Leu Leu 
130 135 140 
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Val Ser Leu Thr Tyr Leu Tyr Gly Phe Ser Thr Ala He Val Val Ser 

145 150 155 160 

Pro Cys He Phe Ser Val Ser Tyr Cys Ser Ser Asn He He Asn His 

165 170 175 



Phe Tyr Cys Asp He Ala Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 

Tyr He Pro Glu Thr He Val Phe He Ser Ala Ala Thr Asn Leu Phe 

195 200 205 



Phe Ser Met He Thr Val Leu Val Ser Tyr Phe Asn He Val Leu Ser 
210 215 220 

He Leu Arg He Arg Ser Pro Glu Gly Arg Lys Lys Ala Phe Ser Thr 



225 



230 235 240 



Cys Ala Ser His Met He Ala Val Thr Val Phe Tyr Gly Thr Met Leu 
245 250 255 



Phe Met Tyr Leu Gin Pro Gin Thr Asn His Ser Leu Asp Thr Asp Lys 
260 265 270 

Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Asn Asp Val Asn Val Ala Leu Lys Lys Phe 
290 295 300 



Met Glu Asn Pro Cys Tyr Ser Phe Lys Ser Met 
305 310 315 



<210> 287 

<211> 933 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(930) 

<223> 



atg get ggc aac aat ttc act gag gtt acc gtc ttc ate etc tct gga 
Met Ala Gly Asn Asn Phe Thr Glu Val Thr Val Phe He Leu Ser Gly 
1 5 10 15 
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ttt gca aat 
Phe Ala Asn 



ttc att tat 
Phe lie Tyr 
35 

ate aga atg 
lie Arg Met 
50 

aat tta gca 
Asn Leu Ala 
65 

gca ttg gtg 
Ala Leu Val 



tgc ttt gtt 
Cys Phe Val 



ttc ctt ctg 
Phe Leu Leu 
115 

ccc tta ctg 
Pro Leu Leu 
130 

gga gta atg 
Gly Val Met 
145 

tgg gtg ata 
Trp Val lie 



ttt tgt gac 
Phe Cys Asp 



ggc aca gaa 
Gly Thr Glu 
195 

tct etc ctt 
Ser Leu Leu 
210 

ctg agg ate 
Leu Arg lie 
225 

gca tec cac 
Ala Ser His 



acc tat ttg 



cac cct gaa 
His Pro Glu 
20 

eta ttc act 
Leu Phe Thr 



gat tct cag 
Asp Ser Gin 



ttt att gac 
Phe lie Asp 
70 

aat ttc caa 
Asn Phe Gin 
85 

caa atg tac 
Gin Met Tyr 
100 

gga tea atg 
Gly Ser Met 



tat tea gta 
Tyr Ser Val 



cca tat gtg 
Pro Tyr Val 
150 

age agt ttg 
Ser Ser Leu 
165 

acc aca get 
Thr Thr Ala 
180 

atg gtg age 
Met Val Ser 



ate ate aca 
lie He Thr 



cag tea gca 
Gin Ser Ala 
230 

etc atg get 
Leu Met Ala 
245 

caa cct gat 



tta caa gtc 
Leu Gin Val 

25 

gtt ttg gga 
Val Leu Gly 
40 

ctt cac acc 
Leu His Thr 
55 

ata ttt tac 
He Phe Tyr 



tec aat egg 
Ser Asn Arg 



ttt ttt gtt 
Phe Phe Val 
105 

gee tac aat 
Ala Tyr Asn 
120 

gtc atg tec 
Val Met Ser 
135 

ata ggc ttc 
He Gly Phe 



gcg ttc tgt 
Ala Phe Cys 



ctt tta gca 
Leu Leu Ala 
185 

ttt gtc tta 
Phe Val Leu 
200 

gtc act tat 
Val Thr Tyr 
215 

gca ggc agg 
Ala Gly Arg 



gta act ate 
Val Thr He 



aac aca tea 



agt ctt ttc 
Ser Leu Phe 



aac ctg gga 
Asn Leu Gly 



cct atg tac 
Pro Met Tyr 
60 

tec tct act 
Ser Ser Thr 
75 

aga tec ate 
Arg Ser He 
90 

gga ttg gtg 
Gly Leu Val 



cgc tac ata 
Arg Tyr He 



caa aaa gtg 
Gin Lys Val 
140 

aca age teg 
Thr Ser Ser 
155 

gat tec age 
Asp Ser Ser 
170 

etc tec tgt 
Leu Ser Cys 



get gga ttc 
Ala Gly Phe 



ate ate ate 
He He He 
220 

cag aag gec 
Gin Lys Ala 
235 

ttt tat ggg 
Phe Tyr Gly 
250 

teg ctg acc 



ttg atg ttt 
Leu Met Phe 
30 

ctg ate acg 
Leu He Thr 
45 

ttt ttc ctg 
Phe Phe Leu 



gta aca cct 
Val Thr Pro 



tec ttt gtt 
Ser Phe Val 
95 

tgt tgt gag 
Cys Cys Glu 
110 

gca ate tgc 
Ala He Cys 
125 

tec aac tgg 
Ser Asn Trp 



ctg ata tct 
Leu He Ser 



ate aat cat 
He Asn His 
175 

gta gat aca 
Val Asp Thr 
190 

act ctt ctt 
Thr Leu Leu 
205 

ate tea gee 
He Ser Ala 



ttc tec acc 
Phe Ser Thr 



tct ctg att 
Ser Leu He 
255 

cag gcg cag 



etc 96 
Leu 



tta 144 
Leu 



age 192 
Ser 



aag 240 

Lys 

80 

ggc 288 
Gly 



tgt 336 
Cys 



aat 384 
Asn 



ctg 432 
Leu 



gtc 480 

Val 

160 

ttt 528 
Phe 



ttc 576 
Phe 



age 624 
Ser 



ate 672 
He 



tgc 720 

Cys 

240 

ttc 768 
Phe 



gtg 816 
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Thr Tyr Leu Gin Pro Asp Asn Thr Ser Ser Leu Thr Gin Ala Gin Val 
260 265 270 

gca tct gta ttc tat acg att gtc att ccc atg ctg aat cca etc ate 864 

Ala Ser Val Phe Tyr Thr lie Val lie Pro Met Leu Asn Pro Leu lie 
275 280 285 

tac agt ctg agg aac aaa gat gtg aaa aat get ctt ctg aga gtc ata 912 
Tyr Ser Leu Arg Asn Lys Asp Val Lys Asn Ala Leu Leu Arg Val lie 

290 295 300 



cat aga aaa ctt ttt cca tga 
His Arg Lys Leu Phe Pro 
305 310 



<210> 288 

<211> 310 

<212> PRT 

<213> Homo Sapiens 

<400> 288 



Met Ala Gly Asn Asn Phe Thr Glu Val Thr Val Phe lie Leu Ser Gly 
q 10 15 



Phe Ala Asn His Pro Glu Leu Gin Val Ser Leu Phe Leu Met Phe Leu 
20 25 30 

Phe He Tyr Leu Phe Thr Val Leu Gly Asn Leu Gly Leu He Thr Leu 
35 40 45 

He Arg Met Asp Ser Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



Asn Leu Ala Phe He Asp He Phe Tyr Ser Ser Thr Val Thr Pro Lys 
65 



70 75 80 



Ala Leu Val Asn Phe Gin Ser Asn Arg Arg Ser He Ser Phe Val Gly 
85 90 95 



Cys Phe Val Gin Met Tyr Phe Phe Val Gly Leu Val Cys Cys Glu Cys 
100 105 HO 



Phe Leu Leu Gly Ser Met Ala Tyr Asn Arg Tyr He Ala He Cys Asn 
115 120 125 



Pro Leu Leu Tyr Ser Val Val Met Ser Gin Lys Val Ser Asn Trp Leu 

130 135 140 

Glv Val Met Pro Tyr Val He Gly Phe Thr Ser Ser Leu He Ser Val 

14 5 150 155 160 
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Trp Val lie Ser Ser Leu Ala Phe Cys Asp Ser Ser lie Asn His Phe 
165 170 175 



Phe Cys Asp Thr Thr Ala Leu Leu Ala Leu Ser Cys Val Asp Thr Phe 
180 185 190 



Gly Thr Glu Met Val Ser Phe Val Leu Ala Gly Phe Thr Leu Leu Ser 
195 200 205 



Ser Leu Leu lie lie Thr Val Thr Tyr lie lie He He Ser Ala He 
210 215 220 



Leu Arg He Gin Ser Ala Ala Gly Arg Gin Lys Ala Phe Ser Thr Cys 
225 230 235 240 



Ala Ser His Leu Met Ala Val Thr He Phe Tyr Gly Ser Leu He Phe 
245 250 255 



Thr Tyr Leu Gin Pro Asp Asn Thr Ser Ser Leu Thr Gin Ala Gin Val 
260 265 270 



Ala Ser Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu He 
275 280 285 



Tyr Ser Leu Arg Asn Lys Asp Val Lys Asn Ala Leu Leu Arg Val He 
290 295 300 



His Arg Lys Leu Phe Pro 

310 



305 
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<221> 
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<222> 
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<223> 




<400> 


289 



atg atg ggt aga agg aat aac aca aat gtg get gac ttc ate ctt atg 
Met Met Gly Arg Arg Asn Asn Thr Asn Val Ala Asp Phe lie Leu Met 
15 10 15 



48 



gga ctg aca ctt tct gaa gag ate cag atg get ctg ttt atg eta ttt 96 
Gly Leu Thr Leu Ser Glu Glu He Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 
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etc ctg ata tac eta att act atg ctg ggg aat gtg ggg atg ata ttg 144 
Leu Leu He Tyr Leu He Thr Met Leu Gly Asn Val Gly Met He Leu 
35 40 45 

ata ate cgc ctg gac etc cag ctt cac act ccc atg tat ttt ttc ctt 
He He Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

act cac ctg tea ttt att gac etc agt tac tea act gtc gtc aca cct 
Thr His Leu Ser Phe He Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 

aaa ace tta gcg aac tta ctg act tec aac tat att tec ttt acg ggc 
Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr He Ser Phe Thr Gly 
85 90 95 

tgc ttt gec cag atg ttc ttt ttt gec ttc ttg ggt act get gaa tgt 
Cys Phe Ala Gin Met Phe Phe Phe Ala Phe Leu Gly Thr Ala Glu Cys 
100 105 HO 

tac ctt etc tec tea atg gec cat gat cgc tat gca gcg ate tgc agt 384 
Tyr Leu Leu Ser Ser Met Ala His Asp Arg Tyr Ala Ala He Cys Ser 
115 120 125 



cct eta cac tac aca gtt att atg tec aaa agg etc tgc etc get etc 
Pro Leu His Tyr Thr Val He Met Ser Lys Arg Leu Cys Leu Ala Leu 
130 135 140 

ate act ggg cct tat gtg att ggc ttt ata gac tec ttt gtc aac gtg 
He Thr Gly Pro Tyr Val He Gly Phe He Asp Ser Phe Val Asn Val 
145 150 155 160 

gtt tec atg age aga ttg cat ttc tac gac tea aac gta att cat cac 
Val Ser Met Ser Arg Leu His Phe Tyr Asp Ser Asn Val He His His 
165 170 175 

ttt ttc tgt gac act tec cca att tta get ctg tec tgc act gat aca 
Phe Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 

tac aac acc gaa ate ctg ata ttc att att gtt ggt tec acc ctg atg 
Tyr Asn Thr Glu He Leu He Phe He He Val Gly Ser Thr Leu Met 
195 200 205 

gtg tec ctt ttc aca ata tct gca tec tat gtg ttc att etc ttt acc 
Val Ser Leu Phe Thr He Ser Ala Ser Tyr Val Phe He Leu Phe Thr 
210 215 220 

ate ctg aaa att aat tec act tea gga aag cag aaa get ttc tct act 
He Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 



225 



230 235 



tgc gtc tct cat etc ttg gga gtc acc ate ttt tat age act ctg att 
Cys Val Ser His Leu Leu Gly Val Thr He Phe Tyr Ser Thr Leu He 
245 250 255 

ttt act tat tta aaa cca aga aag tct tat tec ttg gga aga gat caa 
Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 
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Ala 
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He 
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70 
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Phe 


Phe 
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105 
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Thr 


Ala 
110 


Glu 


Cys 
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Leu 
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Ser 
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His 
120 
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Ala 


Ala 
125 


He 


Cys 


Ser 


Pro 


Leu 
130 


His 


Tyr 


Thr 


Val 


He 
135 
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Ser 


Lys 


Arg 


Leu 
140 


Cys 


Leu 


Ala 


Leu 


He 
145 


Thr 


Gly 


Pro 


Tyr 
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150 


He 


Gly 


Phe 


He 


Asp 
155 


Ser 


Phe 


Val 


Asn 


Val 
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Val 
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165 



170 175 



Phe Phe Cys Asp Thr Ser Pro lie Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 

Tyr Asn Thr Glu He Leu He Phe He He Val Gly Ser Thr Leu Met 
195 200 205 

Val Ser Leu Phe Thr He Ser Ala Ser Tyr Val Phe He Leu Phe Thr 
210 215 220 

He Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Val Ser His Leu Leu Gly Val Thr He Phe Tyr Ser Thr Leu He 
245 250 255 

Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 

Val Ala Ser Val Phe Tyr Thr He Val He Pro Val Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Val He Arg Val 
290 295 300 



Met Gin Arg Arg Gin Asp Ser Arg 
305 310 



<210> 291 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(936) 

<223> 



<400> 291 

atg atg ggt aga agg aat gac aca aat gtg get gac ttc ate ctt acg 

Met Met Gly Arg Arg Asn Asp Thr Asn Val Ala Asp Phe He Leu Thr 
15 io 15 

gga ctg tea gac tct gaa gag gtc cag atg get ctg ttt atg eta ttt 
Gly Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 

etc etc ata tac eta att act atg ctg ggg aat gtg ggg atg eta ttg 
Leu Leu He Tyr Leu He Thr Met Leu Gly Asn Val Gly Met Leu Leu 



48 



96 



144 
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35 40 45 

ata ate cgc ctg gac etc cag ctt cac act ccc atg tat ttt ttc ctt 192 

lie lie Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

act cac ctg tea ttt att gac etc agt tac tea act gtc gtc aca cct 240 

Thr His Leu Ser Phe lie Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 

aaa acc tta gcg aac tta ctg act tec aac tat att tec ttc acg ggc 288 

Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Thr Gly 

85 90 95 

tgc ttt gee cag atg ttc tgt ttt gtc ttc ttg ggt act get gaa tgt 336 

Cys Phe Ala Gin Met Phe Cys Phe Val Phe Leu Gly Thr Ala Glu Cys 
100 105 110 

tat ctt etc tec tea atg gee tat gat cgc tat gca gcg ate tgc agt 384 

Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 
115 120 125 

cct eta cac tac aca gtt att atg ccc aaa agg etc tgc etc get etc 432 

Pro Leu His Tyr Thr Val lie Met Pro Lys Arg Leu Cys Leu Ala Leu 
130 135 140 

ate act ggg cct tat gtg att ggc ttt atg gac tec ttt gtc aat gtg 480 

lie Thr Gly Pro Tyr Val He Gly Phe Met Asp Ser Phe Val Asn Val 
145 150 155 160 

gtt tec atg age aga ttg cat ttc tgt gac tea aac ata att cat cac 528 

Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn He He His His 

165 170 175 

ttt ttc tgt gac act tec cca att tta get ctg tec tgc act gac aca 576 

Phe Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 

gac aac act gaa atg ctg ata ttc att ate get ggt tec acc ctg atg 624 

Asp Asn Thr Glu Met Leu He Phe He He Ala Gly Ser Thr Leu Met 
195 200 205 

gtg tec ctt ate aca ata tct gca tec tat gtg tec att etc tct acc 672 

Val Ser Leu He Thr He Ser Ala Ser Tyr Val Ser He Leu Ser Thr 
210 215 220 

ate ctg aaa att aat tec act tea gga aag cag aaa get ttc tct act 720 

He Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 

tgc gtc tct cat etc ttg gga gtc acc ate ttc tat gga act atg att 768 

Cys Val Ser His Leu Leu Gly Val Thr He Phe Tyr Gly Thr Met He 

245 250 255 

ttt act tac tta aag cca aga aag tct tat tec ttg gga aga gat caa 816 

Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 

gtg get cct gtg ttt tat act att gtg att ccc atg ctg aat cca etc 864 

Val Ala Pro Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 
275 280 285 
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att tat agt ctt aga aac aga gaa gtg aaa aat get etc att aga gtc 
He Tyr Ser Leu Arg Asn Arg Glu Val Lys Asn Ala Leu He Arg Val 
290 295 300 

atg cag aga aga cag gac tec agg tag 
Met Gin Arg Arg Gin Asp Ser Arg 
305 310 



<210> 


292 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


292 


Met Met Gly Arg Arg 


1 


5 



10 



15 



Gly Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 

Leu Leu lie Tyr Leu He Thr Met Leu Gly Asn Val Gly Met Leu Leu 
35 40 45 

He He Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Thr His Leu Ser Phe He Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 

Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Thr Gly 
85 90 95 

Cys Phe Ala Gin Met Phe Cys Phe Val Phe Leu Gly Thr Ala Glu Cys 
100 105 

Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 
115 120 125 

Pro Leu His Tyr Thr Val He Met Pro Lys Arg Leu Cys Leu Ala Leu 
130 135 1*0 

He Thr Gly Pro Tyr Val He Gly Phe Met Asp Ser Phe Val Asn Val 
145 150 155 160 

Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn He He His His 
165 170 I 75 
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Phe Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 



Asp Asn Thr Glu Met Leu He Phe He He Ala Gly Ser Thr Leu Met 
195 200 205 



Val Ser Leu He Thr He Ser Ala Ser Tyr Val Ser He Leu Ser Thr 
210 215 220 



He Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Val Ser His Leu Leu Gly Val Thr He Phe Tyr Gly Thr Met He 
245 250 255 



Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 



Val Ala Pro Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Arg Glu Val Lys Asn Ala Leu He Arg Val 
290 295 300 



Met Gin Arg Arg Gin Asp Ser Arg 

310 



305 
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<221> 
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(1) . 


<223> 




<400> 


293 



atg ggc caa cac aat eta aca gtg eta act gaa ttc att ctg atg gaa 48 

Met Gly Gin His Asn Leu Thr Val Leu Thr Glu Phe He Leu Met Glu 

15 10 15 

etc aca agg egg cct gag ctg cag att ccc ctt ttt gga gtc ttc etc 96 

Leu Thr Arg Arg Pro Glu Leu Gin He Pro Leu Phe Gly Val Phe Leu 
20 25 30 

gtc ate tac eta ate aca gtg gtg ggc aac eta act atg ate att ttg 144 

Val He Tyr Leu He Thr Val Val Gly Asn Leu Thr Met He He Leu 
35 40 45 

acc aaa ctg gac tec cac tta cat aca cct atg tac ttt tct ate aga 192 



437 



WO 02/24726 



PCT/BEO 1/00 162 



Thr Lys Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Ser He Arg 
50 55 60 

cat ttg get tct gtt gat ctt ggt aat tct act gtc att tgt ccc aag 
His Leu Ala Ser val Asp Leu Gly Asn Ser Thr Val He Cys Pro Lys 
65 70 75 80 

qtq ctg gca aat ttt gtt gtg gat cga aat act att tec tat tat gca 
Val Leu Ala Asn Phe Val Val Asp Arg Asn Thr lie Ser Tyr Tyr Ala 
85 90 95 

tqt get gca cag ctg gca ttc ttc ctt atg ttc att ate agt gaa ttt 
CVS Ala Ala Gin Leu Ala Phe Phe Leu Met Phe He He Ser Glu Phe 
100 105 HO 



ttc ate ctg tea gee atg gec tat gac cgc tat gtg gec att tgt aac 
Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 



120 125 



cct ctg etc tat tat gtt att atg tct cag cga ctg tgt cat gta ctg 
Pro Leu Leu Tyr Tyr Val He Met Ser Gin Arg Leu Cys His Val Leu 
130 135 140 

qtg ggc att caa tat etc tac age aca ttt cag get ctg atg ttc act 
Val Gly He Gin Tyr Leu Tyr Ser Thr Phe Gin Ala Leu Met Phe Thr 
145 150 155 160 

att aag att ttt aca ttg ace ttc tgt ggc tct aat gtc ate agt cat 
He Lys He Phe Thr Leu Thr Phe Cys Gly Ser Asn Val He Ser His 
165 170 175 

ttt tac tgt gat gat gtt cct ttg eta cct atg ctt tgc tea aat gca 
Phe Tyr Cys Asp Asp Val Pro Leu Leu Pro Met Leu Cys Ser Asn Ala 
180 185 190 

cag gaa ata gaa ttg ttg age ata eta ttt tct gta ttt aat ttg ate 
Gin Glu He Glu Leu Leu Ser He Leu Phe Ser Val Phe Asn Leu He 
195 200 205 

tec tec ttt ctg ata gtc tta gtg tec tac atg ttg att ttg tta get 
Ser Ser Phe Leu He Val Leu Val Ser Tyr Met Leu He Leu Leu Ala 
210 215 220 

ata tgt caa atg cat tct gca gag ggc agg aaa aag get ttc tec aca 
He Cys Gin Met His Ser Ala Glu Gly- Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

tgt ggt tec cat ttg aca gtg gtg gtt gtg ttc tat ggg tct eta etc 
Cys Gly Ser His Leu Thr Val Val Val Val Phe Tyr Gly Ser Leu Leu 
245 250 255 

ttc atg tac atg cag ccc aat tec act cac ttc ttt gat act gat aaa 
Phe Met Tyr Met Gin Pro Asn Ser Thr His Phe Phe Asp Thr Asp Lys 
260 265 270 

atg get tct gtg ttt tac act tta gta ate ccc atg ctt aac cct ttg 
Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 

att tac age tta aga aac gaa gag gtg aaa aat gec ttc tat aag etc 
He Tyr Ser Leu Arg Asn Glu Glu Val Lys Asn Ala Phe Tyr Lys Leu 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



438 



WO 02/24726 



PCT/BE0 1/00 162 



290 295 300 

ttt gag aat tga 
Phe Glu Asn 



305 
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294 
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<400> 


294 



Met Gly Gin His Asn Leu Thr Val Leu Thr Glu Phe lie Leu Met Glu 
15 10 15 



Leu Thr Arg Arg Pro Glu Leu Gin lie Pro Leu Phe Gly Val Phe Leu 
20 25 30 



Val lie Tyr Leu lie Thr Val Val Gly Asn Leu Thr Met lie He Leu 
35 40 45 



Thr Lys Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Ser He Arg 
50 55 60 



His Leu Ala Ser Val Asp Leu Gly Asn Ser Thr Val He Cys Pro Lys 
65 70 75 80 



Val Leu Ala Asn Phe Val Val Asp Arg Asn Thr He Ser Tyr Tyr Ala 
85 90 95 



Cys Ala Ala Gin Leu Ala Phe Phe Leu Met Phe He He Ser Glu Phe 
100 105 110 



Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 



Pro Leu Leu Tyr Tyr Val He Met Ser Gin Arg Leu Cys His Val Leu 
130 135 140 



Val Gly He Gin Tyr Leu Tyr Ser Thr Phe Gin Ala Leu Met Phe Thr 
145 150 155 160 



He Lys He Phe Thr Leu Thr Phe Cys Gly Ser Asn Val He Ser His 
165 170 175 



Phe Tyr Cys Asp Asp Val Pro Leu Leu Pro Met Leu Cys Ser Asn Ala 
180 185 190 
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Gin Glu He Glu Leu Leu Ser He Leu Phe Ser Val Phe Asn Leu He 
195 200 205 



Ser Ser Phe Leu He Val Leu Val Ser Tyr Met Leu He Leu Leu Ala 
210 215 220 



He Cys Gin Met His Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Gly Ser His Leu Thr Val Val Val Val Phe Tyr Gly Ser Leu Leu 
245 250 255 



Phe Met Tyr Met Gin Pro Asn Ser Thr His Phe Phe Asp Thr Asp Lys 
260 265 270 



Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Glu Glu Val Lys Asn Ala Phe Tyr Lys Leu 
290 295 300 



Phe Glu Asn 
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<400> 


295 



atg act ggg gga gga aat att aca gaa ate acc tat ttc ate ctg ctg 48 
Met Thr Gly Gly Gly Asn He Thr Glu He Thr Tyr Phe He Leu Leu 
15 10 15 

gga ttc tea gat ttt ccc agg ate ata aaa gtg etc ttc act ata ttc 
Gly Phe Ser Asp Phe Pro Arg He He Lys Val Leu Phe Thr He Phe 
20 25 30 

ctg gtg ate tac att aca tct ctg gee tgg aac etc tec etc att gtt 
Leu Val He Tyr He Thr Ser Leu Ala Trp Asn Leu Ser Leu He Val 
35 40 45 

tta ata agg atg gat tec cac etc cat aca ccc atg tat ttc ttc etc 192 
Leu He Arg Met Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 
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agt aac ctg 
Ser Asn Leu 
65 

aag atg etc 
Lys Met Leu 



ggt tgt att 
Gly Cys lie 



tct tgt etc 
Ser Cys Leu 
115 

aac ccc ctg 
Asn Pro Leu 
130 

atg gta ctg 
Met Val Leu 
145 

att ggt get 
lie Gly Ala 



cat ttc ttc 
His Phe Phe 



act ttc ttt 
Thr Phe Phe 
195 

ata gca agt 
lie Ala Ser 
210 

tec ate atg 
Ser lie Met 
225 

acc tgt get 
Thr Cys Ala 



ate ttt gtc 
He Phe Val 



aga ttt gca 
Arg Phe Ala 

275 

ttg att tac 
Leu lie Tyr 
290 

ttg caa aag 



tec ttc ata 
Ser Phe He 
70 

tec aac etc 
Ser Asn Leu 
85 

att cag tac 
He Gin Tyr 
100 

atg aca gee 
Met Thr Ala 



etc tat tea 
Leu Tyr Ser 



gga gee tac 
Gly Ala Tyr 
150 

ttg ctt caa 
Leu Leu Gin 
165 

tgt gac atg 
Cys Asp Met 
180 

gta cag gtc 
Val Gin Val 



gec eta gtt 
Ala Leu Val 



aag ate act 
Lys He Thr 
230 

tct cat eta 
Ser His Leu 
245 

tat ttg agt 
Tyr Leu Ser 
260 

tct gtt ttc 
Ser Val Phe 



agt ttg agg 
Ser Leu Arg 



aga aag tgc 



gat gtc tgc 
Asp Val Cys 



tta cag gaa 
Leu Gin Glu 



ttt ate ttt 
Phe He Phe 
105 

atg get tat 
Met Ala Tyr 

120 

tec ate atg 
Ser He Met 
135 

atg act ggc 
Met Thr Gly 



etc cac ttc 
Leu His Phe 



ccc caa ctg 
Pro Gin Leu 
185 

atg act get 
Met Thr Ala 
200 

ate atg ata 
He Met He 
215 

tea get aaa 
Ser Ala Lys 



aca get gtt 
Thr Ala Val 



tec age tct 
Ser Ser Ser 
265 

tac act gtg 
Tyr Thr Val 
280 

aac aaa gaa 
Asn Lys Glu 
295 

tgc tga 



tat ate age 
Tyr He Ser 
75 

cag caa act 
Gin Gin Thr 
90 

tea acg atg 
Ser Thr Met 



gat cgt tat 
Asp Arg Tyr 



tea ccc acc 
Ser Pro Thr 
140 

etc act get 
Leu Thr Ala 
155 

tgt ggg tct 
Cys Gly Ser 
170 

tta ate ttg 
Leu He Leu 



ata tta acc 
He Leu Thr 



tec tat ggc 
Ser Tyr Gly 
220 

ggc agg tec 
Gly Arg Ser 
235 

tec etc ttc 
Ser Leu Phe 
250 

99 a ggt tct 
Gly Gly Ser 



gtc att ccc 
Val He Pro 



att aaa gat 
He Lys Asp 
300 



tec aca gtc 
Ser Thr Val 



ate act ttt 
He Thr Phe 
95 

gga ctg agt 
Gly Leu Ser 
110 

get gec att 
Ala Ala He 
125 

etc tgt gtt 
Leu Cys Val 



tct tta ttc 
Ser Leu Phe 



aat gtc ate 
Asn Val He 
175 

tec tgt act 
Ser Cys Thr 
190 

atg ttc ttt 
Met Phe Phe 
205 

tat att ggc 
Tyr He Gly 



aag gca ttc 
Lys Ala Phe 



tat aca tea 
Tyr Thr Ser 
255 

tea age ttt 
Ser Ser Phe 
270 

atg tta aat 
Met Leu Asn 
285 

gee tta aag 
Ala Leu Lys 



ccc 240 

Pro 

80 

gtt 288 
Val 



gag 336 
Glu 



tgt 384 
Cys 



tgg 432 
Trp 



caa 480 

Gin 

160 

aga 528 
Arg 



gac 576 
Asp 



ggg 624 
Gly 



ate 672 
He 



aac 720 

Asn 

240 

gga 768 
Gly 



gac 816 
Asp 



ccc 864 
Pro 



agg 912 
Arg 



936 
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Leu Gin Lys Arg Lys Cys Cys 

310 



305 




<210> 


296 


<211> 


311 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


296 



Met Thr Gly Gly Gly Asn lie Thr Glu lie Thr Tyr Phe He Leu Leu 
5 10 15 



Gly Phe Ser Asp Phe Pro Arg He He Lys Val Leu Phe Thr He Phe 
20 25 30 

Leu Val He Tyr He Thr Ser Leu Ala Trp Asn Leu Ser Leu He Val 
35 40 45 

Leu He Arg Met Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Asn Leu Ser Phe He Asp Val Cys Tyr He Ser Ser Thr Val Pro 
65 70 75 80 

Lys Met Leu Ser Asn Leu Leu Gin Glu Gin Gin Thr He Thr Phe Val 
85 90 95 

Gly Cys He He Gin Tyr Phe He Phe Ser Thr Met Gly Leu Ser Glu 
100 105 HO 

Ser Cys Leu Met Thr Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys 
115 120 125 



Asn Pro Leu Leu Tyr Ser Ser He Met Ser Pro Thr Leu Cys Val Trp 
130 135 140 

Met Val Leu Gly Ala Tyr Met Thr Gly Leu Thr Ala Ser Leu Phe Gin 
145 150 155 160 

He Gly Ala Leu Leu Gin Leu His Phe Cys Gly Ser Asn Val He Arg 
165 170 175 



His Phe Phe Cys Asp Met Pro Gin Leu Leu He Leu Ser Cys Thr Asp 
180 185 190 

Thr Phe Phe Val Gin Val Met Thr Ala He Leu Thr Met Phe Phe Gly 
195 200 205 
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He Ala Ser Ala Leu Val He Met He Ser Tyr Gly Tyr He Gly He 
210 215 220 



Ser He Met Lys He Thr Ser Ala Lys Gly Arg Ser Lys Ala Phe Asn 
225 230 235 240 



Thr Cys Ala Ser His Leu Thr Ala Val Ser Leu Phe Tyr Thr Ser Gly 
245 250 255 



He Phe Val Tyr Leu Ser Ser Ser Ser Gly Gly Ser Ser Ser Phe Asp 
260 265 270 



Arg Phe Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 
275 280 285 



Leu He Tyr Ser Leu Arg Asn Lys Glu lie Lys Asp Ala Leu Lys Arg 
290 295 300 



Leu Gin Lys Arg Lys Cys Cys 
305 310 



<210> 297 

<211> 951 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (948) 

<223> 



<400> 297 

atg gag aat gtc act aca atg aat gag ttt ctt eta ctt ggc ctg act 48 

Met Glu Asn Val Thr Thr Met Asn Glu Phe Leu Leu Leu Gly Leu Thr 
15 10 15 

ggt gtt cag gag ctg cag cct ttc ttc ttt ggg att ttc tta ate att 96 
Gly Val Gin Glu Leu Gin Pro Phe Phe Phe Gly He Phe Leu He He 
20 25 30 

tac ctg ata aac ttg att gga aat gga tct ata ttg gtg atg gtt gtt 144 
Tyr Leu He Asn Leu He Gly Asn Gly Ser He Leu Val Met Val Val 
35 40 45 

ttg gaa cca caa etc cac tec cct atg tat ttt ttt ctg gga aac ctt 192 
Leu Glu Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu Gly Asn Leu 
50 55 60 

tct tgt ctg gat att tct tat tct tea gtg aca ctg ccc aag ctg etc 240 
Ser Cys Leu Asp He Ser Tyr Ser Ser Val Thr Leu Pro Lys Leu Leu 
65 70 75 80 
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gta aac etc gtg tgc agt cgc agg get ata tct ttt eta ggc tgt ate 
val Asn Leu Val Cys Ser Arg Arg Ala He Ser Phe Leu Gly Cys He 



85 



.90 9S 



acc cag eta cac ttc ttc cac ttt ttg gga age aca gag gee att tta 
Thr Gin Leu His Phe Phe His Phe Leu Gly Ser Thr Glu Ala He Leu 

105 HO 



100 



ctg get ate atg gee ttt gac cgt ttt gtt gee ate tgc aat cct ctt 
Leu Ala He Met Ala Phe Asp Arg Phe Val Ala He Cys Asn Pro Leu 

120 125 



115 



cgc tac act gtc ate atg aac ccc cag gtg tgt att ctg ttg gca get 
Arq Tyr Thr Val He Met Asn Pro Gin Val Cys He Leu Leu Ala Ala 

135 140 



130 



gcg gee tgg etc ate age ttc ttt tac get ctg atg cat tct gtc atg 
Ala Ala Trp Leu He Ser Phe Phe Tyr Ala Leu Met His Ser Val Met 
145 150 155 



160 



act gca cac ctg agt ttt tgt ggc tct cag aaa etc aat cac ttc ttc 
Thr Ala His Leu Ser Phe Cys Gly Ser Gin Lys Leu Asn His Phe Phe 
165 170 175 

tac gat gtc aag ccg etc tta gaa ttg gec tgt agt gac aca tta etc 
Tyr Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Ser Asp Thr Leu Leu 
180 185 190 

aat caa tgg ctt ctt tec att gtc aca ggc age ata tec atg gga get 
Asn Gin Trp Leu Leu Ser He Val Thr Gly Ser He Ser Met Gly Ala 



195 



200 205 



ttc ttt ctg act ctt etc tec tgc ttc tat gta att ggc ttc ctt ctg 
Phe Phe Leu Thr Leu Leu Ser Cys Phe Tyr Val He Gly Phe Leu Leu 
210 215 220 

ttt aag aac agg tec tgc aga ata etc cac aag get ctg tec act tgt 
Phe Lys Asn Arg Ser Cys Arg He Leu His Lys Ala Leu Ser Thr Cys 



225 230 



235 240 



gec tec cat ttt atg gtg gta tgt ctt ttc tat gga cct gtg ggc ttc 
Ala Ser His Phe Met Val Val Cys Leu Phe Tyr Gly Pro Val Gly Phe 
245 250 255 

aca tat att cgt cct get tea gec acc tec atg att cag gac egg ata 
Thr Tyr He Arg Pro Ala Ser Ala Thr Ser Met He Gin Asp Arg He 
260 265 270 

atg gee ate atg tat age gee gtc acc cct gta ctg aat cca eta ate 
Met Ala He Met Tyr Ser Ala Val Thr Pro Val Leu Asn Pro Leu He 
275 280 285 

tac acc ctt agg aac aaa gaa gtg atg atg get ctg aag aaa ate ttt 
Tyr Thr Leu Arg Asn Lys Glu Val Met Met Ala Leu Lys Lys He Phe 
290 295 300 

ggt agg aag ttg ttt aaa gac tgg cag caa cac cac tag 
Gly Arg Lys Leu Phe Lys Asp Trp Gin Gin His His 
305 310 315 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



951 
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<210> 298 

<211> 316 

<212> PRT 

<213> Homo Sapiens 

<400> 298 

Met Glu Asn Val Thr Thr Met Asn Glu Phe Leu Leu Leu Gly Leu Thr 
15 10 15 



Gly Val Gin Glu Leu Gin Pro Phe Phe Phe Gly lie Phe Leu He He 
20 25 30 



Tyr Leu He Asn Leu He Gly Asn Gly Ser He Leu Val Met Val Val 
35 40 45 



Leu Glu Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu Gly Asn Leu 
50 55 60 



Ser Cys Leu Asp He Ser Tyr Ser Ser Val Thr Leu Pro Lys Leu Leu 
65 70 75 80 



Val Asn Leu Val Cys Ser Arg Arg Ala He Ser Phe Leu Gly Cys He 
85 90 95 



Thr Gin Leu His Phe Phe His Phe Leu Gly Ser Thr Glu Ala He Leu 
100 105 110 



Leu Ala He Met Ala Phe Asp Arg Phe Val Ala He Cys Asn Pro Leu 
115 120 125 



Arg Tyr Thr Val He Met Asn Pro Gin Val Cys He Leu Leu Ala Ala 
130 135 140 



Ala Ala Trp Leu He Ser Phe Phe Tyr Ala Leu Met His Ser Val Met 
145 150 155 160 



Thr Ala His Leu Ser Phe Cys Gly Ser Gin Lys Leu Asn His Phe Phe 
165 170 175 



Tyr Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Ser Asp Thr Leu Leu 
180 185 190 



Asn Gin Trp Leu Leu Ser He Val Thr Gly Ser He Ser Met Gly Ala 
195 200 205 



Phe Phe Leu Thr Leu Leu Ser Cys Phe Tyr Val He Gly Phe Leu Lei 



445 



WO 02/24726 



PCT/BE01/00162 



210 215 220 



Phe Lys Asn Arg Ser Cys Arg He Leu His Lys Ala Leu Ser Thr Cys 
225 230 235 240 



Ala Ser His Phe Met Val Val Cys Leu Phe Tyr Gly Pro Val Gly Phe 
245 250 255 



Thr Tyr He Arg Pro Ala Ser Ala Thr Ser Met He Gin Asp Arg He 
260 265 270 



Met Ala He Met Tyr Ser Ala Val Thr Pro Val Leu Asn Pro Leu He 
275 280 285 



Tyr Thr Leu Arg Asn Lys Glu Val Met Met Ala Leu Lys Lys He Phe 
290 295 300 



Gly Arg Lys Leu Phe Lys Asp Trp Gin Gin His His 
305 310 315 



<210> 299 

<211> 951 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (948) 

<223> 



<400> 299 

atg gag get gec aat gag tct tea gag gga ate tea ttc gtt tta ttg 

Met Glu Ala Ala Asn Glu Ser Ser Glu Gly He Ser Phe Val Leu Leu 
1 5 10 15 

gga ctg aca aca agt cct gga cag cag egg cct etc ttt gtg ctg ttc 
Gly Leu Thr Thr Ser Pro Gly Gin Gin Arg Pro Leu Phe Val Leu Phe 
20 25 30 



gee ate cag gee agt cca gec ctt cat gca ccc atg tac ttc ctg ctg 
Ala He Gin Ala Ser Pro Ala Leu His Ala Pro Met Tyr Phe Leu Leu 
50 55 60 

gee cac ctg tec ttt get gac etc tgt ttc gee tec gtc act gtg ccc 
Ala His Leu Ser Phe Ala Asp Leu Cys Phe Ala Ser Val Thr Val Pro 
65 70 75 80 

aag atg ttg gee aac ttg ttg gec cat gac cac tec ate teg ctg get 
Lys Met Leu Ala Asn Leu Leu Ala His Asp His Ser He Ser Leu Ala 



48 



96 



ttg etc ttg tat gtg gee age etc ctg ggt aat gga etc att gtg get 144 
Leu Leu Leu Tyr Val Ala Ser Leu Leu Gly Asn Gly Leu He Val Ala 
35 40 45 



192 



240 



288 
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ggc tgc ctg 
Gly Cys Leu 



age tgt ctt 
Ser Cys Leu 
115 

cac ccc etc 
His Pro Leu 
130 

ctg gtg gga 
Leu Val Gly 
145 

ate ctg etc 
lie Leu Leu 



cac ttc ttc 
His Phe Phe 



acc cac cac 
Thr His His 
195 

gtc act ccc 
Val Thr Pro 
210 

gee gtg etc 
Ala Val Leu 
225 

acc tgt ggc 
Thr Cys Gly 



att gca gtc 
lie Ala Val 



cgt gtg gec 
Arg Val Ala 
275 

ate ate tac 
lie lie Tyr 
290 

ctt etc att 
Leu Leu lie 
305 



85 

acc caa atg 
Thr Gin Met 
100 

ctg gcg gee 
Leu Ala Ala 



ccc tat gec 
Pro Tyr Ala 



atg gca tgg 
Met Ala Trp 
150 

atg get cgc 
Met Ala Arg 
165 

tgt gac cac 
Cys Asp His 
180 

ate cag ctg 
lie Gin Leu 



ttc ctg etc 
Phe Leu Leu 



cag ctg ccc 
Gin Leu Pro 
230 

tec cac ctg 
Ser His Leu 
245 

tac ttc cag 
Tyr Phe Gin 
260 

act gtc atg 
Thr Val Met 



age etc tgg 
Ser Leu Trp 



ggg cga agg 
Gly Arg Arg 
310 



tac ttc ttc 
Tyr Phe Phe 
105 

atg gee tat 
Met Ala Tyr 
120 

acg agg atg 
Thr Arg Met 
135 

ctg gtg tec 
Leu Val Ser 



ttg tec ttc 
Leu Ser Phe 



cag cct etc 
Gin Pro Leu 
185 

etc ate ttc 
Leu lie Phe 
200 

ate etc gee 
lie Leu Ala 
215 

tea gee tct 
Ser Ala Ser 



get gtg gtg 
Ala Val Val 



gee aca tec 
Ala Thr Ser 
265 

tac act gta 
Tyr Thr Val 
280 

aat cgc gat 
Asn Arg Asp 
295 

ate tea get 
lie Ser Ala 



90 

ttt gec ctg 
Phe Ala Leu 



gac tgc tac 
Asp Cys Tyr 



tec egg gee 
Ser Arg Ala 
140 

cac gtc cac 
His Val His 
155 

tgt get tec 
Cys Ala Ser 
170 

tta agg etc 
Leu Arg Leu 



acc gag ggc 
Thr Glu Gly 



tec tat ggg 
Ser Tyr Gly 
220 

ggg agg etc 
Gly Arg Leu 
235 

age etc ttc 
Ser Leu Phe 
250 

cga cgc gag 
Arg Arg Glu 



gtc acc ccc 
Val Thr Pro 



gta cag ggg 
Val Gin Gly 
300 

agt gac tec 
Ser Asp Ser 
315 



95 

ggg gta act 
Gly Val Thr 
110 

gtg gee ate 
Val Ala He 
125 

atg tgc gca 
Met Cys Ala 



tec etc ctg 
Ser Leu Leu 



cac caa gtg 
His Gin Val 
175 

teg tgc tct 
Ser Cys Ser 
190 

gec gca gtg 
Ala Ala Val 
205 

gee ate gca 
Ala lie Ala 



egg get gtg 
Arg Ala Val 



tat ggg aca 
Tyr Gly Thr 
255 

gca gag tgg 
Ala Glu Trp 
270 

atg ctg aac 
Met Leu Asn 
285 

gca etc cga 
Ala Leu Arg 



tga 



gat 336 
Asp 



egg 384 
Arg 



gee 432 
Ala 



tat 480 

Tyr 

160 

ccc 528 
Pro 



gac 576 
Asp 



gtg 624 
Val 



get 672 
Ala 



tec 720 

Ser 

240 

gtc 768 
Val 



ggc 816 
Gly 

ccc 864 
Pro 



gee 912 
Ala 



951 



<210> 300 
<211> 316 
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<212> PRT 

<213> Homo Sapiens 

<400> 300 



Met Glu Ala Ala Asn Glu Ser Ser Glu Gly lie Ser Phe Val Leu Leu 
1 5 10 15 

Gly Leu Thr Thr Ser Pro Gly Gin Gin Arg Pro Leu Phe Val Leu Phe 



20 



25 30 



Leu Leu Leu Tyr Val Ala Ser Leu Leu Gly Asn Gly Leu He Val Ala 
35 40 45 

Ala He Gin Ala Ser Pro Ala Leu His Ala Pro Met Tyr Phe Leu Leu 
50 55 60 

Ala His Leu Ser Phe Ala Asp Leu Cys Phe Ala Ser Val Thr Val Pro 
65 70 75 80 

Lys Met Leu Ala Asn Leu Leu Ala His Asp His Ser He Ser Leu Ala 
85 90 95 

Gly Cys Leu Thr Gin Met Tyr Phe Phe Phe Ala Leu Gly Val Thr Asp 
100 105 11° 

Ser Cys Leu Leu Ala Ala Met Ala Tyr Asp Cys Tyr Val Ala lie Arg 
115 I 20 125 

His Pro Leu Pro Tyr Ala Thr Arg Met Ser Arg Ala Met Cys Ala Ala 
130 135 I 40 

Leu Val Gly Met Ala Trp Leu Val Ser His Val His Ser Leu Leu Tyr 



145 



150 155 160 



lie Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Ser His Gin Val Pro 
165 170 175 



His Phe Phe Cys Asp His Gin Pro Leu Leu Arg Leu Ser Cys Ser Asp 
180 185 190 

Thr His His He Gin Leu Leu He Phe Thr Glu Gly Ala Ala Val Val 
195 200 205 

Val Thr Pro Phe Leu Leu He Leu Ala Ser Tyr Gly Ala He Ala Ala 
210 215 220 
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Ala Val Leu Gin Leu Pro Ser Ala Ser Gly Arg Leu Arg Ala Val Ser 
225 230 235 240 



Thr Cys Gly Ser His Leu Ala Val Val Ser Leu Phe Tyr Gly Thr Val 
245 250 255 



He Ala Val Tyr Phe Gin Ala Thr Ser Arg Arg Glu Ala Glu Trp Gly 
260 265 270 



Arg Val Ala Thr Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 
275 280 285 



He He Tyr Ser Leu Trp Asn Arg Asp Val Gin Gly Ala Leu Arg Ala 
290 295 300 



Leu Leu He Gly Arg Arg He Ser Ala Ser Asp Ser 
305 310 315 



<210> 301 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 



<400> 301 

atg gag caa gtc aat aag act gtg gtg aga gag ttc gtc gtc etc ggc 48 

Met Glu Gin Val Asn Lys Thr Val Val Arg Glu Phe Val Val Leu Gly 
15 10 15 

ttc tea tec ctg gee agg ctg cag cag ctg etc ttt gtt ate ttc ctg 96 

Phe Ser Ser Leu Ala Arg Leu Gin Gin Leu Leu Phe Val He Phe Leu 
20 25 30 

etc etc tac ctg ttc act ctg ggc acc aat gca ate ate att tec acc 144 

Leu Leu Tyr Leu Phe Thr Leu Gly Thr Asn Ala He He lie Ser Thr 
35 40 45 

att gtg ctg gac aga gec ctt cat act ccc atg tac ttc ttc ctt gec 192 

He Val Leu Asp Arg Ala Leu His Thr Pro Met Tyr Phe Phe Leu Ala 
50 55 60 

ate ctt tct tgc tct gag att tgc tat acc ttt gtc att gta ccc aag 240 

He Leu Ser Cys Ser Glu He Cys Tyr Thr Phe Val He Val Pro Lys 

65 70 75 80 

atg ctg gtt gac ctg ctg tec cag aag aag acc att tct ttc ctg ggc 288 

Met Leu Val Asp Leu Leu Ser Gin Lys Lys Thr He Ser Phe Leu Gly 
85 90 95 

tgt gee ate caa atg ttt tec ttc etc ttc ttt ggc tec tct cac tec 336 
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Cys Ala He Gin Met Phe Ser Phe Leu Phe Phe Gly Ser Ser His Ser 



100 105 



ttc ctg ctg gca gcc atg ggc tat gat cgc tat atg gcc ate tgt aac 
Phe Leu Leu Ala Ala Met Gly Tyr Asp Arg Tyr Met Ala lie Cys Asn 



115 



120 125 



cca ctg cgc tac tea gtg etc atg gga cat ggg gtg tgt atg gga eta 
Pro Leu Arg Tyr Ser Val Leu Met Gly His Gly Val Cys Met Gly Leu 

135 140 



130 



atg get get gee tgt gee tgt ggc ttc act gtc tec ctg gtc ace ace 
Met Ala Ala Ala Cys Ala Cys Gly Phe Thr Val Ser Leu Val Thr Thr 

150 155 160 



145 



tec eta gta ttt cat ctg ccc ttc cac tec tec aac cag etc cat cac 
Ser Leu Val Phe His Leu Pro Phe His Ser Ser Asn Gin Leu His His 



165 170 



175 



ttc ttc tgt gac ate tec cct gtc ctt aaa ctg gca tct cag cac tec 
Phe Phe Cys Asp He Ser Pro Val Leu Lys Leu Ala Ser Gin His Ser 

185 190 



180 



ggc ttc agt cag ctg gtc ata ttc atg ctt ggt gta ttt gee ttg gtc 
Gly Phe Ser Gin Leu Val lie Phe Met Leu Gly Val Phe Ala Leu Val 
y 200 205 



195 



att cct ctg eta ctt ate eta gtc tec tac ate cgc ate ate tct gcc 
He Pro Leu Leu Leu He Leu Val Ser Tyr He Arg He He Ser Ala 



210 



215 220 



att eta aaa ate cct tec tec gtt gga aga tac aag ace ttc tec ace 
He Leu Lys He Pro Ser Ser Val Gly Arg Tyr Lys Thr Phe Ser Thr 



225 



230 2 35 



tqt gcc tec cat etc att gtg gta act gtt cac tac agt tgt gcc tct 
Cys Ala Ser His Leu He Val Val Thr Val His Tyr Ser Cys Ala Ser 

250 255 



245 



ttc ate tae tta agg ccc aag act aat tac act tea age caa gac ace 
Phe He Tyr Leu Arg Pro Lys Thr Asn Tyr Thr Ser Ser Gin Asp Thr 

265 270 



260 



eta ata tct gtg tea tac ace ate ctt ace cca ttg ttc aat cca atg 
Leu He Ser Val Ser Tyr Thr He Leu Thr Pro Leu Phe Asn Pro Met 
275 28° 285 

att tat agt ctg aga aat aag gaa ttc aaa tea gcc eta cga aga aca 
He Tyr Ser Leu Arg Asn Lys Glu Phe Lys Ser Ala Leu Arg Arg Thr 
290 295 300 

ate ggc caa act ttc tat cct ctt agt taa 
He Gly Gin Thr Phe Tyr Pro Leu Ser 
305 310 



384 



432 



480 



528 



576 



624 



67: 



720 



768 



816 



864 



912 



942 



<210> 302 

<211> 313 

<212> PRT 

<213> Homo Sapiens 
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<400> 302 

Met Glu Gin Val Asn Lys Thr Val Val Arg Glu Phe Val Val Leu Gly 
15 10 15 



Phe Ser Ser Leu Ala Arg Leu Gin Gin Leu Leu Phe Val lie Phe Leu 
20 25 30 



Leu Leu Tyr Leu Phe Thr Leu Gly Thr Asn Ala lie lie lie Ser Thr 
35 40 45 



lie Val Leu Asp Arg Ala Leu His Thr Pro Met Tyr Phe Phe Leu Ala 
50 55 60 



lie Leu Ser Cys Ser Glu lie Cys Tyr Thr Phe Val He Val Pro Lys 
65 70 75 80 



Met Leu Val Asp Leu Leu Ser Gin Lys Lys Thr He Ser Phe Leu Gly 
85 90 95 



Cys Ala He Gin Met Phe Ser Phe Leu Phe Phe Gly Ser Ser His Ser 
100 105 110 



Phe Leu Leu Ala Ala Met Gly Tyr Asp Arg Tyr Met Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Ser Val Leu Met Gly His Gly Val Cys Met Gly Leu 
130 135 140 



Met Ala Ala Ala Cys Ala Cys Gly Phe Thr Val Ser Leu Val Thr Thr 
145 150 155 160 



Ser Leu Val Phe His Leu Pro Phe His Ser Ser Asn Gin Leu His His 
165 170 175 



Phe Phe Cys Asp He Ser Pro Val Leu Lys Leu Ala Ser Gin His Ser 
180 185 190 



Gly Phe Ser Gin Leu Val He Phe Met Leu Gly Val Phe Ala Leu Val 
195 200 205 



lie Pro Leu Leu Leu He Leu Val Ser Tyr He Arg He He Ser Ala 
210 215 220 



He Leu Lys He Pro Ser Ser Val Gly Arg Tyr Lys Thr Phe Ser Thr 
225 230 235 240 
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Cys Ala Ser His Leu lie Val Val Thr Val His Tyr Ser Cys Ala Ser 
245 250 255 

Phe He Tyr Leu Arg Pro Lys Thr Asn Tyr Thr Ser Ser Gin Asp Thr 
260 265 270 

Leu He Ser Val Ser Tyr Thr He Leu Thr Pro Leu Phe Asn Pro Met 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Phe Lys Ser Ala Leu Arg Arg Thr 
290 295 300 



He Gly Gin Thr Phe Tyr Pro Leu Ser 
305 310 



<210> 303 

<211> 954 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (951) 

<223> 



<400> 303 

atg aga aat ttg agt gga ggc cat gtc gag gag ttt gtc ttg gtg ggt 

Met Arg Asn Leu Ser Gly Gly His Val Glu Glu Phe Val Leu Val Gly 

1 5 10 15 

ttc cct acc acg cct ccc etc cag ctg etc etc ttt gtc ctt ttt ttt 
Phe Pro Thr Thr Pro Pro Leu Gin Leu Leu Leu Phe Val Leu Phe Phe 
20 25 30 

gca att tac ctt ctg aca ttg ttg gag aat gca ctt att gtc ttc aca 
Ala He Tyr Leu Leu Thr Leu Leu Glu Asn Ala Leu He Val Phe Thr 
35 40 45 

ata tgg ctt get cca age ctt cat cgt ccc atg tac ttt ttc ctt ggc 
He Trp Leu Ala Pro Ser Leu His Arg Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

cat etc tct ttc ctg gag eta tgg tac ate aat gtc acc att cct egg 
His Leu Ser Phe Leu Glu Leu Trp Tyr He Asn Val Thr He Pro Arg 
65 70 75 80 

ctc ttg gca gec ttt ctt acc cag gat ggt aga gtc tec tac gta ggt 
Leu Leu Ala Ala Phe Leu Thr Gin Asp Gly Arg Val Ser Tyr Val Gly 
85 90 95 

tqc atg acc caa ctg tac ttc ttt att gec tta gec tgt act gaa tgt 
Cys Met Thr Gin Leu Tyr Phe Phe He Ala Leu Ala Cys Thr Glu Cys 
100 105 HO 



48 



96 



144 



192 



240 



288 



336 



452 
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gtg ctg ttg 
Val Leu Leu 
115 

ccc etc ctt 
Pro Leu Leu 
130 

get get gec 
Ala Ala Ala 
145 

ctt ttt att 
Leu Phe lie 



ttt ttc tgt 
Phe Phe Cys 



gag caa gca 
Glu Gin Ala 
195 

etc cct eta 
Leu Pro Leu 
210 

ate ctg agg 
lie Leu Arg 
225 

tgt gee get 
Cys Ala Ala 



ttc acc tat 
Phe Thr Tyr 



att ate tct 
He He Ser 
275 

ate tac tgc 
He Tyr Cys 
290 

gtg atg ggc 
Val Met Gly 
305 



gca gtt atg 
Ala Val Met 



tac cct agt 
Tyr Pro Ser 



tct tgg ggc 
Ser Trp Gly 
150 

tec caa ttg 
Ser Gin Leu 
165 

gat att tec 
Asp He Ser 
180 

gag eta gta 
Glu Leu Val 



ttg get gtg 
Leu Ala Val 



ate cct acg 
He Pro Thr 
230 

cat ctg gca 
His Leu Ala 
245 

gca egg ccc 
Ala Arg Pro 
260 

gtg etc tac 
Val Leu Tyr 



ctg agg aac 
Leu Arg Asn 



aga tgt cac 
Arg Cys His 
310 



gee tat gat 
Ala Tyr Asp 
120 

etc atg cct 
Leu Met Pro 
135 

agt ggc ttc 
Ser Gly Phe 



tec tac tgt 
Ser Tyr Cys 



cca eta etc 
Pro Leu Leu 
185 

gac ttc ctt 
Asp Phe Leu 
200 

gtt tea tea 
Val Ser Ser 
215 

tec agg gga 
Ser Arg Gly 



gtg gtt gtt 
Val Val Val 



egg gee atg 
Arg Ala Met 
265 

act ate att 
Thr He He 
280 

aag gag gtg 
Lys Glu Val 
295 

tat cct agg 
Tyr Pro Arg 



cgc tac ctg 
Arg Tyr Leu 



tec agt ctg 
Ser Ser Leu 
140 

ttc age tec 
Phe Ser Ser 
155 

gga ccc aac 
Gly Pro Asn 
170 

aac etc acc 
Asn Leu Thr 



ctg gee ctg 
Leu Ala Leu 



tac act gee 
Tyr Thr Ala 
220 

cgc cac aaa 
Arg His Lys 
235 

ate tac tac 
He Tyr Tyr 
250 

tac acc ttc 
Tyr Thr Phe 



gta cca ttc 
Val Pro Phe 



aag gag gee 
Lys Glu Ala 
300 

gat gtt cag 
Asp Val Gin 
315 



gee ate tgt 
Ala lie Cys 
125 

gee act cgc 
Ala Thr Arg 



atg atg aag 
Met Met Lys 



att ate aac 
He lie Asn 
175 

tgc tct gac 
Cys Ser Asp 
190 

gtg atg att 
Val Met He 
205 

ate att gca 
He He Ala 



gec ttt tec 
Ala Phe Ser 



tec tec act 
Ser Ser Thr 
255 

aac cac aac 
Asn His Asn 
270 

ttc aac cca 
Phe Asn Pro 
285 

ttc agg aag 
Phe Arg Lys 



gac tga 
Asp 



gga 384 
Gly 



ctt 432 
Leu 



ctt 480 

Leu 

160 

cac 528 
His 



aag 576 
Lys 



eta 624 
Leu 



gec 672 
Ala 



act 720 

Thr 

240 

etc 768 
Leu 



aag 816 
Lys 



gec 864 
Ala 



aca 912 
Thr 



954 



<210> 304 

<211> 317 

<212> PRT 

<213> Homo Sapiens 

<400> 304 

Met Arg Asn Leu Ser Gly Gly His Val Glu Glu Phe Val Leu Val Gly 
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10 15 



Phe Pro Thr Thr Pro Pro Leu Gin Leu Leu Leu Phe Val Leu Phe Phe 
20 25 30 



Ala lie Tyr Leu Leu Thr Leu Leu Glu Asn Ala Leu lie Val Phe Thr 
35 40 45 



lie Trp Leu Ala Pro Ser Leu His Arg Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



His Leu Ser Phe Leu Glu Leu Trp Tyr lie Asn Val Thr He Pro Arg 
65 70 75 80 



Leu Leu Ala Ala Phe Leu Thr Gin Asp Gly Arg Val Ser Tyr Val Gly 
85 90 95 



Cys Met Thr Gin Leu Tyr Phe Phe He Ala Leu Ala Cys Thr Glu Cys 
100 105 HO 



Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Gly 
115 120 125 



Pro Leu Leu Tyr Pro Ser Leu Met Pro Ser Ser Leu Ala Thr Arg Leu 
130 135 140 



Ala Ala Ala Ser Trp Gly Ser Gly Phe Phe Ser Ser Met Met Lys Leu 
145 150 155 160 



Leu Phe He Ser Gin Leu Ser Tyr Cys Gly Pro Asn He He Asn His 
165 170 175 



Phe Phe Cys Asp He Ser Pro Leu Leu Asn Leu Thr Cys Ser Asp Lys 
180 185 190 



Glu Gin Ala Glu Leu Val Asp Phe Leu Leu Ala Leu Val Met He Leu 
195 200 205 



Leu Pro Leu Leu Ala Val Val Ser Ser Tyr Thr Ala He He Ala Ala 
210 215 220 



He Leu Arg He Pro Thr Ser Arg Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ala Ala His Leu Ala Val Val Val He Tyr Tyr Ser Ser Thr Leu 
245 250 255 
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Phe Thr Tyr Ala Arg Pro Arg Ala Met Tyr Thr Phe Asn His Asn Lys 
260 265 270 



lie He Ser Val Leu Tyr Thr He He Val Pro Phe Phe Asn Pro Ala 
275 280 285 



He Tyr Cys Leu Arg Asn Lys Glu Val Lys Glu Ala Phe Arg Lys Thr 
290 295 300 



Val Met Gly Arg Cys His Tyr Pro Arg Asp Val Gin Asp 
305 310 315 



<210> 305 

<211> 930 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . - (927) 

<223> 



<400> 305 

atg aag ate aac cag aca ate ctg aag gaa ttc att ctt gtt ggc ttt 48 

Met Lys He Asn Gin Thr He Leu Lys Glu Phe He Leu Val Gly Phe 

15 10 15 

tct gtg tac cca cat gta cag aca ttt ctt ttt gtg gtc ttc ttt tgt 96 

Ser Val Tyr Pro His Val Gin Thr Phe Leu Phe Val Val Phe Phe Cys 
20 25 30 

etc tac ctt etc acc ctt gca ggt aat ctg ate ate atg ggt eta act 144 

Leu Tyr Leu Leu Thr Leu Ala Gly Asn Leu He He Met Gly Leu Thr 
35 40 45 

tgg gtg gac agg tec etc cac acc cct atg tat etc ttc ctt agt gca 192 

Trp Val Asp Arg Ser Leu His Thr Pro Met Tyr Leu Phe Leu Ser Ala 
50 55 60 

etc tec ttc tct gag acc tgc tat acg ctg acc ate gtc ccc aag atg 240 

Leu Ser Phe Ser Glu Thr Cys Tyr Thr Leu Thr He Val Pro Lys Met 
65 70 75 80 



ctg gaa gat eta ctg gec aag gac aga age att tea gtc aca ggt tgt 
Leu Glu Asp Leu Leu Ala Lys Asp Arg Ser He Ser Val Thr Gly Cys 
85 90 95 



288 



age tta cag atg tgc ttc ttc ttg gga ctt ggt ggc aca aac tgt ate 336 

Ser Leu Gin Met Cys Phe Phe Leu Gly Leu Gly Gly Thr Asn Cys He 
100 105 110 

att etc act ttg atg gga tat gac cgc ttc ctg gee ate tgt aac cct 384 

He Leu Thr Leu Met Gly Tyr Asp Arg Phe Leu Ala He Cys Asn Pro 
115 120 125 
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eta aga tat cca ctg ctt atg acc aac att gta tgt gga caa ctt gtg 432 
Leu Arg Tyr Pro Leu Leu Met Thr Asn lie Val Cys Gly Gin Leu Val 
130 135 140 

gec tct get tgc act gca ggc ttc ttt ate tct ctt aca gag act gca 
Ala Ser Ala Cys Thr Ala Gly Phe Phe He Ser Leu Thr Glu Thr Ala 
145 150 155 160 

ctg ata ttc agg gac tct ttc tgc aga ccc aac ctt gtc aaa cac ttc 
Leu He Phe Arg Asp Ser Phe Cys Arg Pro Asn Leu Val Lys His Phe 
165 170 175 

ttc tgc cat atg ctg gca gtt att agg ctg tct tgt ata gac agt aac 
Phe Cys His Met Leu Ala Val He Arg Leu Ser Cys He Asp Ser Asn 
180 185 190 

cac aca gaa ttc att ata aca ctg ate tea gtg tct ggt ttg ctg ggt 
His Thr Glu Phe He He Thr Leu He Ser Val Ser Gly Leu Leu Gly 
195 200 205 

acc ctt ctg etc ate ate ctg act gat gtc ttc att att tct act gtc 672 
Thr Leu Leu Leu He He Leu Thr Asp Val Phe He He Ser Thr Val 
210 215 220 



etc agg ate cct tea get gag ggc aag cag aag gee ttc acc acc tgt 
Leu Arg He Pro Ser Ala Glu Gly Lys Gin Lys Ala Phe Thr Thr Cys 
225 230 235 240 

gec tec cac etc acc gtg gtt ata ate cac ttt ggt ttt gca tct att 
Ala Ser His Leu Thr Val Val He He His Phe Gly Phe Ala Ser He 
245 250 255 

gtt tat ttg aag cca gaa gee tea gga gat gac aca etc ata gca gtc 
Val Tyr Leu Lys Pro Glu Ala Ser Gly Asp Asp Thr Leu He Ala Val 
260 265 270 

cct tat act gtc att acc ccc ttc etc age ccc ate ata ttc age ctg 
Pro Tyr Thr Val He Thr Pro Phe Leu Ser Pro He He Phe Ser Leu 
275 280 285 

agg aat aag gac atg aaa aat get ttt aga aga atg atg gga aac aca 
Arg Asn Lys Asp Met Lys Asn Ala Phe Arg Arg Met Met Gly Asn Thr 
290 295 300 

gtt gee ttg aaa aaa taa 
Val Ala Leu Lys Lys 
305 



480 



528 



576 



624 



720 



768 



816 



864 



912 



930 



<210> 


306 


<211> 


309 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


306 



Met Lys He Asn Gin Thr He Leu Lys Glu Phe He Leu Val Gly Phe 
15 10 15 
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Ser Val Tyr Pro His Val Gin Thr Phe Leu Phe Val Val Phe Phe Cys 
20 25 30 



Leu Tyr Leu Leu Thr Leu Ala Gly Asn Leu He He Met Gly Leu Thr 
35 40 45 



Trp Val Asp Arg Ser Leu His Thr Pro Met Tyr Leu Phe Leu Ser Ala 
50 55 60 



Leu Ser Phe Ser Glu Thr Cys Tyr Thr Leu Thr He Val Pro Lys Met 
65 70 75 80 



Leu Glu Asp Leu Leu Ala Lys Asp Arg Ser He Ser Val Thr Gly Cys 
85 90 95 



Ser Leu Gin Met Cys Phe Phe Leu Gly Leu Gly Gly Thr Asn Cys He 
100 105 110 



He Leu Thr Leu Met Gly Tyr Asp Arg Phe Leu Ala He Cys Asn Pro 
115 120 125 



Leu Arg Tyr Pro Leu Leu Met Thr Asn He Val Cys Gly Gin Leu Val 
130 135 140 



Ala Ser Ala Cys Thr Ala Gly Phe Phe He Ser Leu Thr Glu Thr Ala 
145 150 155 160 



Leu He Phe Arg Asp Ser Phe Cys Arg Pro Asn Leu Val Lys His Phe 
165 170 175 



Phe Cys His Met Leu Ala Val He Arg Leu Ser Cys He Asp Ser Asn 
180 185 190 



His Thr Glu Phe He He Thr Leu He Ser Val Ser Gly Leu Leu Gly 
195 200 205 



Thr Leu Leu Leu He He Leu Thr Asp Val Phe He He Ser Thr Val 
210 215 220 



Leu Arg He Pro Ser Ala Glu Gly Lys Gin Lys Ala Phe Thr Thr Cys 
225 230 235 240 



Ala Ser His Leu Thr Val Val He He His Phe Gly Phe Ala Ser He 
245 250 255 



Val Tyr Leu Lys Pro Glu Ala Ser Gly Asp Asp Thr Leu He Ala Val 
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260 265 270 



Pro Tyr Thr Val He Thr Pro Phe Leu Ser Pro He He Phe Ser Leu 
275 280 285 



Arg Asn Lys Asp Met Lys Asn Ala Phe Arg Arg Met Met Gly Asn Thr 
290 295 300 



Val Ala Leu Lys Lys 
305 



<210> 307 

<211> 969 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - . (963) 

<223> 



<400> 307 

atg gag ccc caa aat acc tec act gtg act aac ttt cag ctg tta gga 
Met Glu Pro Gin Asn Thr Ser Thr Val Thr Asn Phe Gin Leu Leu Gly 
! 5 10 15 

ttc cag aac ctt ctt gaa tgg cag gec ctg etc ttt gtc att ttc ctg 
Phe Gin Asn Leu Leu Glu Trp Gin Ala Leu Leu Phe Val He Phe Leu 
> 20 25 30 

etc ate tac tgc ctg acc att ata ggg aat gtt gtc ate ate acc gtg 
Leu He Tyr Cys Leu Thr He He Gly Asn Val Val He He Thr Val 
35 40 45 

gtg age cag ggc ctg cga ctg cac tec cct atg tac atg ttc etc cag 
Val Ser Gin Gly Leu Arg Leu His Ser Pro Met Tyr Met Phe Leu Gin 
50 55 60 

cat etc tec ttt ctg gag gtc tgg tac acg tec acc act gtg ccc ctt 
His Leu Ser Phe Leu Glu Val Trp Tyr Thr Ser Thr Thr Val Pro Leu 
65 70 75 80 

etc eta gec aac ctg ctg tec tgg ggc caa gee ate tec ttc tct gee 
Leu Leu Ala Asn Leu Leu Ser Trp Gly Gin Ala He Ser Phe Ser Ala 
85 90 95 

tgc atg gca cag etc tac ttc ttc gta ttc etc ggc gec acc gag tgc 
Cys Met Ala Gin Leu Tyr Phe Phe Val Phe Leu Gly Ala Thr Glu Cys 
100 105 110 

ttt etc ctg gec ttc atg gee tat gac cgt tac ctg gec ate tgc age 
Phe Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Ser 
115 120 125 

cca etc cgc tac ccc ttt etc atg cat cgt ggg eta tgt gee agg ttg 
Pro Leu Arg Tyr Pro Phe Leu Met His Arg Gly Leu Cys Ala Arg Leu 



48 



96 



144 



192 



240 



288 



336 



384 



432 
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130 

gtg gtg gtc 
Val Val Val 
145 

atg atg att 
Met Met lie 



ttc ttc tgc 
Phe Phe Cys 



tat ate acc 
Tyr lie Thr 
195 

att tgt ttt 
lie Cys Phe 
210 

ata ttg aga 
lie Leu Arg 

225 

tgt ggc tec 
Cys Gly Ser 



tec atg tat 
Ser Met Tyr 



ate att tct 
lie lie Ser 
275 

ate tac age 
lie Tyr Ser 
290 

atg aga agg 
Met Arg Arg 
305 

ctt tattag 
Leu 



tea tgg tgc 
Ser Trp Cys 
150 

tec agg ttg 
Ser Arg Leu 
165 

gac etc ccg 
Asp Leu Pro 
180 

gag gtg acc 
Glu Val Thr 



ttt ctg aca 
Phe Leu Thr 



ate cct tec 
lie Pro Ser 
230 

cac ctg get 
His Leu Ala 
245 

gtg tgt ccc 
Val Cys Pro 
260 

gtc ttc tac 
Val Phe Tyr 



ttg agg aac 
Leu Arg Asn 



aaa tgt ggt 
Lys Cys Gly 
310 



135 

aca ggg gtc 
Thr Gly Val 



gac ttc tgt 
Asp Phe Cys 



cca etc atg 
Pro Leu Met 
185 

ate ttc ate 
lie Phe lie 
200 

ctg ggg ccc 
Leu Gly Pro 
215 

acc tct ggc 
Thr Ser Gly 



gtt gtc act 
Val Val Thr 



agt ccc cac 
Ser Pro His 
265 

act gtg gtc 
Thr Val Val 
280 

aaa gac ttc 
Lys Asp Phe 
295 

att eta tgg 
lie Leu Trp 



140 

age aca ggc 
Ser Thr Gly 
155 

ggg cgc aat 
Gly Arg Asn 
170 

cag etc tec 
Gin Leu Ser 



ctg tea att 
Leu Ser lie 



tat gtt ttc 
Tyr Val Phe 
220 

egg aga aag 
Arg Arg Lys 
235 

etc tac tac 
Leu Tyr Tyr 
250 

ctg ttg cct 
Leu Leu Pro 



aca cca ctg 
Thr Pro Leu 



aaa gaa get 
Lys Glu Ala 
300 

agt aca agt 
Ser Thr Ser 
315 



ttt ctg cat 
Phe Leu His 



cag att aac 
Gin lie Asn 
175 

tgt tec aga 
Cys Ser Arg 
190 

gec gtg ctg 
Ala Val Leu 
205 

att gtg tec 
lie Val Ser 



acc ttt tec 
Thr Phe Ser 



ggg acc atg 
Gly Thr Met 
255 

gaa ate aac 
Glu lie Asn 
270 

ctg aac cca 
Leu Asn Pro 
285 

gtt aga aag 
Val Arg Lys 



aaa agg aag 
Lys Arg Lys 



tec 480 

Ser 

160 

cat 528 
His 



gtt 576 
Val 



tgc 624 
Cys 



tec 672 
Ser 



aca 720 

Thr 

240 

ate 768 
lie 



aag 816 
Lys 



gtt 864 
Val 



gtc 912 
Val 



ttc 960 

Phe 

320 

969 



<210> 308 

<211> 321 

<212> PRT 

<213> Homo Sapiens 

<400> 308 



Met Glu Pro Gin Asn Thr Ser Thr Val Thr Asn Phe Gin Leu Leu Gly 
15 10 15 
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Phe Gin Asn Leu Leu Glu Trp Gin Ala Leu Leu Phe Val He Phe Leu 
20 25 30 

Leu He Tyr Cys Leu Thr He He Gly Asn Val Val He He Thr Val 
35 40 45 

Val Ser Gin Gly Leu Arg Leu His Ser Pro Met Tyr Met Phe Leu Gin 
50 55 60 

His Leu Ser Phe Leu Glu Val Trp Tyr Thr Ser Thr Thr Val Pro Leu 
65 70 75 80 

Leu Leu Ala Asn Leu Leu Ser Trp Gly Gin Ala He Ser Phe Ser Ala 
85 90 95 



Cys Met Ala Gin Leu Tyr Phe Phe Val Phe Leu Gly Ala Thr Glu Cys 
100 105 HO 



Phe Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Ser 
115 120 125 



Pro Leu Arg Tyr Pro Phe Leu Met His Arg Gly Leu Cys Ala Arg Leu 
130 135 140 

Val Val Val Ser Trp Cys Thr Gly Val Ser Thr Gly Phe Leu His Ser 
145 150 155 160 

Met Met He Ser Arg Leu Asp Phe Cys Gly Arg Asn Gin He Asn His 
165 170 175 



Phe Phe Cys Asp Leu Pro Pro Leu Met Gin Leu Ser Cys Ser Arg Val 
180 185 190 



Tyr He Thr Glu Val Thr He Phe He Leu Ser He Ala Val Leu Cys 
X95 200 205 

He Cys Phe Phe Leu Thr Leu Gly Pro Tyr Val Phe He Val Ser Ser 
210 215 220 

He Leu Arg He Pro Ser Thr Ser Gly Arg Arg Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ala Val Val Thr Leu Tyr Tyr Gly Thr Met He 
245 250 255 
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Ser Met Tyr Val Cys Pro Ser Pro His Leu Leu Pro Glu lie Asn Lys 
260 265 270 



lie lie Ser Val Phe Tyr Thr Val Val Thr Pro Leu Leu Asn Pro Val 
275 280 285 



lie Tyr Ser Leu Arg Asn Lys Asp Phe Lys Glu Ala Val Arg Lys Val 
290 295 300 



Met Arg Arg Lys Cys Gly lie Leu Trp Ser Thr Ser Lys Arg Lys Phe 
305 310 315 320 



Leu 



<210> 309 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 309 

atg gaa aat tac aat caa aca tea act gat ttc ate tta ttg ggg ctg 48 

Met Glu Asn Tyr Asn Gin Thr Ser Thr Asp Phe lie Leu Leu Gly Leu 
15 10 15 

ttt cca cca tea ata att gac ctt ttc ttc ttc att etc att gtt ttc 96 

Phe Pro Pro Ser lie lie Asp Leu Phe Phe Phe lie Leu lie Val Phe 
20 25 30 

att ttc ctg atg get eta att gga aac ctg tec atg att ctt etc ate 144 

lie Phe Leu Met Ala Leu lie Gly Asn Leu Ser Met lie Leu Leu lie 

35 40 45 

ttc ttg gac acc cat etc cac aca ccc atg tat ttc eta ctg agt cag 192 

Phe Leu Asp Thr His Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin 
50 55 60 

etc tec etc att gac eta aat tac ate tec acc att gtt cct aag atg 240 

Leu Ser Leu He Asp Leu Asn Tyr He Ser Thr He Val Pro Lys Met 

65 70 75 80 

gca tct gat ttt ctg cat gga aac aag tct ate tec ttc act ggg tgt 288 

Ala Ser Asp Phe Leu His Gly Asn Lys Ser He Ser Phe Thr Gly Cys 
85 90 95 

ggg att cag agt ttc ttc ttc ttg gca tta gga ggt gca gaa gca eta 336 

Gly He Gin Ser Phe Phe Phe Leu Ala Leu Gly Gly Ala Glu Ala Leu 
100 105 HO 

ctt ttg gca tct atg gec tat gat cgt tac att get att tgc ttt cct 384 



461 
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Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr lie Ala lie Cys Phe Pro 

115 120 125 

etc cac tat etc ate cgc atg age aaa aga gtg tgt gtg ctg atg ata 432 

Leu His Tyr Leu lie Arg Met Ser Lys Arg Val Cys Val Leu Met lie 

130 135 140 

aca ggg tct tgg ate ata ggc teg ate aat get tgt get cac act gta 480 

Thr Gly Ser Trp lie lie Gly Ser lie Asn Ala Cys Ala His Thr Val 

145 150 155 160 

tat gta etc cat att cct tat tgc cga tec agg gee ate aat cat ttc 528 

Tyr Val Leu His He Pro Tyr Cys Arg Ser Arg Ala He Asn His Phe 

165 170 175 

ttc tgt gat gtc cca gca atg gtg act ctg gec tgc atg gac acc tgg 576 

Phe Cys Asp Val Pro Ala Met Val Thr Leu Ala Cys Met Asp Thr Trp 

180 185 190 



gtc tat gag ggc aca gtg ttt ttg agt gee acc ate ttt etc gtg ttt 
Val Tyr Glu Gly Thr Val Phe Leu Ser Ala Thr He Phe Leu Val Phe 
195 200 205 

ccc ttc att ggt att tea tgt tec tat ggc cag gtt etc ttt get gtc 
Pro Phe He Gly He Ser Cys Ser Tyr Gly Gin Val Leu Phe Ala Val 
210 215 220 

tac cac atg aaa tct gca gaa ggg agg aag aaa gee tat ttg acc tgc 
Tyr His Met Lys Ser Ala Glu Gly Arg Lys Lys Ala Tyr Leu Thr Cys 
225 230 235 240 

age acc cac etc act gta gta act ttc tac tat gca cct ttt gtc tac 
Ser Thr His Leu Thr Val Val Thr Phe Tyr Tyr Ala Pro Phe Val Tyr 
245 250 255 

act tat eta cgt cca aga tec ctg cga tct cca aca gag gac aag gtt 
Thr Tyr Leu Arg Pro Arg Ser Leu Arg Ser Pro Thr Glu Asp Lys Val 
260 265 270 

ctg get gtc ttc tac acc ate etc acc cca atg etc aac ccc ate ate 
Leu Ala Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro He He 
275 280 285 

tat age ctg agg aac aag gag gtg atg ggg gec ctg aca cga gtg agt 912 
Tyr Ser Leu Arg Asn Lys Glu Val Met Gly Ala Leu Thr Arg Val Ser 
290 295 300 



624 



672 



720 



768 



816 



864 



cag aga ate tgc tct gtg aaa atg tag 
Gin Arg He Cys Ser Val Lys Met 
305 310 



939 



<210> 


310 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


310 



Met Glu Asn Tyr Asn Gin Thr Ser Thr Asp Phe He Leu Leu Gly Leu 
15 10 15 
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Phe Pro Pro Ser lie lie Asp Leu Phe Phe Phe lie Leu lie Val Phe 
20 25 30 



lie Phe Leu Met Ala Leu lie Gly Asn Leu Ser Met lie Leu Leu lie 
35 40 45 



Phe Leu Asp Thr His Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin 
50 55 60 



Leu Ser Leu lie Asp Leu Asn Tyr lie Ser Thr lie Val Pro Lys Met 
65 70 75 80 



Ala Ser Asp Phe Leu His Gly Asn Lys Ser lie Ser Phe Thr Gly Cys 
85 90 95 



Gly lie Gin Ser Phe Phe Phe Leu Ala Leu Gly Gly Ala Glu Ala Leu 
100 105 110 



Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr lie Ala He Cys Phe Pro 
115 120 125 



Leu His Tyr Leu He Arg Met Ser Lys Arg Val Cys Val Leu Met He 
130 135 140 



Thr Gly Ser Trp He He Gly Ser He Asn Ala Cys Ala His Thr Val 
145 150 155 160 



Tyr Val Leu His He Pro Tyr Cys Arg Ser Arg Ala He Asn His Phe 
165 170 175 



Phe Cys Asp Val Pro Ala Met Val Thr Leu Ala Cys Met Asp Thr Trp 
180 185 190 



Val Tyr Glu Gly Thr Val Phe Leu Ser Ala Thr He Phe Leu Val Phe 
195 200 205 



Pro Phe He Gly He Ser Cys Ser Tyr Gly Gin Val Leu Phe Ala Val 
210 215 220 



Tyr His Met Lys Ser Ala Glu Gly Arg Lys Lys Ala Tyr Leu Thr Cys 
225 230 235 240 



Ser Thr His Leu Thr Val Val Thr Phe Tyr Tyr Ala Pro Phe Val Tyr 
245 250 255 
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Thr Tyr Leu Arg Pro Arg Ser Leu Arg Ser Pro Thr Glu Asp Lys Val 
260 265 270 



Leu Ala Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro He He 
275 280 285 



Tyr Ser Leu Arg Asn Lys Glu Val Met Gly Ala Leu Thr Arg Val Ser 
290 295 300 



Gin Arg He Cys Ser Val Lys Met 
305 310 



<210> 311 

<211> 870 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (867) 

<223> 



<400> 311 

atg gaa aat ggg age tat acc tct tat ttc att etc eta gga etc ttt 

Met Glu Asn Gly Ser Tyr Thr Ser Tyr Phe He Leu Leu Gly Leu Phe 
15 10 15 

aac cac acc aga gee cac caa gtc etc ttc atg atg gtt ctg agt ate 
Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Val Leu Ser He 
20 25 30 

gtt ttg acc tec ctg ttt ggc aat tec etc atg att etc ctg att cac 
Val Leu Thr Ser Leu Phe Gly Asn Ser Leu Met lie Leu Leu He His 
35 40 45 

tgg gac cac egg ttc cac acg ccc atg tac ttc etc ctg age caa ctt 
Trp Asp His Arg Phe His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 

tec etc atg gac gtg atg ctg gtt tec acc act gtg ccc aaa atg gcg 
Ser Leu Met Asp Val Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 

get gac tac ttg acc gga agt aag gee ate tec cgc get ggc tgt ggt 
Ala Asp Tyr Leu Thr Gly Ser Lys Ala He Ser Arg Ala Gly Cys Gly 
85 90 95 

gcg cag ate ttc ttc etc ccc aca ctg ggt ggt gga gag tgc ttc etc 
Ala Gin He Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 
100 105 HO 

tta gca gee atg gee tat gac cgc tat gcg get gtc tgc cac cca etc 
Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 120 125 



48 



96 



144 



192 



240 



288 



336 



384 
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cga tat ccc act etc atg age tgg cag ctg tgc ctg agg atg aac ctg 432 
Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Asn Leu 
130 135 140 

teg tgt tgg etc ctg ggt gca get gac ggg etc ctg cag get gtt get 480 
Ser Cys Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Ala 
145 150 155 160 

ace ctg age ttc cca tat tgc ggt gca cac gag ate gat cac ttc ttc 52 8 

Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu lie Asp His Phe Phe 
165 170 175 

tgc gag ace ccc gtg ctg gtg cgt ttg get tgt get gac act tea gtc 576 
Cys Glu Thr Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
180 185 190 

ttc gaa aac gec atg tac ate tgc tgt gtg tta atg etc ctg gtc ccc 624 
Phe Glu Asn Ala Met Tyr lie Cys Cys Val Leu Met Leu Leu Val Pro 
195 200 205 

ttt tec etc ate ctg tec tec tat ggt etc ate etc get get gtt ctg 672 
Phe Ser Leu lie Leu Ser Ser Tyr Gly Leu lie Leu Ala Ala Val Leu 
210 215 220 

cac atg cgc tct aca gaa gee cgc aag aag gee ttt gee acc tgc tct 720 
His Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 

tea cat gtg get gtg gtg gga etc ttt tat gga get gee att ttt acc 768 
Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Ala lie Phe Thr 
245 250 255 

tat atg aga ccc aaa tec cac agg tec act aac cac gac aag gtt gtg 816 
Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 

tea gee ttc tat act atg ttc acc cct tta eta aac ccc etc ate tac 864 
Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu lie Tyr 
275 280 285 

agt gtg 87 0 

Ser 



<210> 312 

<211> 289 

<212> PRT 

<213> Homo Sapiens 

<400> 312 

Met Glu Asn Gly Ser Tyr Thr Ser Tyr Phe lie Leu Leu Gly Leu Phe 
15 10 15 



Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Val Leu Ser lie 
20 25 30 



Val Leu Thr Ser Leu Phe Gly Asn Ser Leu Met lie Leu Leu lie His 
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35 40 45 



Trp Asp His Arg Phe His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 



Ser Leu Met Asp Val Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 



Ala Asp Tyr Leu Thr Gly Ser Lys Ala He Ser Arg Ala Gly Cys Gly 
85 90 95 



Ala Gin He Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 
100 105 HO 



Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 120 125 



Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Asn Leu 
130 135 140 



Ser Cys Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Ala 
145 150 155 160 



Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu He Asp His Phe Phe 
165 170 175 



Cys Glu Thr Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
180 185 190 



Phe Glu Asn Ala Met Tyr He Cys Cys Val Leu Met Leu Leu Val Pro 
195 200 205 



Phe Ser Leu He Leu Ser Ser Tyr Gly Leu He Leu Ala Ala Val Leu 
210 215 220 



His Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 



Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Ala He Phe Thr 
245 250 255 



Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 



Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu He Tyr 
275 280 285 
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Ser 



<210> 313 

<211> 957 

<212> DNA 

<213 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (954) 

<223> 



<400> 313 

atg gaa tgg gaa aac cac acc att ctg gtg gaa ttt ttt ctg aag gga 48 

Met Glu Trp Glu Asn His Thr lie Leu Val Glu Phe Phe Leu Lys Gly 

15 10 15 

ctt tct ggt cac cca aga ctt gag tta etc ttt ttt gtg etc ate ttc 96 

Leu Ser Gly His Pro Arg Leu Glu Leu Leu Phe Phe Val Leu lie Phe 
20 25 30 

ata atg tat gtg gtc ate ctt ctg ggg aat ggt act etc att tta ate 144 

lie Met Tyr Val Val lie Leu Leu Gly Asn Gly Thr Leu lie Leu lie 
35 40 45 

age ate ttg gac cct cac ctt cac acc cct atg tac ttc ttt ctg ggg 192 

Ser lie Leu Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

aac etc tec ttc ttg gac ate tgc tac acc acc acc tct att ccc tec 240 

Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Thr Thr Ser lie Pro Ser 

65 70 75 80 

acg eta gtg age ttc ctt tea gaa aga aag acc att tec ctt tct ggc 288 

Thr Leu Val Ser Phe Leu Ser Glu Arg Lys Thr lie Ser Leu Ser Gly 

85 90 95 

tgt gca gtg cag atg ttc etc ggc ttg gee atg ggg aca aca gag tgt 336 

Cys Ala Val Gin Met Phe Leu Gly Leu Ala Met Gly Thr Thr Glu Cys 
100 105 110 

gtg ctt ctg ggc atg atg gec ttt gac cgc tat gtg get ate tgc aac 384 

Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 

cct ctg aga tat ccc ate ate atg agt aag gat gee tat gta ccc atg 432 

Pro Leu Arg Tyr Pro lie lie Met Ser Lys Asp Ala Tyr Val Pro Met 
130 135 140 

gca get ggg tec tgg ate ata gga get gtc aat tct gca gta caa tea 480 

Ala Ala Gly Ser Trp lie lie Gly Ala Val Asn Ser Ala Val Gin Ser 

145 150 155 160 

gtg ttt gtg gta caa ttg cct ttc tgc agg aat aac ate ate aat cat 528 

Val Phe Val Val Gin Leu Pro Phe Cys Arg Asn Asn lie lie Asn His 

165 170 175 
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ttc acc tgt gaa att ctg get gtc atg aaa ctg gec tgt get gac ate 576 
Phe Thr Cys Glu He Leu Ala Val Met Lys Leu Ala Cys Ala Asp He 
180 185 190 



tea gac aat gag ttc ate atg ctt gtg gee aca aca ttg ttc ata ttg 
Ser Asp Asn Glu Phe He Met Leu Val Ala Thr Thr Leu Phe He Leu 
195 200 205 

aca cct ttg tta tta ate att gtc tct tac acg tta ate att gtg age 
Thr Pro Leu Leu Leu He He Val Ser Tyr Thr Leu He He Val Ser 
210 215 220 

ate ttc aaa att age tct tec gag ggg aga age aaa get tec tct acc 
He Phe Lys He Ser Ser Ser Glu Gly Arg Ser Lys Ala Ser Ser Thr 
225 230 235 240 

tgt tea gec cat ctg act gtg gtc ata ata ttc tat ggg acc ate etc 
Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Leu 
245 250 255 

ttc atg tac atg aag ccc aag tct aaa gag aca ctt aat teg gat gac 
Phe Met Tyr Met Lys Pro Lys Ser Lys Glu Thr Leu Asn Ser Asp Asp 
260 265 270 

ttg gat get acc gac aaa att ata tec atg ttc tat ggg gtg atg act 
Leu Asp Ala Thr Asp Lys He He Ser Met Phe Tyr Gly Val Met Thr 
275 280 285 

ccc atg atg aat cct tta ate tac agt ctt aga aac aag gat gtg aaa 
Pro Met Met Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 

gag gca gta aaa cac eta ctg aac aga agg ttc ttt age aag tga 
Glu Ala Val Lys His Leu Leu Asn Arg Arg Phe Phe Ser Lys 

310 315 



305 




<210> 


314 


<211> 


318 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


314 



Met Glu Trp Glu Asn His Thr He Leu Val Glu Phe Phe Leu Lys Gly 
! 5 10 15 

Leu Ser Gly His Pro Arg Leu Glu Leu Leu Phe Phe Val Leu He Phe 
20 25 30 



He Met Tyr Val Val He Leu Leu Gly Asn Gly Thr Leu He Leu He 
35 40 45 



Ser He Leu Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



624 



672 



720 



768 



816 



864 



912 



957 
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Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Thr Thr Ser lie Pro Ser 
65 70 75 80 



Thr Leu Val Ser Phe Leu Ser Glu Arg Lys Thr He Ser Leu Ser Gly 
85 90 95 



Cys Ala Val Gin Met Phe Leu Gly Leu Ala Met Gly Thr Thr Glu Cys 
100 105 110 



Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Pro He He Met Ser Lys Asp Ala Tyr Val Pro Met 
130 135 140 



Ala Ala Gly Ser Trp He He Gly Ala Val Asn Ser Ala Val Gin Ser 
145 150 155 160 



Val Phe Val Val Gin Leu Pro Phe Cys Arg Asn Asn He He Asn His 
165 170 175 



Phe Thr Cys Glu He Leu Ala Val Met Lys Leu Ala Cys Ala Asp He 
180 185 190 



Ser Asp Asn Glu Phe He Met Leu Val Ala Thr Thr Leu Phe He Leu 
195 200 205 



Thr Pro Leu Leu Leu He He Val Ser Tyr Thr Leu He He Val Ser 
210 215 220 



He Phe Lys He Ser Ser Ser Glu Gly Arg Ser Lys Ala Ser Ser Thr 
225 230 235 240 



Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Leu 
245 250 255 



Phe Met Tyr Met Lys Pro Lys Ser Lys Glu Thr Leu Asn Ser Asp Asp 
260 265 270 



Leu Asp Ala Thr Asp Lys He He Ser Met Phe Tyr Gly Val Met Thr 
275 280 285 



Pro Met Met Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 



Glu Ala Val Lys His Leu Leu Asn Arg Arg Phe Phe Ser Lys 
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305 310 315 



<210> 315 
<211> 954 
<212> DNA 



<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1) . . (951) 

<223> 



<400> 315 

atg ggt gag att aac cag aca ctt gtg tea gaa ttt ctt ctt ctg ggt 48 

Met Gly Glu He Asn Gin Thr Leu Val Ser Glu Phe Leu Leu Leu Gly 
15 10 15 

ctt tct gga tac cca aag att gag att gtt tac ttt get etc att eta 96 
Leu Ser Gly Tyr Pro Lys He Glu He Val Tyr Phe Ala Leu He Leu 
20 25 30 

gtt atg tac eta gtg att eta att ggc aat ggt gtt eta ate ata gec 144 
Val Met Tyr Leu Val He Leu He Gly Asn Gly Val Leu He He Ala 
35 40 45 

age ate ttt gat tct cat ttt cac aca cca atg tac ttc ttc ctg ggc 192 
Ser He Phe Asp Ser His Phe His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

aac etc tct ttc ctg gat ate tgc tat aca tec tec tct gtt ccc tea 240 
Asn Leu Ser Phe Leu Asj? He Cys Tyr Thr Ser Ser Ser Val Pro Ser 
65 70 75 80 

aca ttg gtg age tta ate tea aag aaa aga aac att tec ttc tct gga 288 
Thr Leu Val Ser Leu He Ser Lys Lys Arg Asn He Ser Phe Ser Gly 
85 90 95 

tgt gca gtg cag atg ttc ttt ggg ttt gca atg ggg tea aca gaa tgt 336 
Cys Ala Val Gin Met Phe Phe Gly Phe Ala Met Gly Ser Thr Glu Cys 
100 105 110 

ctg ctt ctt ggc atg atg gca ttt gat cgt tat gtg gee ate tgc aac 384 
Leu Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

cca ctg aga tac ccc ate ate ctg age aag gtg gcg tat gta ttg atg 432 
Pro Leu Arg Tyr Pro He He Leu Ser Lys Val Ala Tyr Val Leu Met 
130 135 140 

get tct gtg tec tgg ctg tec ggt gga ata aat tea get gtg caa aca 480 
Ala Ser Val Ser Trp Leu Ser Gly Gly He Asn Ser Ala Val Gin Thr 
145 150 155 160 

tta ctt gee atg aga ctg cct ttc tgt ggg aat aat att ate aat cat 
Leu Leu Ala Met Arg Leu Pro Phe Cys Gly Asn Asn He He Asn His 
165 170 175 

ttc gca tgt gaa ata tta get gtc etc aag ctg gec tgt get gat ata 576 
Phe Ala Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp He 
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180 185 190 

tec etc aat att ate acc atg gtg ata tea aat atg gec ttc ctg gtt 624 

Ser Leu Asn lie lie Thr Met Val lie Ser Asn Met Ala Phe Leu Val 
195 200 205 

ctt cca ctg atg gtc att ttt ttc tec tat atg ttc ate etc tac acc 672 

Leu Pro Leu Met Val He Phe Phe Ser Tyr Met Phe He Leu Tyr Thr 
210 215 220 

ate ttg caa atg aat tea gee aca gga aga cgc aag gca ttt tec acg 720 

He Leu Gin Met Asn Ser Ala Thr Gly Arg Arg Lys Ala Phe Ser Thr 
225 230 235 240 

tgc tea get cac ctg act gtg gtg ate ata ttt tac ggt acc ate ttc 768 

Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Phe 
245 250 255 

ttt atg tat gcg aaa ccg aag tct caa gac ctg att ggg gaa gaa aaa 816 

Phe Met Tyr Ala Lys Pro Lys Ser Gin Asp Leu He Gly Glu Glu Lys 
260 265 270 

ttg caa gca tta gac aag etc att tct ctg ttt tat ggg gta gtg aca 864 

Leu Gin Ala Leu Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val Thr 
275 280 285 

ccc atg ctg aat cct ata etc tat age ttg aga aat aag gat gta aaa 912 

Pro Met Leu Asn Pro He Leu Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 

get get gta aaa tat ttg ctg aac aaa aaa cca att cac taa 954 

Ala Ala Val Lys Tyr Leu Leu Asn Lys Lys Pro He His 
305 310 315 



<210> 316 

<211> 317 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 316 

Met Gly Glu He Asn Gin Thr Leu Val Ser Glu Phe Leu Leu Leu Gly 
15 10 15 



Leu Ser Gly Tyr Pro Lys He Glu He Val Tyr Phe Ala Leu He Leu 
20 25 30 



Val Met Tyr Leu Val He Leu He Gly Asn Gly Val Leu He He Ala 
35 40 45 



Ser He Phe Asp Ser His Phe His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Ser Ser Ser Val Pro Ser 
65 70 75 80 
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Thr Leu Val Ser Leu lie Ser Lys Lys Arg Asn He Ser Phe Ser Gly 
85 90 95 



Cys Ala Val Gin Met Phe Phe Gly Phe Ala Met Gly Ser Thr Glu Cys 
100 105 HO 



Leu Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Pro He He Leu Ser Lys Val Ala Tyr Val Leu Met 
130 135 140 



Ala Ser Val Ser Trp Leu Ser Gly Gly He Asn Ser Ala Val Gin Thr 
145 150 155 160 



Leu Leu Ala Met Arg Leu Pro Phe Cys Gly Asn Asn He He Asn His 
165 170 175 



Phe Ala Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp He 
180 185 190 



Ser Leu Asn He He Thr Met Val He Ser Asn Met Ala Phe Leu Val 
195 200 205 



Leu Pro Leu Met Val He Phe Phe Ser Tyr Met Phe He Leu Tyr Thr 
210 215 220 



He Leu Gin Met Asn Ser Ala Thr Gly Arg Arg Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Phe 
245 250 255 



Phe Met Tyr Ala Lys Pro Lys Ser Gin Asp Leu He Gly Glu Glu Lys 
260 265 270 



Leu Gin Ala Leu Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val Thr 
275 280 285 



Pro Met Leu Asn Pro He Leu Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 



Ala Ala Val Lys Tyr Leu Leu Asn Lys Lys Pro He His 
305 310 315 
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<210> 317 

<211> 957 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - . (954) 

<223> 



<400> 317 
atg gaa tgg 
Met Glu Trp 
1 

ctt tct ggt 
Leu Ser Gly 



ata atg tat 
lie Met Tyr 
35 

age ate ttg 
Ser lie Leu 
50 

aac etc tec 
Asn Leu Ser 
65 

acg eta gtg 
Thr Leu Val 



tgt gca gtg 
Cys Ala Val 



gtg ctt ctg 
Val Leu Leu 
115 

cct ctg aga 
Pro Leu Arg 
130 

gca get ggg 
Ala Ala Gly 
145 

gtg ttt gtg 
Val Phe Val 



ttc acc tgt 
Phe Thr Cys 



tea ggc aat 



gaa aac cac 
Glu Asn His 
5 

cac cca aga 
His Pro Arg 
20 

gtg gtc ate 
Val Val lie 



gac cct cac 
Asp Pro His 



ttc ttg gac 
Phe Leu Asp 
70 

age ttc ctt 
Ser Phe Leu 
85 

cag atg ttc 
Gin Met Phe 
100 

ggc gtg atg 
Gly Val Met 



tat ccc ate 
Tyr Pro lie 



tec tgg ate 
Ser Trp lie 
150 

gta caa ttg 
Val Gin Leu 
165 

gaa att eta 
Glu lie Leu 
180 

gag ttc ate 



acc att ctg 
Thr lie Leu 



ctt gag tta 
Leu Glu Leu 
25 

ctt ctg ggg 
Leu Leu Gly 
40 

ctt cac acc 
Leu His Thr 
55 

ate tgc tac 
lie Cys Tyr 



tea gaa aga 
Ser Glu Arg 



etc age ttg 
Leu Ser Leu 
105 

gee ttt gac 
Ala Phe Asp 
120 

ate atg agt 
lie Met Ser 
135 

ata gga get 
lie Gly Ala 



cct ttc tgc 
Pro Phe Cys 



get gtc atg 
Ala Val Met 
185 

ctg ctt gtg 



gtg gaa ttt 
Val Glu Phe 
10 

etc ttt ttt 
Leu Phe Phe 



aat ggt act 
Asn Gly Thr 



cct atg tac 
Pro Met Tyr 
60 

acc acc acc 
Thr Thr Thr 
75 

aag acc att 
Lys Thr lie 
90 

gec atg ggg 
Ala Met Gly 



cgc tat gtg 
Arg Tyr Val 



aag gat gee 
Lys Asp Ala 
140 

gtc aat tct 
Val Asn Ser 
155 

agg aat aac 
Arg Asn Asn 
170 

aaa ctg gee 
Lys Leu Ala 



acc aca aca 



ttt ctg aag 
Phe Leu Lys 
15 

gtg etc ate 
Val Leu He 
30 

etc att tta 
Leu He Leu 
45 

ttc ttt ctg 
Phe Phe Leu 



tct att ccc 
Ser He Pro 



tec ctt tct 
Ser Leu Ser 
95 

aca aca gag 
Thr Thr Glu 
110 

get ate tgc 
Ala He Cys 
125 

tat gta ccc 
Tyr Val Pro 



gca gta caa 
Ala Val Gin 



ate ate aat 
He He Asn 
175 

tgt get gac 
Cys Ala Asp 
190 

ttg ttc eta 



gga 4 8 

Gly 



ttc 96 
Phe 



ate 144 
He 



ggg 192 
Gly 



tec 240 

Ser 

80 

ggc 288 
Gly 



tgt 336 
Cys 



aac 384 
Asn 



atg 432 
Met 



aca 480 

Thr 

160 

cat 528 
His 



ate 576 
He 



ttg 624 
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Ser Gly Asn Glu Phe lie Leu Leu Val Thr Thr Thr Leu Phe Leu Leu 
195 200 205 

aca cct ttg tta tta att att gtc tct tac acg tta ate att ttg age 67 2 

Thr Pro Leu Leu Leu lie lie Val Ser Tyr Thr Leu lie lie Leu Ser 
210 215 220 

ate ttc aaa att age tct teg gag ggg aga age aaa cct tec tct acc 720 
lie Phe Lys lie Ser Ser Ser Glu Gly Arg Ser Lys Pro Ser Ser Thr 
225 230 235 240 

tgc tea get cgt ctg act gtg gtg ata aca ttc tgt ggg acc ate ttc 768 
Cys Ser Ala Arg Leu Thr Val Val lie Thr Phe Cys Gly Thr lie Phe 
245 250 255 

etc atg tac atg aag ccc aag tct caa gag aca ctt aat tea gat gac 816 
Leu Met Tyr Met Lys Pro Lys Ser Gin Glu Thr Leu Asn Ser Asp Asp 
260 265 270 

ttg gat gec act gac aaa ctt ata ttc ata ttc tac agg gtg atg act 864 
Leu Asp Ala Thr Asp Lys Leu He Phe He Phe Tyr Arg Val Met Thr 
275 280 285 

ccc atg atg aat cct tta ate tac agt ctt aga aac aag gat gtg aag 912 
Pro Met Met Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 

gag gca gta aaa cac eta ctg aga aga aaa aat ttt aac aag taa 957 
Glu Ala Val Lys His Leu Leu Arg Arg Lys Asn Phe Asn Lys 
305 310 315 



<210> 318 

<211> 318 

<212> PRT 

<213 > Homo Sapiens 

<400> 318 

Met Glu Trp Glu Asn His Thr He Leu Val Glu Phe Phe Leu Lys Gly 
15 10 15 



Leu Ser Gly His Pro Arg Leu Glu Leu Leu Phe Phe Val Leu He Phe 
20 25 30 



He Met Tyr Val Val lie Leu Leu Gly Asn Gly Thr Leu He Leu He 
35 40 45 



Ser He Leu Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Thr Ser He Pro Ser 
65 70 75 80 



Thr Leu Val Ser Phe Leu Ser Glu Arg Lys Thr He Ser Leu Ser Gly 
85 90 95 
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Cys Ala Val Gin Met Phe Leu Ser Leu Ala Met Gly Thr Thr Glu Cys 
100 105 110 



Val Leu Leu Gly Val Met Ala Phe Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 



Pro Leu Arg Tyr Pro lie lie Met Ser Lys Asp Ala Tyr Val Pro Met 
130 135 140 



Ala Ala Gly Ser Trp lie lie Gly Ala Val Asn Ser Ala Val Gin Thr 
145 150 155 160 



Val Phe Val Val Gin Leu Pro Phe Cys Arg Asn Asn lie lie Asn His 
165 170 175 



Phe Thr Cys Glu He Leu Ala Val Met Lys Leu Ala Cys Ala Asp He 
180 185 190 



Ser Gly Asn Glu Phe He Leu Leu Val Thr Thr Thr Leu Phe Leu Leu 
195 200 205 



Thr Pro Leu Leu Leu He He Val Ser Tyr Thr Leu He He Leu Ser 
210 215 220 



lie Phe Lys He Ser Ser Ser Glu Gly Arg Ser Lys Pro Ser Ser Thr 
225 230 235 240 



Cys Ser Ala Arg Leu Thr Val Val He Thr Phe Cys Gly Thr He Phe 
245 250 255 



Leu Met Tyr Met Lys Pro Lys Ser Gin Glu Thr Leu Asn Ser Asp Asp 
260 265 270 



Leu Asp Ala Thr Asp Lys Leu He Phe He Phe Tyr Arg Val Met Thr 
275 280 285 



Pro Met Met Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 



Glu Ala Val Lys His Leu Leu Arg Arg Lys Asn Phe Asn Lys 
305 310 315 



<210> 319 
<211> 963 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1) . . (960) 

<223> 



<400> 319 

atg gaa agg acc aac gat tec acg teg aca gaa ttt ttc ctg gta ggg 4 8 

Met Glu Arg Thr Asn Asp Ser Thr Ser Thr Glu Phe Phe Leu Val Gly 
15 10 15 

ctt tct gec cac cca aag etc cag aca gtt ttc ttc gtt eta att ttg 96 

Leu Ser Ala His Pro Lys Leu Gin Thr Val Phe Phe Val Leu lie Leu 
20 25 30 

tgg atg tac ctg atg ate ctg ctt gga aat gga gtc ctt ate tea gtt 144 

Trp Met Tyr Leu Met lie Leu Leu Gly Asn Gly Val Leu lie Ser Val 

35 40 45 

ate ate ttt gat tct cac ctg cac acc ccc atg tat ttc ttc etc tgt 192 

lie lie Phe Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Cys 

50 55 60 

aat ctt tec ttc etc gac gtt tgc tac aca agt tec tct gtc cca eta 240 

Asn Leu Ser Phe Leu Asp Val Cys Tyr Thr Ser Ser Ser Val Pro Leu 

65 70 75 80 

att ctt gec age ttt ctg gca gta aag aaa aag gtt tec ttc tct ggg 288 

lie Leu Ala Ser Phe Leu Ala Val Lys Lys Lys Val Ser Phe Ser Gly 
85 90 95 

tgt atg gtg caa atg ttt att tct ttt gec atg ggg gee acg gag tgc 336 

Cys Met Val Gin Met Phe lie Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 110 

atg ate tta ggc acg atg gca ctg gac cgc tat gtg gee ate tgc tac 3 84 

Met lie Leu Gly Thr Met Ala Leu Asp Arg Tyr Val Ala lie Cys Tyr 

115 120 125 

cca ctg aga tac cct gtc ate atg age aag ggt gee tat gtg gec atg 432 

Pro Leu Arg Tyr Pro Val lie Met Ser Lys Gly Ala Tyr Val Ala Met 

130 135 140 

gca get ggg tec tgg gtc act ggg ctt gtg gac tea gta gtg cag aca 4 80 

Ala Ala Gly Ser Trp Val Thr Gly Leu Val Asp Ser Val Val Gin Thr 

145 150 155 160 

get ttt gca atg cag tta cca ttc tgt get aat aat gtc att aaa cat 52 8 

Ala Phe Ala Met Gin Leu Pro Phe Cys Ala Asn Asn Val lie Lys His 
165 170 175 

ttt gtc tgt gaa att ctg get ate ttg aaa ctg gee tgt get gat att 576 

Phe Val Cys Glu lie Leu Ala lie Leu Lys Leu Ala Cys Ala Asp lie 
180 185 190 

tea ate aat gtg att agt atg aca ggg teg aat ctg att gtt ctg gtt 624 

Ser lie Asn Val lie Ser Met Thr Gly Ser Asn Leu lie Val Leu Val 

195 200 205 



476 



WO 02/24726 



PCT/BE01/00162 



att cca ttg tta gta att tec ate tct tac ata ttt att gtt gec act 672 

lie Pro Leu Leu Val lie Ser lie Ser Tyr lie Phe lie Val Ala Thr 
210 215 220 

att ctg agg att cct tec act gaa gga aaa cat aag gec ttc tec acc 720 

lie Leu Arg lie Pro Ser Thr Glu Gly Lys His Lys Ala Phe Ser Thr 

225 230 235 240 

tgc tea gec cac ctg aca gtg gtg att ata ttc tat gga acc atcttc 768 

Cys Ser Ala His Leu Thr Val Val lie lie Phe Tyr Gly Thr lie Phe 

245 250 255 

ttc atg tac gca aag cct gag tct aaa gec tct gtt gat tea ggt aat 816 

Phe Met Tyr Ala Lys Pro Glu Ser Lys Ala Ser Val Asp Ser Gly Asn 

260 265 270 

gaa gac ate att gag gee etc ate tec ctt ttc tat gga gtg atg act 864 

Glu Asp lie lie Glu Ala Leu lie Ser Leu Phe Tyr Gly Val Met Thr 

275 280 285 

ccc atg ctt aat cct etc ate tat agt ctg cga aac aag gat gta aag 912 

Pro Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 

get get gtc aaa aac ata ctg tgt agg aaa aac ttt tct gat gga aaa 960 

Ala Ala Val Lys Asn lie Leu Cys Arg Lys Asn Phe Ser Asp Gly Lys 

305 310 315 320 

tga 963 



<210> 320 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 320 

Met Glu Arg Thr Asn Asp Ser Thr Ser Thr Glu Phe Phe Leu Val Gly 
15 10 15 



Leu Ser Ala His Pro Lys Leu Gin Thr Val Phe Phe Val Leu lie Leu 
20 25 30 



Trp Met Tyr Leu Met lie Leu Leu Gly Asn Gly Val Leu lie Ser Val 
35 40 45 



lie lie Phe Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Cys 
50 55 60 



Asn Leu Ser Phe Leu Asp Val Cys Tyr Thr Ser Ser Ser Val Pro Leu 
65 70 75 80 



lie Leu Ala Ser Phe Leu Ala Val Lys Lys Lys Val Ser Phe Ser Gly 
85 90 95 
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Cys Met Val Gin Met Phe He Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 110 



Met He Leu Gly Thr Met Ala Leu Asp Arg Tyr Val Ala He Cys Tyr 
115 120 125 



Pro Leu Arg Tyr Pro Val He Met Ser Lys Gly Ala Tyr Val Ala Met 
130 135 140 



Ala Ala Gly Ser Trp Val Thr Gly Leu Val Asp Ser Val Val Gin Thr 
145 150 155 160 



Ala Phe Ala Met Gin Leu Pro Phe Cys Ala Asn Asn Val He Lys His 
165 170 175 



Phe Val Cys Glu He Leu Ala He Leu Lys Leu Ala Cys Ala Asp He 
180 185 190 



Ser He Asn Val He Ser Met Thr Gly Ser Asn Leu He Val Leu Val 
195 200 205 



He Pro Leu Leu Val He Ser He Ser Tyr He Phe He Val Ala Thr 
210 215 220 



He Leu Arg He Pro Ser Thr Glu Gly Lys His Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Phe 
245 250 255 



Phe Met Tyr Ala Lys Pro Glu Ser Lys Ala Ser Val Asp Ser Gly Asn 
260 265 270 



Glu Asp He He Glu Ala Leu He Ser Leu Phe Tyr Gly Val Met Thr 
275 280 285 



Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 



Ala Ala Val Lys Asn He Leu Cys Arg Lys Asn Phe Ser Asp Gly Lys 
305 310 315 320 



<210> 321 

<211> 960 

<212> DNA 

<213> Homo Sapiens 



478 



WO 02/24726 



PCT/BE0I/00162 



<220> 

<221> CDS 

<222> (1) . . (957) 

<223> 



<400> 321 
atg ttc ccg 
Met Phe Pro 
1 

ttt ttt cac 
Phe Phe His 



ctg atg tac 
Leu Met Tyr 
35 

acc att eta 
Thr He Leu 
50 

aat etc tec 
Asn Leu Ser 
65 

atg ctg gca 
Met Leu Ala 



tgc gee act 
Cys Ala Thr 



gtg etc ctg 
Val Leu Leu 
115 

ccc ctg aga 
Pro Leu Arg 
130 

gca get ggc 
Ala Ala Gly 
145 

atg tct gtg 
Met Ser Val 



ttc act tgt 
Phe Thr Cys 



tec ctg gtg 
Ser Leu Val 
195 

atg cca atg 



gca aat tgg 
Ala Asn Trp 
5 

tac ccc aaa 
Tyr Pro Lys 
20 

ctg ate acc 
Leu He Thr 



gat tec cac 
Asp Ser His 



ttt ctg gac 
Phe Leu Asp 
70 

aac ttt gtt 
Asn Phe Val 
85 

cag atg tac 
Gin Met Tyr 
100 

ccc atg atg 
Pro Met Met 



tac cct gtc 
Tyr Pro Val 



tec tgg atg 
Ser Trp Met 
150 

ctg cca ctg 
Leu Pro Leu 
165 

gaa att ctg 
Glu He Leu 
180 

cag tta ate 
Gin Leu He 



eta etc att 



aca tct gta 
Thr Ser Val 



gtt cag gtc 
Val Gin Val 
25 

ttg ctg ggc 
Leu Leu Gly 
40 

ctg cac acc 
Leu His Thr 
55 

ate tgg tac 
He Trp Tyr 



tea ggg aga 
Ser Gly Arg 



etc tec ctt 
Leu Ser Leu 
105 

gca tat gac 
Ala Tyr Asp 
120 

ate atg aat 
He Met Asn 
135 

aca ggc tgt 
Thr Gly Cys 



tct etc tgt 
Ser Leu Cys 



gee ate ttg 
Ala He Leu 
185 

atg ctg gtg 
Met Leu Val 
200 

tgt ate tct 



aaa gta ttt 
Lys Val Phe 
10 

ate ata ttt 
He He Phe 



aac att ttt 
Asn He Phe 



cct atg tac 
Pro Met Tyr 
60 

tec tct tct 
Ser Ser Ser 
75 

aac act att 
Asn Thr He 
90 

gec atg ggc 
Ala Met Gly 



egg tat gtg 
Arg Tyr Val 



agg aga acc 
Arg Arg Thr 
140 

etc act gec 
Leu Thr Ala 
155 

ggt aat age 
Gly Asn Ser 
170 

aaa ttg gtt 
Lys Leu Val 



ate agt gta 
He Ser Val 



tat gca ttt 



ttc ttc ctg 
Phe Phe Leu 
15 

gcg gtg tgc 
Ala Val Cys 
30 

ctg ate tec 
Leu He Ser 
45 

etc ttc etc 
Leu Phe Leu 



gee etc tct 
Ala Leu Ser 



tea ttc tea 
Ser Phe Ser 
95 

tec act gag 
Ser Thr Glu 
110 

gee ate tgc 
Ala He Cys 
125 

tgt gtg cag 
Cys Val Gin 



atg gtg gaa 
Met Val Glu 



ate ate aat 
He He Asn 
175 

tgt gtg gac 
Cys Val Asp 
190 

ctt ctt etc 
Leu Leu Leu 
205 

ate etc gee 



gga 4 8 

Gly 



ttg 96 
Leu 



ate 144 
He 



age 192 
Ser 



cca 240 

Pro 

80 

ggg 2 88 

Gly 



tgt 336 
Cys 



aac 384 
Asn 



att 432 
He 



atg 480 

Met 

160 

cat 528 
His 



acc 576 
Thr 



ccc 624 
Pro 



agt 672 
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Met Pro Met Leu Leu lie Cys lie Ser Tyr Ala Phe He Leu Ala Ser 
210 215 220 

ate ctg aga ate age tea gtg gaa ggt cga agt aaa gee ttt tea acg 720 

He Leu Arg He Ser Ser Val Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

tgc aca gec cac ctg atg gtg gta gtt ttg ttc tat ggg acg get etc 768 

Cys Thr Ala His Leu Met Val Val Val Leu Phe Tyr Gly Thr Ala Leu 

245 250 255 

tec atg cac ctg aag ccc tec get gta gat tea cag gaa ata gac aaa 816 

Ser Met His Leu Lys Pro Ser Ala Val Asp Ser Gin Glu He Asp Lys 
260 265 270 

ttt atg get ttg gtg tat gec gga caa ace ccc atg ttg aat cct ate 864 

Phe Met Ala Leu Val Tyr Ala Gly Gin Thr Pro Met Leu Asn Pro He 
275 280 285 

ate tat agt eta egg aac aaa gag gtg aaa gtg gee ttg aaa aaa ttg 912 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Val Ala Leu Lys Lys Leu 
290 295 300 

ctg att aga aat cat ttt aat act gec ttc att tec ate etc aaa taa 960 

Leu He Arg Asn His Phe Asn Thr Ala Phe lie Ser He Leu Lys 
305 310 315 



<210> 322 

<211> 319 

<212> PRT 

<213> Homo Sapiens 

<400> 322 

Met Phe Pro Ala Asn Trp Thr Ser Val Lys Val Phe Phe Phe Leu Gly 
15 10 15 



Phe Phe His Tyr Pro Lys Val Gin Val He He Phe Ala Val Cys Leu 
20 25 30 



Leu Met Tyr Leu He Thr Leu Leu Gly Asn He Phe Leu He Ser He 
35 40 45 



Thr He Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 
50 55 60 



Asn Leu Ser Phe Leu Asp He Trp Tyr Ser Ser Ser Ala Leu Ser Pro 
65 70 75 80 



Met Leu Ala Asn Phe Val Ser Gly Arg Asn Thr He Ser Phe Ser Gly 
85 90 95 



Cys Ala Thr Gin Met Tyr Leu Ser Leu Ala Met Gly Ser Thr Glu Cys 
100 105 HO 
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Val Leu Leu Pro Met Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 



Pro Leu Arg Tyr Pro Val lie Met Asn Arg Arg Thr Cys Val Gin lie 
130 135 140 



Ala Ala Gly Ser Trp Met Thr Gly Cys Leu Thr Ala Met Val Glu Met 
145 150 155 160 



Met Ser Val Leu Pro Leu Ser Leu Cys Gly Asn Ser lie lie Asn His 
165 170 175 



Phe Thr Cys Glu lie Leu Ala lie Leu Lys Leu Val Cys Val Asp Thr 
180 185 190 



Ser Leu Val Gin Leu lie Met Leu Val lie Ser Val Leu Leu Leu Pro 
195 200 205 



Met Pro Met Leu Leu lie Cys He Ser Tyr Ala Phe He Leu Ala Ser 
210 215 220 



He Leu Arg He Ser Ser Val Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Thr Ala His Leu Met Val Val Val Leu Phe Tyr Gly Thr Ala Leu 
245 250 255 



Ser Met His Leu Lys Pro Ser Ala Val Asp Ser Gin Glu He Asp Lys 
260 265 270 



Phe Met Ala Leu Val Tyr Ala Gly Gin Thr Pro Met Leu Asn Pro He 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu Val Lys Val Ala Leu Lys Lys Leu 
290 295 300 



Leu He Arg Asn His Phe Asn Thr Ala Phe He Ser He Leu Lys 

310 315 



305 




<210> 


323 


<211> 


933 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 
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<222> (1) . . (930) 
<223> 



<400> 323 

aat tac aat caa tea tea act gat ttc ate tta tta gga ttc ttc cca 48 

Asn Tyr Asn Gin Ser Ser Thr Asp Phe lie Leu Leu Gly Phe Phe Pro 
15 10 15 

cca tea aga att ggc ctt ttc etc ttc ate etc att gtt ttc att ttc 96 
Pro Ser Arg lie Gly Leu Phe Leu Phe lie Leu lie Val Phe lie Phe 
20 25 30 

eta atg get eta att gga aac eta tec atg att ctt etc ate ttc ttg 144 
Leu Met Ala Leu lie Gly Asn Leu Ser Met lie Leu Leu lie Phe Leu 
35 40 45 

gac acc cat etc cac aca ccc atg tat ttc eta ctt agt cag etc tec 192 
Asp Thr His Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu Ser 
50 55 60 

etc att gac eta aat tac ate tec acc att gtt cct aag atg gca tct 240 
Leu lie Asp Leu Asn Tyr lie Ser Thr lie Val Pro Lys Met Ala Ser 
65 70 75 80 

gat ttt ctg tct ggt aac aag tct ate tec ttc act ggg tgt ggg att 288 
Asp Phe Leu Ser Gly Asn Lys Ser lie Ser Phe Thr Gly Cys Gly lie 
85 90 95 

cag agt ttc ttc ttc teg gca tta gga ggt gca gaa gca eta ctt ttg 336 
Gin Ser Phe Phe Phe Ser Ala Leu Gly Gly Ala Glu Ala Leu Leu Leu 
100 105 110 

gca tct atg gec tat gat cgt tac att get att tgc ttt cct ctt cac 384 
Ala Ser Met Ala Tyr Asp Arg Tyr lie Ala lie Cys Phe Pro Leu His 
115 120 125 

tat ccc ate cgc atg age aaa aga atg tgt gtg ctg atg ata aca ggg 432 
Tyr Pro He Arg Met Ser Lys Arg Met Cys Val Leu Met He Thr Gly 
130 135 140 

tct tgg ate ata ggc teg ate aat get tgt get cac act gta tat gta 480 
Ser Trp He He Gly Ser He Asn Ala Cys Ala His Thr Val Tyr Val 
145 150 155 160 

etc cat att cct tat tgc caa tec agg gee ate aat cat ttc ttc tgt 528 
Leu His He Pro Tyr Cys Gin Ser Arg Ala He Asn His Phe Phe Cys 
165 170 175 

gat gtc cca gca atg gtg act ctg gee tgc atg gac acc tgg gtc tat 576 
Asp Val Pro Ala Met Val Thr Leu Ala Cys Met Asp Thr Trp Val Tyr 
180 185 190 

gag ggc aca gtg ttt ttg age acc acc ate ttt etc gtg ttt ccc ttc 624 
Glu Gly Thr Val Phe Leu Ser Thr Thr He Phe Leu Val Phe Pro Phe 
195 200 205 

att get att tea tgt tec tat ggc egg gtt etc ctt get gtc tac cac 672 
He Ala He Ser Cys Ser Tyr Gly Arg Val Leu Leu Ala Val Tyr His 
210 215 220 
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atg aaa tct gca gaa ggg agg aag aaa gcc tac ctg acc tgc age acc 720 
Met Lys Ser Ala Glu Gly Arg Lys Lys Ala Tyr Leu Thr Cys Ser Thr 
225 230 235 240 

cac etc act gta gta act ttc tac tat gca cct ttt gtc tac act tat 768 
His Leu Thr Val Val Thr Phe Tyr Tyr Ala Pro Phe Val Tyr Thr Tyr 
245 250 255 

eta cgt cca aga tec ctg cga tct cca aca gag gac aag gtt ctg get 816 
Leu Arg Pro Arg Ser Leu Arg Ser Pro Thr Glu Asp Lys Val Leu Ala 
260 265 270 

gtc ttc tac acc ate etc acc cca atg etc aac ccc ate ate tat age 864 
Val Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro lie lie Tyr Ser 
275 280 285 

ctg agg aac aag gag gtg atg ggg gcc ctg aca cga gtg agt cag aga 912 
Leu Arg Asn Lys Glu Val Met Gly Ala Leu Thr Arg Val Ser Gin Arg 
290 295 300 

ate tgc tct gtg aaa atg tag 933 
lie Cys Ser Val Lys Met 
305 310 



<210> 324 

<211> 310 

<212> PRT 

<213> Homo Sapiens 

<400> 324 

Asn Tyr Asn Gin Ser Ser Thr Asp Phe lie Leu Leu Gly Phe Phe Pro 
15 10 15 



Pro Ser Arg lie Gly Leu Phe Leu Phe lie Leu lie Val Phe lie Phe 
20 25 30 



Leu Met Ala Leu lie Gly Asn Leu Ser Met lie Leu Leu lie Phe Leu 
35 40 45 



Asp Thr His Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu Ser 
50 55 60 



Leu lie Asp Leu Asn Tyr lie Ser Thr lie Val Pro Lys Met Ala Ser 
65 70 75 80 



Asp Phe Leu Ser Gly Asn Lys Ser lie Ser Phe Thr Gly Cys Gly He 
85 90 95 



Gin Ser Phe Phe Phe Ser Ala Leu Gly Gly Ala Glu Ala Leu Leu Leu 
100 105 110 



Ala Ser Met Ala Tyr Asp Arg Tyr lie Ala He Cys Phe Pro Leu His 
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115 120 125 



Tyr Pro lie Arg Met Ser Lys Arg Met Cys Val Leu Met lie Thr Gly 
130 135 140 



Ser Trp He He Gly Ser He Asn Ala Cys Ala His Thr Val Tyr Val 
145 150 155 160 



Leu His He Pro Tyr Cys Gin Ser Arg Ala He Asn His Phe Phe Cys 
165 170 175 



Asp Val Pro Ala Met Val Thr Leu Ala Cys Met Asp Thr Trp Val Tyr 
180 185 190 



Glu Gly Thr Val Phe Leu Ser Thr Thr He Phe Leu Val Phe Pro Phe 
195 200 205 



He Ala He Ser Cys Ser Tyr Gly Arg Val Leu Leu Ala Val Tyr His 
210 215 220 



Met Lys Ser Ala Glu Gly Arg Lys Lys Ala Tyr Leu Thr Cys Ser Thr 
225 230 235 240 



His Leu Thr Val Val Thr Phe Tyr Tyr Ala Pro Phe Val Tyr Thr Tyr 
245 250 255 



Leu Arg Pro Arg Ser Leu Arg Ser Pro Thr Glu Asp Lys Val Leu Ala 
260 265 270 



Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro He He Tyr Ser 
275 280 285 



Leu Arg Asn Lys Glu Val Met Gly Ala Leu Thr Arg Val Ser Gin Arg 
290 295 300 



lie Cys Ser Val Lys Met 

310 



305 




<210> 


325 


<211> 


930 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 
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<400> 325 
atg gga ttg 
Met Gly Leu 
1 

ttc tea gac 
Phe Ser Asp 



ttc ttc tac 
Phe Phe Tyr 
35 

tea tat ctg 
Ser Tyr Leu 
50 

aac etc tct 
Asn Leu Ser 
65 

ace tta gtt 
Thr Leu Val 



tgt gtg gcg 
Cys Val Ala 



ate etc ttg 
lie Leu Leu 
115 

ccc etc cac 
Pro Leu His 
130 

gca tct ate 
Ala Ser lie 
145 

act ttt acc 
Thr Phe Thr 



ttt att tgc 
Phe lie Cys 



act gtc aat 
Thr Val Asn 
195 

att cca cca 
lie Pro Pro 
210 

gtg ctg agg 
Val Leu Arg 
225 



ggc aat gag 
Gly Asn Glu 
5 

cac cct cgt 
His Pro Arg 
20 

etc ctg acc 
Leu Leu Thr 



gat ccc cct 
Asp Pro Pro 



tta ctg gac 
Leu Leu Asp 
70 

aac ttg caa 
Asn Leu Gin 
85 

caa etc tat 
Gin Leu Tyr 
100 

get gac atg 
Ala Asp Met 



tat gta gtc 
Tyr Val Val 



tec tgg etc 
Ser Trp Leu 
150 

ttg caa ttg 
Leu Gin Leu 
165 

gaa gta cca 
Glu Val Pro 
180 

gaa ttg gtg 
Glu Leu Val 



gca etc ate 
Ala Leu lie 



ate aaa tea 
lie Lys Ser 
230 



agt tec eta 
Ser Ser Leu 



ctg gag get 
Leu Glu Ala 
25 

ctt gtg gga 
Leu Val Gly 
40 

ctt cat acc 
Leu His Thr 
55 

ate tgc ttc 
lie Cys Phe 



aga cca aag 
Arg Pro Lys 



att tct ctg 
lie Ser Leu 
105 

gee ttg gat 
Ala Leu Asp 
120 

ate atg aac 
lie Met Asn 
135 

agt ggt ttg 
Ser Gly Leu 



cct etc tgt 
Pro Leu Cys 



get ctt etc 
Ala Leu Leu 
185 

ctt ttt gtt 
Leu Phe Val 
200 

tec ate tec 
Ser lie Ser 
215 

gta gag gca 
Val Glu Ala 



atg gat ttc 
Met Asp Phe 
10 

gtt etc ttt 
Val Leu Phe 



aac ttc acc 
Asn Phe Thr 



cca atg tac 
Pro Met Tyr 
60 

act act age 
Thr Thr Ser 
75 

aag acg ate 
Lys Thr lie 
90 

gca ctg ggc 
Ala Leu Gly 



egg tac att 
Arg Tyr lie 



cca egg ctt 
Pro Arg Leu 
140 

get agt tec 
Ala Ser Ser 
155 

ggc aac cat 
Gly Asn His 
170 

aag ttg get 
Lys Leu Ala 



gtt agt gtt 
Val Ser Val 



tat ggc ttc 
Tyr Gly Phe 
220 

agg cat aaa 
Arg His Lys 
235 



ate ctt eta 
lie Leu Leu 
15 

gta ttt gtc 
Val Phe Val 
30 

ata ate ate 
lie lie He 
45 

ttt ttt etc 
Phe Phe Leu 



ctt get cct 
Leu Ala Pro 



act tac ggt 
Thr Tyr Gly 
95 

tec act gaa 
Ser Thr Glu 
110 

get gtc tgc 
Ala Val Cys 
125 

tgc caa cag 
Cys Gin Gin 



eta ate cat 
Leu He His 



agg ctg gac 
Arg Leu Asp 
175 

tgt gtg gac 
Cys Val Asp 
190 

ctg ttt gtt 
Leu Phe Val 
205 

ata act caa 
He Thr Gin 



gee ttc age 
Ala Phe Ser 



ggc 4 8 

Gly 



ctt 96 
Leu 



ate 144 
He 



age 192 
Ser 



cag 240 

Gin 

80 

ggt 288 
Gly 



tgt 336 
Cys 



aaa 384 
Lys 



ctg 432 
Leu 



gca 480 

Ala 

160 

cat 528 
His 



acc 576 
Thr 



gtc 624 
Val 



get 672 
Ala 



acc 720 

Thr 

240 
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tgc tec tec cac ctt aca gtg gtg att ata ttc tat ggc acc ata ate 
Cys Ser Ser His Leu Thr Val Val lie He Phe Tyr Gly Thr He He 
245 250 255 

tac gtg tac ctg caa cct agt gac age tat gee cag gac caa ggg aag 
Tyr Val Tyr Leu Gin Pro Ser Asp Ser Tyr Ala Gin Asp Gin Gly Lys 
260 265 270 

ttt ate tec etc ttc tac acc atg gtg acc ccc act tta aat cct ate 
Phe He Ser Leu Phe Tyr Thr Met Val Thr Pro Thr Leu Asn Pro He 
275 280 285 

ate tat act tta agg aac aag gat atg aaa gag get ctg agg aaa ctt 
He Tyr Thr Leu Arg Asn Lys Asp Met Lys Glu Ala Leu Arg Lys Leu 
290 295 300 

etc teg gga aaa ttg tga 
Leu Ser Gly Lys Leu 



305 
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Met Gly Leu Gly Asn Glu Ser Ser Leu Met Asp Phe He Leu Leu Gly 
X 5 10 15 



Phe Ser Asp His Pro Arg Leu Glu Ala Val Leu Phe Val Phe Val Leu 
20 25 30 



Phe Phe Tyr Leu Leu Thr Leu Val Gly Asn Phe Thr He He He He 
35 40 45 



Ser Tyr Leu Asp Pro Pro Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



Asn Leu Ser Leu Leu Asp He Cys Phe Thr Thr Ser Leu Ala Pro Gin 

65 70 75 80 

Thr Leu Val Asn Leu Gin Arg Pro Lys Lys Thr He Thr Tyr Gly Gly 
85 90 95 



Cys Val Ala Gin Leu Tyr He Ser Leu Ala Leu Gly Ser Thr Glu Cys 
100 105 HO 



He Leu Leu Ala Asp Met Ala Leu Asp Arg Tyr He Ala Val Cys Lys 
115 120 125 
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